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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6906 


37274 


A 


6957 


2 


1025 


WRR1YQANGK*KNK7QKKAGV 

VILVSDKTDFKPTK1K.RDKEGH 

YIMVKGSIQQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TTIMGDFNTPLSTLDRSARQKV 

N K.DIQELN SALHQADLINI YRIL 

HPKSTEYTF1SAPHRTYSKIDHI 

VGRKALLRKYKRTEIITDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LNNLL LND Y WI UNKTK AEIKM 

CFETSENKDTTYQNLWDTCKA 

VCREKFIALNAHKRKQERSK1D 

TLTSQLKE/LEKQEQTHSKASRR 

YNL EEM DK YLDTYTLPRLNQEE 

FESLNRP1TGSEI EAI INSLPTKKS 

SGPDGFTAKFYQ 


6907 


37275 


A 


6958 


1 


1661 




6908 


37276 


A 


6959 


2 


1632 


WRK1YQANGK/HKKAGVAIRV 
SDKTDFK.PTK1KRDKEGHYLM 
VKGSIQQEELT1LNIYATNTGAP 
GFIKQVLSDLQRDLDSHTIIMED 
FNTPLSTLDISMRQKVNKDTQE 
LNSALHQEDLIDIYRTLHPKSTE 
YTFFSAPHHTYSKIDHILGSKAL 
LSKCKRTEIITNYLSDHSAIKLE 
LRI KN LTQSRSTT WKLNNLLLN 
D Y WVHKEMKAD1 KMFFETNES 
KDTTYQNLWDAFKAEELESLN 
RPITASE1VAIINSLPSKKSPGPD 
GFTAKFYQRYKEELVPFLLKLF 
QS1EKEGILPNSFDEAS1ILIPKLG 
RDTTKKENFRPISLMNIDAK.ILN 
KILANQIQQHIKKLIHHDQVGF1 
PGMQGWFNIHKS1NVIQHINRT 
KDKNHMIISIDAEKAFDKIQQSF 
MLKTRNKLGIDGTYLKI1RAIYD 
KPTAN11LNGQKLEAFPLKTGTR 
QGCPLSPLLFN1VLEVLARAIRQ 
EKEIKGIQLGKEDVKLSLFADD 
MIVYLENPIVSAPNPLKLISNFS 
KVSGYKINVQKSQAFLYTNNR 


6909 


37277 


A 


6960 


1 


2169 





800 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 


6910 


37278 


A 


6961 


2 


1255 


EGK.FRENRIKRNEQSLQEIWDY 
VKRTNLRLIGVPESDWENGTKE 
ENTLQDIIQENFPNLAR*AK.IQRI 
RSQDPSTHLTSRDTHRLKIKGW 
RKIYQANGKQKKAAVT1LVSD 
KTNFKPTKIKRDNEGHY1MVKG 
SNQQEELTILNIYAPNTGAPRFI 
KQ V LRDLQRDLDSHTIITGDINI 
PLSTLDRSTKQKVNKDTQELNS 
ALHQVDLIDIYRTLHPKS1EYTF 
FSAPHHTYSKVDHILGSKALLS 
KCER1EIITNCLSDHSAIKLELRI 
KN LTQNHS1TWKLNNLFLNDY 
WVHN EMKAEIKMFFETSENKD 
TTYQNLWDAFKAVCRGKFIAL 
NAHKRKQERSKIYTLTSQLKEL 
EKQEQTHSKASRRQEIIKIRAEL 
KE1ETQKTLQKLNESISHQLEW 
QSLKSQKTTGAGEDVEK 


6911 


37279 


A 


6962 


1 


1122 




6912 


37280 


A 


6963 


551 


1536 


EILSPPGLPYKSS*KKH*TWKGT 
TGTSCC/1NHAK1VTHRLKIKGW 
RKIYQANGKQKKAGVANLVSD 
KTDFKPTK1KRDKEGHYIMVKG 
SIQQEELTTLNIYAPNTGAPRFI 
KQVLSDLQRDLDSHTLIMGDFN 
TPLLTLDRSTRQK.VNKDTQELN 
SALHQADL1DIYRTLHPKSTEYT 
FFSAPHH1YSKTDH1LGSKALLS 
KCKRTEI1TNYLSDHSA1KLELR1 
KNLTKNRSTTWKLNNLLLNDY 
WVHN EMKAEMKMFFETNENK 
DTTYQNLWDTFKAMCRGKFIA 
VNAHKRKQERSKIDTLTSQLKE 
LEKQEQTH SK A SRRQE1TKJ 


6913 


37281 


B ... 


6964 


28 


1209 




6914 


37282 


A 


6965 


1 


1284 




6915 


37283 


D 


6966 




9^r 












Th 






6917 


37285 


A 


6968 


3 


1162 




6918 


37286 


A 


6969 


1 


1364 




6919 


37287 


A 


6970 


1 


1003 




6920 


37288 


B 


6971 


1 


1129 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6921 


37289 


A 


6972 


1 


1917 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

G DFNTPLSTLDRSTRQK VN K.DT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK. 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

F1PLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHS1CASRRQE1TK.IR 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRLLARLIKKKREKNQ1 

DA1KNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVA11NSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

G1LPNSFYEASIIL1PKPGRDTTK 

KENFRPISLMN1DAKILNKKLA 

KR1QQH1KKLIHHDQVGF1PGM 

QGWFNIRKSINV1QHINRAKDK 

N H Ml IS1DAEKAFDKIQQPFMLK 

TLNKUGIKYLGIHLTRDVKDLF 

KENYKPLLKE1KEDTNKWKN1P 

CSWVGRIN1VKMA1LPKMCL*R 

RWTPLCLLTAAASLNRE*ERLV 

QPLLWRQMYCGPRHCRQVPQH 

RRLNWSPSLRLS 


6922 


37290 


A 


6973 


1 


2673 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6923 


37291 


A 


6974 


261 


2667 


TWCSGRYMVGCR/DWHLLLV/ 

KGLRKLTIVAEGEGGAGMSLG 

ESGNKIKRDKEGHY1MVNGS1Q 

QEELTILNIYAPNTGAPRFIKQV 

LRDLQRDLDSHTI1MRDFNTPLS 

ALERSTREKVNKDIQELNSALH 

QADLVD1YRTLHPKSTEYTFFS 

APHRTYSMDHIVGSKALLSNC 

KRTEIITKCLSDHSTIKLELRJKK 

LTQNRSTTWKLNNLLLNDYWV 

HN EMKAEIKM FFETIEN KDTTY 

QNLWDTFKAECRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKET 

ETQKTLQKI1MESRSWFFERINKI 

DRPLARLIKKKREKNLIDAIKN 

DKGD1TTDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIVAIIN 

SLPTKKSPGPDGFTAEFYQRHT 

VSILISYCQGGSLMSQVYWNQQ 

EKPPSSSNAPPGLSVNKAQHRH 

VCCRGEMLK.RVQVHYVRAGES 

DSASFHCVAQGPRAFGKPLILS 

KENHLLTVTA I A KLNH KLCEIK 

SMG VF1NTEPLY DSCLEQKHAL 

FASPPATTHSTTM1SKAKV1PML 

SLTPGSFQTVESSLAPSAGKFQG 

TETSSLKTLINLCCPKLPSPSPA 

HLGGLPGGSQERPSRQYLYESA 

RTTVLLGLGCPLKQIQLRSQHS 

SPLEYLESLPKKDRKK.REK1Q1N 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6924 


37292 


A 


6975 




1687 


MLKGSIQQEELTVLNIYAPNTG 
APRCIKQVLSDVQRDLDSNTL! 
MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIL 
GSKALLSKCKRTEIITNSLSDHS 
AIKLELRIKNLTQNRSTTWK.LN 
NLLLNDYWVHNEMKAEIKMFF 
ETKENKDTTYQNLWDAFKAVC 
RGKFIALNAYKRKQERSKIDTL 
TSQLKELEKQEQTHSKEIQTTIR 
EYYKHLYTNKLENLEEMDKEL 
DTYTLPRLNQEEVESLNRPITGS 
E1VAI1NSLPTKKSPGPDGFTAEF 
YQRYKEEMHINRAKDKNHMI1S 
IDAEKAFDKIQQPFMLKTLNKL 
GIDGTYFK11RAIYDKPTVNT1LN 
GQKLEAFPLKTGTRQGCPLSPL 
LFNIVLEVLARAIRQEKEIKGIQ 
LGKEEVKLS\LFADDMIVYVEN 
PLPSQPQNLL*GWLSNFSK/MSS 

r*iVVTXT\/rf"^VCr* A CI VTWXIDATCC 
ui PvlIN Vl^Ko^At L. Y J IN 1 Jbo 

QIMSELPFTIASKR1KYLGIQFTR 
DVKDLFKENYKPLLNEIKEDTN 
KWKNIPCSWVGRINIVKAMAILP 


6925 


37293 


B 


6976 


1 


2431 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6926 


37294 


A 


6977 


1 


1921 


MGESVQSLLTLAQKRSMMIQV 

AVAPRTPTLLLKLYKEKASKTQ 

LKKVNLVVQDGQSLESIEVHD 

HEPADTYKLLSLVKEPAEEIPR 

VIQNVFGHRSK.KENLKDSYGLR 

QSSTMVATTWNNVSLMQHHSL 

RRPNRHLTASYPHFHFQEIPVNF 

FHSGRDSESFGWNQHIKKDKE 

GHHIMVKGSIQQEELTMLNIYA 

PNTGAPRFINQVLSDIERDLDSH 

Kl 1 MGDFNTPLSTLDRSTRQKV 

NKDTQELNSALHQADLTDIYRT 

LHPKSTEYTLFSAPHHTYSKIDH 

IVGSKALLSK.WKRTEIITNCLSD 

PRAIKLELRIKK.LTQNRSSIWKL 

NNVLLNDYWVHNEMKAE1K1F 

FETNENKDTSCQNLWDTFKAV 

CRGKFIALNAHRRKQERSKIDT 

LTSQLKELEKQERTHSKASRRQ 

EITK1RAEMKE1ETQK\TLQKINE 

SRSWFFEKINKIDRPLARLIKKK 

REKNQ1DA1KNNKGDITTDPTEI 

ETTIREYYKHLYTNKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

P1TG SEW A I IN SLPTKKSPGPDG 

FTAEFHQRYKEKL1SELLPMPN 

HTALKKQTQDLSDCK.AMFLYY 

QSVSVQTAirNYHRLRGLNNRN 

LFLTVLEYSSLRSGCEHSRVL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6927 


37295 


A 


6978 




1848 


MSLTKMLICAALLGLFCMLLGL 

RWQVAELIGMTLALSSTAIAM 

Q A MN ERN LM VTQMGRS AF A V 

LLFQDIAAIPLVAMIPLLATSSA 

STTMGAFALSALKVAGALVLV 

VLLGRYVTRPALRFVARSGLRE 

VFSAVALFLVFGFGLLLEEVGL 

SMAMGAFLAGVLLASSEYRHA 

LESDIEPFKGLLLGAVFTPRVVV 

N I Y S SELRT A KN YQ AN G KQKK 

PGVAILVSDKTAF/KPTEIK.RDK 

EGHYUMVKGSIQQEELTILNIY 

APNTGAPRFIKQVLSDLQRDLD 

SHTLMMGDFNTPLSTLD\RSTR 

QKVNKDTQELNSALHQADLIDI 

YRJLHPKSTEYTFFSAPHHTYSK 

IDHIVGSKALLSKCKRTEIITNY 

LSDHSAIKLELRIKNLTQSRSTT 

WKLInNLLLNDYWVHNEMKAE 

IKMFFETNENKDMTYQNLWDT 

FKAVCRG KFI ALN AHKRKQERS 

KI DTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKAIQ 

KrNESRSWGPPGNCQQNYRNSE 

SGEKSAPEGQAQHAGPTEGKV 

PTFLYVGKEKFPPSYLLTRK.SSH 

LPTCGDPICGEKCWRVPTTSGQ 

GNKADQWGGVGIGDTDHDSA 


6928 


37296 


A 


6979 


1 


2235 




6929 


37297 


A 


6980 


1 


2955 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


6930 


37298 


A 


6981 




2156 


KSLKDLMELKIMAQELCDEWT 

SLSSRCNQLEERVSVMEDEMN 

EMKDKHRPKIKEWRKIYQANG 

QQKKTRVANLVSDKTEFK.PTKI 

KRDKEGHY1MVKGSIQQEELTI 

VNIYAPNTGAPRFIKKVLSDLQ 

RALDSHTIIMGDFNTPLSTLDRS 

TRQKVNKDIQELNSALHQADLI 

DIYRTLHPKSTEYTFFSAPHYTY 

PKIDHIVGSKALLSKCKRTEI1T 

NCLS\DHSA1KLELKIKKLTQNL 

STTWKLNNLLLKDYWVHK.EM 

KAEIKMFFETNKNKDTTYQNF 

WDTFKAVCRGKF1ALNAHKRK 

QEGFKIDTLTLQLK.ELEKQEQT 

HSKASRR1NK1DRPLARL1KKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGAEIVA1INSLPTKKSPGPDG 

FTAKFYQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASIILIPKPGR 

D1TKKENFRP1SLMMIDAEILNKI 

LASQMQQHIKKLIYHMQVGFIH 

GMQGWFNIHKSUNVIQHINRTK 

DKNHT1ISLDAEKAFDK1QQPF 

MLKLKTLNKLG1DGMYLK1IRA 

IYDK.PTANULHWQK.LEAFPLK.T 

GTRQGCPLSPLLFNIVLEVLAR 

AVRKEK.EIKRTQIGREEIKLSLF 

ADDMIVYLENP1VSAQNLLKLIS 

NFTKVSGYK1NVKKSQAFLYN 


6931 


37299 


A 


6982 


3721 


8717 


MLP1KRHRLANW1K\SQDP\SVC 
CIEETAHLTCRDAHRHKIKGWR 
KIYQANGKQNKTKQQKKQGLQ 
ILVSDKRDFKPTKIKRDKEGHYI 
MVKG PI QQVEELTILNI YAP\NTG 
APRFIKQVLSDLQRDLDSHTLI\ 
MGD\FNTPLSTLDRSMRQKVNK 

PKSTEYTFFSAP\HHTYSKIDHIL 
GSKALLSKCKRTEIIT\NYLSD\H 
SAMKLKLRJKNLTQNHSTIAWK 
LNNL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6932 


37300 


A 


6983 


599 


1074 


NPRAWEKQQPPTSPQEFCLVCF 
VVHLQKSTREALNNKNIKPLLS 
TFSQVPG/SINHSSCENVLA1ISL 
AIGGVTEG1CTASTPFVLLGDVL 
DCLPLDQCDTI FTFVEKNVATW 
KSGTASLPAAFMAGVEHLWLF 
QVNGANCQWIYPSGVWRTVAL 
FSQLH 


6933 


37301 


A 


6984 




312 




6934 


37302 


A 


6985 


2 


484 


QSRALLWPMLVDVIQPKPWKA 
PGSLGLPSC1SAITVQSSPGLRLC 
SCGQGPRVNTPGTKLPQPNRPV 
SLSFSQMKLLTSSHWK.SFHCPA 
*INPAQSSPGPWP*PQLSGCPAF 
QFLSFG*KSLLSSGNTASSSPLW 
FLCWCFLNLVLQAKLPDGFRPA 
HRV 


6935 


37303 


A 


6986 


234 


405 


ELKICSCDPITVRYNADDSTVSL 
SFSQMKLLTSSHWKSFHCPA*I 
NPAQSSPGPWP 


6936 


37304 


A 


6987 


1 


2021 


PTRPAAAQWRARAAEKMSPTP 

PLFSLPEARTRFTKSTREALNNK 

NIKPLLSTFSQVPGSENEKKCTL 

DQAFRGILEEEI1NHSSCENVLAI 

USLAMGEVTEGICTASTHFVLL 

GDVLDCLPLDQCDT1FTFVEKN 

VATWKSNTFYSAGKNYLLRMC 

NDLLRRLSKSQNTVFCGRJQLF 

LARLFPLSEKSGLNLQSQFNLE 

NVTVFNTNEQESTLGQKHTED 

REEGMDVEEGEMGDEEAPTTC 

SIPIDYNLYRKFWSLQDYFRNP 

VQCYEKISWKTFLKYSEEVLAV 

FKSYKLDDTQASRKKMEELKT 

GGEHVYFAKFL 1 SEKLMDLQL 

SDSNFRRH1LLQYLI LFQYLKGQ 

VKFKSSNYVLTDEQSLWIEDTT 

KSVYQLLSENPPDGERFSKMVE 

HILNTEENWNSWKNEGCPSFV 

KERTSDTK PTRI I RKRTAPEDFL 

GKGPTKK1LTGNEELTRLWNLC 

PDN M E ACKS ETRE HMPTLEEFF 

EEAIEQADPENMAENEYKAMN 

NSNYGWRALKLLARRSPHFFQP 

TNQQFKSLQEYLENMVIKLAKE 

LPPPSEEIKTG EDEDEEDN DA LL 

KENESPDVRRDKPVTGEQ1EVF 

ANKLGEQWK1LAPYLEMKDSEI 

RQIECDSEDMKMRAKQLLVAW 

QDQEGVHATPENL1NALNKSGL 

SDLAESLTNDNETNS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6937 


37305 


A 


6988 


155 


811 


EFYRTGKVHRAPGVQEVTEDP 

RDPLAQLATRDRKERRGSLDH 

LALRVREAQLDQLVPPESVAA 

KDLKA PRA PICA PVVPLGSPALR 

APVGTQAPRAHQAKRDSPALR 

ALLASRDFRAPLGSLGCLDLGD 

CQACLGYQACQAPRAPPALLA 

HQERWCPWPCRMSQPQHRRT 

MA ARLTGRTSQTN ATIFQ L RKK 

FLRMQSFSVKTSLHILFS*TLER 

NSNG 


6938 


37306 


A 


6989 


91 


918 




6939 


37307 


A 


6990 


199 


380 


CSTSSRTY*IPSRCFSKG*FIWRH 
TVN SN FGPMGN PSHPTTSS AHH 
TVPLIESQPSSTSKK 


6940 


37308 


A 


6991 




483 




6941 


37309 


A 


6992 


178 


298 




6942 


37310 


A 


6993 


864 


1298 


RLQNRTILASDLSGSDRWRRTY 
RCL*RHGPRFSSCRLSCRRPFDK 
TCRLMCHQRLSGFPQEQTQRDS 
RCIQLLFRQRFAAASCPTHQVH 
VHRWRKPMVFLILESDLKYTV 
LSLPEECHTGAHEQSSHCLLLSL 
ASVDVHCSQRP 


6943 


37311 


A 


6995 


2 


348 


KKKRKKK1EEEEEEEEEEEEEE\ 
REEEGDEEQEEEEE\EEEEEEEE 
EEEEEEEEEEDDDDDNGLLQTL 
PGLHEMRVNLTRSDGIISVWHF 
PFWHFSFLMPYEEGALLRLHLP 


6944 


37312 


A 


6996 




192 




6945 


37313 


A 


6997 


1 


507 


M EKN EKEQEEEEKKEKN SKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEE/DKEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEE\EEEEKVVE 

EEDEFIWFLGNSLYFPSFSHFA 

WSQ1PSREDEGERRLRVNSMIM 

DFTSNTNHVQLIVAR 


6946 


37314 


A 


6998 


1 


257 


MGPIHKISHYVYANISKSEKVL 
KSEHFRSQAFQPGQQSETVSEK7 
EEEDEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEI 


6947 


37315 


A 


6999 


1 


156 




6948 


37316 


B 


7000 


1 


757 




6949 


37317 


A 


7001 


1 


279 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6950 


37318 


A 


7002 




1226 


MPSSKGVHVHSPPRYLAAKDF 

KMINKELTAATFMEVIAEDNRF 

IYDGIDSNFEPELVFLEFFEALLS 

FAFICVTDQMTKSYTNVPADD 

VSGNKHET1YTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNKIRKSEAMVKEKK.K 

ADKKGEKSARSPSSLSDNLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLNEVKPKKDRQNVQQNE/GC 

HPIRRVHSDQTHSGKL*RGKGS 

W/DCMREKASQPFKAVVPIV*V 

/VPFENLQEGEEGRLCEECPDEP 

RRVHVAGRSMYEGEVVNGMR 

NGFGMFKCSTQPVSYIGHWCN 

GKRHGKVGEVATWRAEKKKK 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEEEEKIRP 


6951 


37319 


A 


7003 


3 


123 




6952 


37320 


A 


7004 


2 


458 




6953 


37321 


A 


7005 


239 


432 


CLWLFQEEEEEEEEEEEED* EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEKIFLG H R VG I 


6954 


37322 


C 


7006 


7 


162 




6955 


37323 


A 


7007 


39 


2154 




6956 


37324 


A 


7008 


1 


639 




6957 


37325 


A 


7009 




651 




6958 


37326 


B 


7010 


1 


684 




6959 


37327 


A 


7011 


3 


428 


TRFQGVYLPLLWEQSF/CWKSPI 
ALGYTRGHFSALVAMENDGYG 
NRGAGANLNTDDDVTITFLPLV 
DSERKLLHVHFLSAQELGNEEQ 
QEKLLREWLDCCVTEGGVLVA 
MQKSSRRRNHPLVTQMVEKW 
LDRYRQIRPCTSLF 


6960 


37328 


A 


7012 


2 


800 





810 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6961 


37329 


A 


7013 


1 


930 


DHNSSPAMEQNWMENAFDELT 
EVGFRRWViTNFSKLKEHVLTQ 
CKEAKKLEKRLEELLTRITSLEK 
NINDLMELKNTSQELREAYTTE 
ERISE1EDQLNEIKHEDRIREK/R/ 
VKRNEQSLQEIWDYVKRPNLH 
LT/GVPESDGENGTKLENTLQDI 
IQENFPNLARQANIQ1QEIQRTP 
QRYSSRRATPRHIIIRFTKVEMK 
EKMLRAAREKGQVTHKGKPIR 
LTADPLAETLQARREWGPIFNIL 
KEKNFQHRMSYPAKLSFISVGE 
I K. YFTDKQMLRDF VTTRPALQE 
LLK.DALNMERNNQNQSLQKHA 
KL 


6962 


37330 


A 


7014 


1 


870 




6963 


37331 


A 


7015 


1 


585 




6964 


37332 


A 


7016 


1 


1032 




6965 


37333 


A 


7017 


2 


770 




6966 


37334 


A 


7018 


1 


2910 




6967 


37335 


D 


7019 


239 


462 




6968 


37336 


A 


7020 


3 


694 




6969 


37337 


A 


7021 


1 


1212 




6970 


37338 


A 


7022 


1 


1140 




6971 


37339 


A 


7023 


1 


570 




6972 


37340 


A 


7024 




486 




6973 


37341 


A 


7025 


1 


1476 


MEVNREKQLNELEVIGSEEQNL 

EEEGLM1GGVAVRLVPDD1V1P 

GGVNATNGTEARDALRVKVA 

MSVTLLSG1IQYLLSALGWSYY 

TVDGVSQKNPRALGVTADQLH 

A IFTTM SDEQA SFRFGF VAIYLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEH1 

LTQCK.E AKNLEKRLE EL LTR1TS 

LEKNINDLMELKNTAQEFHEA 

YTSINS/RNQTEERVSE1EDQLN 

EI*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

NGTKLENTLQDIIQENFHNLAR 

QANSQIQEIQRTPQRYSSRRATP 

RHIIIRFTKVEMKEKMLRAARE 

KGRVTHKGNPIRLIADLSADTL 

QARRQWEP1FNILKENFQTR1SH 


6974 


37342 


A 


7026 


1 


1080 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6975 


37343 


A 


7027 




3501 


MIVYLENP1VSAQNLLKLISNFS 
KVSGYK1YK1DVQKSQAFLYTN 
NRQTESQIMSELPFT1ASKRIKY 
PGIQLTRNVKDLFK.ENYKPLLN 
E1KEDTNKWKNIPCSWIGRTNIV 
KMA1LPKVIYRFNAIPIKLPMTS 
FTELEKTTLKF1WNQKGARIAK 
T1LSKKNKVGGITLPDFKLYYK 
ATVTKTAWYWYQNRDIDQWN 
RTEASEITPPIYNHLIFDKPDKN 
KKWGKDSLFNK.WCWENWLAI 
CRKLKLDPFLTS 


6976 


37344 


A 


7028 


164 


714 


IGVNRHLIQESPSWNLAGAPLE 
QIFQRKEQAAIFAILQPLLV1SRQ 
TGSGVDPQQTPADLQK/SGSDS 
REQNKTENEFDELTEIGCRRWV 
ITNSSELKEHVVTQCKEAKNLE 
KMLQELLTR1TSLEKNINDLME 
LKNTAQELREAYTIINSQTDQA 
EER1 SEI EDQLNE1 KGEDNIREKT 
VKRNE 


6977 


37345 


B 


7029 




579 




6978 


37346 


A 


7030 




927 




6979 


37347 


A 


7031 


1 


1362 


MAAGRHLPVGADRHLIQESTG 

WHLAGAPLGWSFQRKEQTA1F 

AVLQPLLV1PRQTGYGVDLQQ 

MPADLQQRFLTVRRKTNKQKG 

IVSTSTKRTSSEGHQHQRRKVD 

KFTEMGRNQHKKAENSKNQN 

ASSP\PKDHNSLPAREQNWTEN 

EFDELTEIDFRRWV1TNSSQTKG 

SMF*P*CKEAKNLEKRLDELLT 

R1TSLEKNINDPMELK.NTAREL 

REANKSINS*IDQGRKERV\SE1E 

DQLNEIKREDKIREKRMQRNK 

QTLQEIWDYVKRPNLHLIGVPE 

SDRENGTKLENTLQDII\QENFP 

NLARQANIQIQEIQRTPQRYSSR 

RATPRHI1VRFTKVEMKEKMLR 

AARKKGQVTHKGKSIRLSADFS 

A ETLQ A RRE WG PI FN IL KEKN F 

QPK1SYPAKLSF1SEEE1TSFTDK 

QTLRDFVTTRPALQELLK.EAVN 

MERKNQYQPLQKHTKM 


6980 


37348 


A 


7032 


1 


598 




6981 


37349 


A 


7033 


3 


787 




6982 


37350 


A 


7034 






RLLEPQGPLRAGSSPAGK/IGGT 
L E RRG M P WPG P/H SEG G LSPL L 
LGASLAAAPHGEMPSVRVHPV 
RPSSRDCSSRV 


6983 


37351 


B 


7035 


743 


1683 





812 
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NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6984 


37352 


A 


7036 


1 


1 137 




6985 


37353 


A 


7037 


1 


663 




6986 


37354 


A 


7038 


1 


197 




6987 


37355' 


A 


7039 


1 


291 




6988 


37356 


A 


7040 


3 


342 




6989 


37357 


A 


7041 


1 


439 




6990 


37358 


A 


7042 


3 


253 




6991 


37359 


C 


7043 


1 


210 




6992 


37360 


A 


7044 


1 


165 




6993 


37361 


A 


7045 


1 


346 




6994 


37362 


A 


7046 


1 


389 




6995 


37363 


C 


7047 


1 


464 




6996 


37364 


A 


7048 


1 


1806 




6997 


37365 


A 


7049 


491 


1640 




6998 


37366 


A 


7051 


188 


383 




6999 


37367 


A 


7052 


1 


759 




7000 


37368 


A 


7053 


1 


1683 




7001 


37369 


A 


7054 


1 


972 




7002 


37370 


A 


7055 


1 


429 




7003 


37371 


A 


7056 




753 


DQTFWGLLETG/S/ELMLJPGDP 

KCHCGPPVKVGAYGGQE1KGV 

LAQVQITVGPVGTRTHPVVISP 

VPECI1G1DILSSWQNPHTGSLTG 

RVRVIMVEKAKWKPLELPLPR 

K1VNQKQYCIPGGIAEISAT1KD 

LKDTGVM1PTTSPFNSP1WPVQ 

KTDGSWRITVDYQVVTPIAAA 

VPDVVSLLEQ1NTSPGTWQHIT 

HLDVLLWR1YQVTQKAASFEW 

GPEQEKALQQVQAAVQAVLCH 

LGHMTQQIQWCL 


7004 


37372 


A 


7057 


2 


430 




7005 


37373 


A 


7058 


1 


1515 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7006 


37374 


A 


7059 




1523 


MGEERRWRPSSNGKHGAFAEL 

DKGWLVWLEGKGVIGARRSW 

RAHSALIKICVQQIKDSLPGKM 

SKGLLQQQQKPKHLLHDLYKA 

MSTRWGVQKARLNCTALPPTG 

CVTLDPSFLTEPQFPRQLSEDLL 

LTREALEKEVQLRRQLQQEKEE 

LLYRVLGANASPAFPLAPVTPT 

EVEKERELELRDRLDEQQRVLE 

GK.NEEALQDPRLVDPLTSCTVH 

FEK.PQMLNARLWKHAGREAV 

ACKVRGSELPKTMGTYPLHQH 

DLDVRHGVKGDHFGALRFDCP 

AGFWTCMGPLAPSFWPISPIWN 

GPPLDISGYPATSTQKSTMCLRI 

I DTRLHPE SRLKQQ SNF A LN A R 

EKALQQVQAAVQAALPLGPYD 

PADPMVLEVSLADRDAVWSL 

WQAP1GESQQRPLGFWGKALPS 

SADNNSPLERQLLARYWALVE 

TEYLTMG HQVTM * P/ELPIMN W 

VLSDPSSHKVVYAWQHSIIKW 

K\DRA*AGLAGTSKLHEEVAQ 

MPIVSTPATLPSCRIL 


7007 


37375 


A 


7060 




2190 




7008 


37376 


A 


7061 


286 


430 




7009 


37377 


A 


7062 


205 


514 


LWSLCAPVLQVPCLRAAFPVFT 
RRHAPSAGRGFTRSYVSAGSW 
TETQQGLWGSLTKLGADGLLL 
GISKHLVEFLQ1FQISGCWGHYC 
YLQILFFALNS1SPSYHVLLFNV 
QFGFIFNFMVLCVP*AGTHIAPC 
KSSSRTRGMSSCEN WK.GCSKA 
RHLQYWSTKTPQSLSFFCCGIH 
FVTAVCQP 


7010 


37378 


A 


7063 


1 


487 




7011 


37379 


A 


7064 


1 


1212 




7012 


37380 


A 


7066 


140 


453 




7013 


37381 


A 


7067 


1 


3341 


MGKKQNRKTGNSKNQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRLSNYSELPEDIQTKGKE 

VENFEKNLEECITRITNKRNFKP 

TKIKRDKEGHY1MVKGS1QQEE 

LTILNIYAPTGAPRFIKQVLSDR 

QRDLDFHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLID1YRTLHSKSTEYRFFSAPH 

HTYSKIDHLLGSKAFLSKCKRT 

EIITNYLSDHSAIKLELRJKNLTQ 

NRSTTWKLNN 


7014 


37382 


B 


7068 


1 


1785 





814 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7015 


37383 


A 


7069 


1 


1141 


MVTWNFIQERNGSGMDQCDD 
GGGK1LDPVYILTVELTGFAKG 
WKMFSVKDQSVNVLGFAGYPL 
ITQTARKGAGKIPTWASLRQYQ 
KGLGSKYQLRRALRPDCALGN 
GQGVRYCNSLDEEEKRELKLFS 
SQRKRENLGRGNVRPFPVTMT 
GAICEQCGGQINGGDIAVFASR 
AGHGVCWHPPCFVCTVCNELL 
VDLIYFYQDGKIYCGRHHAECL 
KPRC AACDE 1 1 F ADECTE A EGR 
H WHMKHFCCFECETVLGGQRY 
IMKEGRPYCCHCFESLYAEYCD 
TCAQHIGHAGSFIKEC/SRRLLP 
GEAE1/SRRATVICLVRVSVRPE 
AASKSPNMRRK.RKRKGACPLS 
SVGPVIPSVP*NTQRT*RPQSRP 
LGAPWNPWPCLMQ 


7016 


37384 


A 


7070 


1 


2388 


VHQYYSCLPEEKVPYVNSPGEK 

LR1KQLLHQLPPHDNEVRYCNS 

LDEEEKRELKLFSSQRKRENLG 

RGNVRPFPVTMTGAICEQCGG 

QrNGGDIAVFASRAGHGVCWH 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

E11FADECTEAEGRHWHMKHFC 

CFECETVLGGQRY1MKEGRPYC 

CHCFESLYAEYCDTCAQH1GID 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RACSAGEDPNG SDSSDS AFQNA 

\GPRSPGAVPKLARTRARR\GAH 

AEPAQPAASEF*PAVSRRRPPVT 

ADGHAQPVQPDTQPQPGPHLE 

EPGRALPLWEQDGAEPDPEPSA 

APVRQCNIRTSYSPGGQGAGAQ 

PEMWGKHFSNPKRSSSLAMTG 

HAGSFIKECREDYYPGRLRSQE 

SYSDMSSQSFSETRGSIQVPKYE 

EEEEEEGGLSTQQCRTRHP1SSL 

K.YTEDMTPTEQTPRGSMESLAL 

SNATGLSADGGAKRQEHLSRFS 

MPDLSKDSGMNVSEKLSNMGT 

LNSSMQFRSAESVRSLLSAQQY 

QEMEGNLHQLSNPIGYRDLQSH 

GRMHQSFDFDGGMAGSKLPGQ 

EGVR1QPMSERTRRRATSRDDN 

RRFRPHRSRRSRRSRSDNALHL 

ASEREAISRLKDRPPLRAREDY 

DQFMRQRSFQESMGHGSRRDL 


7017 


37385 


A 


7071 




807 





815 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7018 


37386 


A 


7072 


500 


2666 


YCLRLAQVG1FPAPSRAWPVDL 

DPESRLCC FPSLG SL AN PTA VG 

LEEDREQDVGTSSRGGAWDTR1 

KRELEKMSEKCGGQINGGD1AV 

FASRAGHGVCWHPPCFVCTVC 

NELLVDLIYFYQDGKIYCGRHH 

AECLKPRCAACDEIIFADECTEA 

EGRH WH MKH FCCFECET VLGG 

QRYIMKEGRPYCCHCFESLYAE 

YCDTCAQHIGEAIFGSQLGPSV 

MRSPLFWGVGIAAAALDAVLIR 

AHQRTQGCHHELSALLAFEKG 

SEKKEEEEGGQVSRSSSLKVQA 

QELS ATEDKGH I SPFFWEA V YH 

YASGECRGPGPPYSHSLRLYSQ 

QALPTGRGPSSSQFPFCQFYCC 

YKKSLLCDCLSKSPALEKAMR 

G1DQGQMTYDGQHWHATETCF 

CCAHCKKSLLGRPFLPKQGQIF 

CSRACSAGEDPNGSDSSDSAFQ 

NA\GPRSPGAVPKLARTRARR\G 

AHAEPAQPAASEF*PAVSRRRP 

PVTADGHAQPVQPDTQPQPGP 

HLEEPGRALPLWEQDGAEPDPE 

PSAAP\RQCN1RTSYSPGGQGAG 

AQPEMWGKHFSNPKRSSSLAM 

TGHAGSFIKECREDYYPGRLRS 

QESYSDMSSQSFSETRGS1QVPK 

YEEEEEEEGGLSTQQCRTRHPIS 

SLKYTEDMTPTEQTPRGSMESL 

ALSNATGTKTCSVTFQAKETCR 

YQDAQFGKVKARVKERQSLWS 


7019 


37387 


A 


7073 




2239 




7020 


37388 


A 


7074 


1 


282 




7021 


37389 


A 


7075 


2 


430 


GFGAQDPKSLALRTHCQTSGW/ 
SLTEQDPYNNVIRTTIEALAATL 
GGTQSLHTNVFDEALGLPTDFS 
APvIARNTQIlIQEESELCRTVDPL 
AGSYGGAIIQQIDVAGGLAKRI 
EAGLSKRM1EEASAREQALIDQ 
GKRVIVGVT 



816 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7022 


37390 


A 


7076 




1561 


MVTL1LYFRFYRLNGDTLRR1QI 

HLLDKYRKVPPEPVHAD1PVGA 

RRFSRPCSWFLRITKRGYRRTV 

HAMAGQKEKLLGAGMSDYLA 

KPIEEERLHNLLLRYKPGSG1SS 

RVVTPEVNEIVVNPNATLDWQ 

LALRQAAGKTDLARDMLQML 

LDFLPEVRNKVEEQLVGENPEG 

LVDL1HKLHGSCGYSGVPRMK 

N LCQL1 EQQLRSGTKEEDLEPEL 

LELLDEMDNVAREASKILGPDK 

THLRRI RRD VL ATDPRPARDRR 

KACLHACVLRTPPLGAARAI1Q 

QIDEAGGMAKAIEAGLPKRMIE 

EASA REQSLIDQGKRVI VGVNK 

YKLDHEDETDVLEIDNVMVRN 

EQ1ASLERIRATRDDAAVTAAL 

NALTHAAQHNENLLAAAVNA 

ARVRATLGEISDALEVAFDRYL 

VPSQCVTGV1AQSYHQSEKSAS 

EFDAIVAQTEQFLADNGRRPRJ 

LIAKMGQDGHDRGAKVIASAY 

SDLGFDVDLSPMFSTPEEIARLA 

VENDVHVVGAVSSLAAGRSR 


7023 


37391 


A 


7077 




354 




7024 


37392 


A 


7078 




1 1 16 




7025 


37393 


A 


7079 




450 




7026 


37394 


A 


7080 




252 




7027 


37395 


A 


7081 




242 




7028 


37396 


A 


7082 




242 




7029 


37397 


A 


7083 




9228 




7030 


37398 


A 


7084 




664 




7031 


37399 


A 


7085 


3 


718 




7032 


37400 


A 


7086 


380 


1038 


WTRWRASAADNLAHGRWGEQ 
KLVVTTGASGAPDRQAARCAA 
SAKISWYRSKGSKHPLTPKEVE 
KTGWGLKIPG/MGQQQLPERV 
KEAARILELDGLLKRRPRELSG 
GQRQRVAMARAIVRDPAVFLF 
DEPLSNLDAKLRVQMRLELQQ 
LHRRDQVEAMTLAQRVMVMN 
GGVAEQIGTPVEVDGDDTLEIL 
GADNLAHDAGRAEAGGDWRI 
RSARRSSTCAH 



817 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7033 


37401 


A 


7087 


380 


920 


WTRWRASAADNLAHGRWGEQ 
KLVVTTGASGAPDRQAARCGC 
IWRKISWYRSKGSKHPLTPKEV 
EKTGWGLKIPG/MGQQQLPERV 

GQRQRVAMARAIVRDPAVFLF 
DEPLSNLDAKLRVQMRLELQQ 
LHRRDQVEAMTLAQRVMVIV1N 

r:r;\/ a cfvr:TP\/i; 
uu V Aci^/JO 1 rvc 


7034 


37402 


A 


7088 


1 


258 




7035 


37403 


A 


7089 


3 


208 




7036 


37404 


A 


7090 


34 


125 




7037 


37405 


A 


7091 


1 


393 




7038 


37406 


A 


7092 


1 


690 


MVAPVY1RDQYSAL1TNIGKGD 
HTTFVKPNIPATGEFKGVGFLE 
APRGMLSHWMV1KDGI1SNYQ 
AVVPSTWNSGPRNFNDDVGPY 
EQSLVGTPVADPNKPLEVVRTI 
HSFDPCMAWVGNILLTDEAIGV 
RJVEALEQRYILPDYVEILDGGT 

AUlvlfcLLOlJlVIAINKJJrILlIAlJAl V 

SKKNAPGTMMILRDEEVPALFT 
NKISPMQLGLADVLSDLRh 1\GE 
FPKKLPWVQA 


7039 


j 7407 


A 


7093 




224 




2212 — 


J-—08 






— 






7041 


j 7409 


— 
A 




7095 




_ 








^FfT 




7^P 








ToT — 










T067 




7044 


37412 


A 


7098 




1545 




7045 


37413 


A 


7099 




2820 




7046 


37414 


A 


7100 




1223 




7047 


37415 


A 


7101 




3087 




7048 


37416 


A 


7102 




1182 


MDKFLDTYTLPRLNQEEVESLN 

RP1TGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEG1LPNSFYEASIILIPKPG 

RDTTKKENFRPISLMN1DAKILY 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKS1NVIQHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLAQNLLKL1SNFNKV 

SGYKINVQKSQAFLYTSNRQTE 

SQ1MSELPFTIASKR1KYLGIQLT 

RDVK.DLFKENYKPLLKEIKEDT 

NKWK.NIPCSWVGR1NIVKMAIL 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQKRAHIAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYCYQNRHIDQWNRXPSEI 

TPH1YNYLIF 



818 
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NO: 


SCQ ID NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7049 


37417 


B 


7103 


1 


1722 




7050 


37418 


A 


7104 




3513 




7051 


37419 


A 


7105 




2546 


MSELPFTIATKRIKYLGIQLKSD 

VKDLFKENYKPLLNEIREDTYK 

WKNTPCSWIGRIN1MNMAILPK 

V 1 YGFN AI L 1 K.LPLTF FTELEKTT 

LKFTQSLKRAHIAKTILSKKNK 

AGGIMLPDFKLYYKATVTKTA 

CTIHNSKDLEPTEMPSNDTLDK 

ENVAYIHHGILCSHSK.GRVHIL 

CRDMDEAGNHHSRQTNTGTEN 

QTLHVLTHKWELNDENTWTQ 

GGEHH1SGPVRTNNKNHMIISIG 

A EKAFDK 1 QQPFMLKTLNQLGI 

DGTYLK 1 1 R DI FD RPI ANILLNGQ 

KREASPLKTGTRQGCPLPPLLF 

NIVLE1LARAIRQEKEIKG1QLG 

KEEVKLSLFADDMIIYLENPIVS 

AQNLLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQILSELPF 

TIASKRJKYLGIQLTRDVKDLFK 

ENYKPLLNE1KEDTNKWKNIPC 

LS1GKINIMKMAILPKVIYRFNAI 

PIKLPMTFFTELEKTTLKFIWNQ 

KRARJAKTILSQKNKDGGITLPD 

FKLYYKATVTKTAWYQYQNR 

DIDQWNRTEPSEIIPHVYMHLIF 

DKPDKNKKWGKDSLFNKWCW 

ENWLAICGKLK.LDPFLTPYTKI 

NSRWIKDLNVRPKTIKTLEENL 

GNTIQD1GMGKDFMSK1PKAM 

ATKAKIDKWNL1ELKSFCTAKE 

TTI SVNRQPTEWEKIFAICLSDK 

GL1SR1YKELKQRHKKKTNNPIK 


7052 


37420 


A 


7106 




2575 




7053 


37421 


A 


7107 


1 


875 




7054 


37422 


B 


7108 




3421 




7055 


37423 


A 


7109 


1 


3790 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREK.DFKPT 

K1KRDKEGHYIMVKGSIQQEEL 

T1LNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 


7056 


37424 


A 


7110 


134 


307 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hud 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon tor peptide 
sequence 


.N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7057 


37425 


A 


71 1 1 


2 


173 


RPPRSEVPGPLSPGRPPAAGLRG 
R*PAGVRGLREPRAFSGVRVER 
RSLF1GKDMFDS 


7058 


37426 


A 


7112 


888 


1016 


VPGEIHALHSADRQHENA*NAR 
TRWQHAQSGRSPLFLALSRE 


7059 


37427 


A 


71 13 


573 


872 


SPSLLPDPDAHVGC*SRSRKRPD 
RIRRFDSR*NGLFYCRKTS*PFH 
*G*MCQ*YQTDPRSNAQCHPVL 
LRLWWPGDEYDFLCRSGSVGS 
VRQSGRASGL 


7060 


37428 


A 


7114 




654 




7061 


37429 


A 


7115 


71 


2776 




7062 


37430 


A 


7116 


31 


1016 


TVLPERPYNRKSSRRNRCGNGP 
PARSFCPSSGRSRRRSSSPATGP/ 
HTAIASALPRIAFGK1SDSSTQH 
TGPQDMAKAAT*NSLRGSMRY 
SFK.PMVGRWIKSCLRPVWC 


7063 


37431 


A 


7117 


279 


1243 


SVLLMCAADYLPRPPDVQTCN 
AVRVWLRYHRSNHGTPPDFSP 
GPVSAWYYAH/QPKIP1WSQ/QR 
GFTD/R*TRHKCPQRFAVPDK*I 
SSPD*AMNYYRKIHRPAPRHTA 
PTQKARLMADKSSLRHRHNSA 
NK.RRSASPLSSAGYP/GKRIRAQ 
NLIPASTTNGQLR1RQRR1SQAR 
**TKRMARKGS!SPISAVSNSLN 
SS*AS1IVSSCIRCSALSPLSN1HK 
S*TAGPWGASSRKTNIGLSRQRJ 
FPAWQSPCSRRTVKSSRQCAVT 
AAISSSVAFRNAAFNPEGISVAS 
SNSLRGSMRYSFKPMVGRW1KS 
CLRPVWC1RPK 


7064 


37432 


B 


71 18 


1 


726 




7065 


37433 


A 


71 19 


1 


138 


















7067 


37435 


B 


7121 


1 


1524 




7068 


37436 


B 


7122 


1 


1521 




7069 


37437 


A 


7123 


1 


1494 




7070 


37438 


B 


7124 


4 


1698 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7071 


37439 


A 


7125 




1725 


melktkarelreecrslrsrcd 

qleerpnlrjligvpesdgengt 

klentlqdhqenfpnlakqvn 

vqiqeiqrtpqryslrratprhii 

vrftkvemkekmlraarek.gr 

vtlkgkpirltadlsaetlqar 

rewgpifnilkeknfqprisypa 

klsfisege1ksftdkqmlrdfv 

ttrpalqellkealnmernnrs 

wffekinkidrplarvikkkre 

knqidaikndkedittnpteiqti 

ireyykhlypnklenleemdtf 

ldtytfprlnqeeveslntsitg 

seivaiisiayqpkkvqdqmdpq 

pnstrvlevlarairqeke1kg1 

qlgkeevklslfaddmivylen 

pivsaqnllkl1snfskvsgyki 

nvqksqaflytnnrqtesqims 

elpftiaskrikclgiqltrdvk 

dlfkenykpllke1kedtnkw 

knipcswvgrinivkmailpkvi 

Y RFNAIPIKLPMTFFTDLEKTTL 
NFIWNQKRARITKSILSQKNKA 
GGITLPDFKLYYTATVTKTAW 
YWYQNNRWYWYQIMRDIDQWN 
RTEPSE1TPHVYNYI .IF 


7072 


37440 


A 


7126 


1 


2478 





821 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ IB NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7073 


37441 


A 


7127 


1 


1746 


METQKTLQKINESRSWFFEK.1N 

KIDRPLARLIKKKREKNQIDTIK. 

NDKGDITTDPTE1QTT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEAESLNKPITGPE1EAI1 

NSLPTKKIPGPDGFTAEFYQRY 

KEELQH1KKLIHHDQVGFIPGM 

QGWFNIHKLINVIQYINRTKDK 

NHMIISIDAEKASDKIQQPFMLK 

TLNKLGIDGTYLKIIRAIYDKPT 

AN 1 1 LNGQKLE AFPLKTGTRQG 

CLLSPLLFNIVLEVLARAIRQEK 

EKKC I RLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKL1SNFSKV 

SGYKINVQKSQAFLYTNNRQIE 

SQIMSELPFT1ASKRIQYLG1QLT 

RDVKDLFKENYKPLLNEIKEDT 

NKWKNIPCSW1GRFNIMKMAM 

LPKVIYRFDAIPIKLPMTFFTELE 

KTTLKFIWNQKRAR1AKSILSQ 

KNKAGG1TLPDFKLYYKAIVTK 

1 A WYWYQKRDVOQ WNR1EPS 

ETI PH1CNHLIFDKPDKNKQWG 

KDSLFNKWCWE1WLAIGRKRK 

LDPFLTPYTKINSRW1KDFNIRP 

KTIKTLEESLGMQDISMGKKFTS 


7074 


37442 


A 


7128 


1 


1908 — 












[ - 


m 




— 


Tfiti 


^— 


TeII 








ion 


37445 


B 


7131 


1 


1569 




7078 


37446 


A 


7132 


1 


1593 




7079 


37447 


A 


7133 


1 


1520 




7080 


37448 


B 


7134 


1 


2796 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7081 


37449 


A 


7135 


101 


1686 


S1AYQPKRVQDQMDSQPNSTR 

AN 1 1 LNGQKLE AFPLKATGTRQF 

SKENFE\PLSPLLFNIVLEVLARA 

IRQEKEIKGIQLGKEEIKLSLFA 

DDMIVYLENPIVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

G IQLTRD VKDLFKQN YKPRLKE 

IrCEDTNKWKNIPCSWVERIYIV 

KMAILPKVIYRFSAIPIKLPMTFF 

TELEKTTLKFIWNQK.RAR1AK.SI 

LSQKNKAGGITLPDFKLYYKDT 

VTKTAWYWYQNRDIDQWNRT 

EPSE1MPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLALCR 

KLKLNPFLTPYTKINSRWIKDL 

NVRPQTIKTLEENLGITIQDIGM 

GKDFRSKTPKA MATKAKSDK 

WDL1KLKSFCTAKETTIRMNRQ 

PTK.WEKIFATYSSDKGL1SRIYN 

ELKQIYKKKTNNP1KKWAKDIN 

RHFSKEDI YAAKR1 IMKKCSSSL 

AIRQMQ1KTTMRYHLTPVRMAI 

IKKSGNNRDMDEIGNHPSQ 


7082 


37450 


A 


7136 


1364 


3024 


TEPKTKTT*LSQ*MQKRPLTKF 
KNASC*KLS1N/IVLEVLARAIRQ 
EKE1KGVQLGK.EEVKLSLFADD 
MIVYLENP1VSAQNLLNLISNFS 
KVSGYKINVQKSQAFLYTNNR 
QTESQIMSELPFTIASKRIKYLGI 
QLTRDVKDLFKENYKPLLNER 
KEDTNKWKNIPCSWVER1NIVK 
MAILPKVIYRFNAIPIKLPMTFF 
TELEKTTLKFIWNQKRARJAKSI 
LSQKNKAGG1TLPDFKLYYKAT 
VTKTAWYSYQNRDIDQWNRTE 
PSEILPRIYNYLIFDKPEKNKQW 
GKDSLFNKWCWENWLAICRKL 
KLDPFLKPYTKIKSGWIKDLNV 
RPKTI KTLEEN LGITIQDIGMGK 
DFMSKTPKAMATKAKIDKWDL 
I1CLKSFCTAKETTIRVNRQPTER 
EKIFATYSSDKGLISRIYKELKQI 
YKKRTNNL1KKWVKDMNRHFS 
KEDVYAAKrCHMKKCSSSLAlR 
EMQIK.TTMRYHLTPVRMA1IKK 
SGNNRITIVLLPGSLIVRSFHVTL 
NAJLLHPGLTLFSPSAGRRDIPR 
VAFSYLAFSAQPSHNTPVN 


7083 


37451 


A 


7137 


1 


2274 




7084 


37452 


A 


7138 


2 


2348 
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NO: 


SEQ ID NO: 
of peptide 


hod 


in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7085 


37453 


A 


7139 


1 


2202 




7086 


37454 


A 


7140 




2823 




7087 


37455 


A 


7141 


1052 


3831 


RHKKPFKKSMN PGAGFFERINK 

1 D RPL A RLTKRK REKNQIHA1K 

NDK.GDITTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGAEIVAII 

NSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

FYEASINLIPKPGRDTTKKENFR 

P1SLMNIDAKILSK1LANRJQQHI 

KKLIHHDQVGFIPGMQGWFN1C 

KSrNVIQHINRTKDKNHMlISID 


7088 


37456 


A 


7142 




327 




7089 


37457 


A 


7143 




446 




7090 


37458 


A 


7144 


382 


1485 




7091 


37459 


A 


7145 




378 




7092 


37460 


A 


7146 




217 




7093 


37461 


A 


7147 




483 




7094 


37462 


A 


7148 




1260 


















7096 


37464 


A 


7150 




182 


RQGLLVSPRLVQKGEIRTPGLK 
RSSRLDLQKC*DYRHEPSSLAS 
EAPSVWVLLPPWRQS 


7097 


37465 


A 


7151 


1 


1914 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7098 


37466 


A 


7152 




2200 


MKLTTHRENMALTNGFCHHIA 

AQQNLYTNTLLAAR1KQRLTEQ 

FELMLRQAQIDFAGKAHSLTEA 

QANTTQVSAERDRLFKNYQRY 

LKGSQAAVNPFSERDIDDARQN 

FLAQDALAQ1QSQLDSLVNGEQ 

SQ1VSLKAQLAEAKYNLEQTIV 

RAPSNGYVTQVLIRPGTYAASL 

PLRPVMVFIPDQKRQ1VAQFRQ 

NSLLRLAPGDDA E V VFN ALPG 

KVFSGK.LAA1SPAVPGGAYQST 

GTLQTLNTAPGSDGVIATIELDE 

HTDLSALPDGIYAQNPKNLK1V 

ELKAPQLPRSLDDAQI A L A V1N 

TTYASQIGLTPAKDGIFVEDKES 

PYVNLIVTREDNKDAENVKKF 

VQAYQSDE1PCRTRSKHCTPAE 

SGACKTESAARHAGPNLYQCR 

R1RS ANRSA I SVKG WRTPC1PDS 

LPAVEWLTYGSGYLAGMKLGD 

TPLVEYTRDRLHRETLRSFGRY 

ELTTAYTPAGQLQSQHLNSLLS 

DRD Y T WN DNGEL1RISS PRQTR 

SYSYSTTGRLTGVHTTAANLDI 

RJPYATDPAGNRLPDPELHPDST 

LSMWPDNRIARDDNYLYRYDR 

HGRLTEKTDL1PEGVIRTDDERT 

HRYHYDSQHRLVHYTRTQYEE 

PLVESRYLYDPLG\RRVAKRVW 

RRERDLTGWMSLSRKPQVTWY 

G WDG DRLTTIQNDRTR1QTI YQ 

PGSFTPLIRVETATGELAKTQRR 


7099 


37467 


A 


7153 


719 


1575 




7100 


37468 


A 


7154 


1 


239 




7101 


37469 


A 


7155 


1 


735 


FNDDSPEARKITRRWRIGEAAD 
LVGVSSQA1RDAEKAGR\LP\HP 
D\MEIRGRVEQRVGYTIEQFNH 
MRDVFGTRLRRAEDVFPPVIGV 
AAHKELNNDYTSKKVMKPLIT 
SNTVTDEIERANVLKMNGKWY 
LFTDSRGSKMTIDGrNSNDIYM 
LGYVSNSLTGPYKPLNK.TGLVL 
QMALDPNDVTFTYSHFAVPQT 
KGNNVVITSYMTNRGFFEDKK 
ATFAPSFLMNIKGNKTSVVKNS 
ILEQGQLT 


7102 


37470 


A 


7156 


1 


4368 




7103 


37471 


A 


7157 




1452 




7104 


37472 


A 


7158 


1 


516 




7105 


37473 


A 


7159 




743 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7106 


37474 


A 


7160 




1743 


DSPEVARKITRRWRIGEAADLV 

GVSSQAIRDAEKAGRLPHPDME 

1RGRVEQRVGYTIEQINHMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLH1H 

AEDTLLPFYLGEKDD VTY A 1 KP 

TCWPGLDIIPSCLALHRJETELM 

GKJFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQ1RDAW 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLP VCGRD V KFTLE V LRGDS VE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIE1ADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSA YERGQRYA SRLQN EFAG 

KYFLRWLMRK1FHIITRCINTAK. 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECIEKI 

EA1LKELEKPAP 


7107 


37475 


A 


7161 


1 


438 




7108 


37476 


A 


7162 


1 


3216 


MKLMETLNQCINAGHEMTKAl 
A1AQFNDDSPEARKITRRWR1G 
EAADLVGVSSQAIRDAEKAGR 
LPHPDME1RGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPG 
FGDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
S L V K.RKTTL A PN TQTA S PRA L A 

UoLlvl^LAKt^V olvb/ V JvKAr 1 

WPGLDI1PSC\LALPRIETELMGK 
FDEGKLPTDPHLMLRL AI ETV A 
HDYDVIVIDSAPNLG 


7109 


37477 


A 


7163 


1 


513 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of'last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


71 10 


37478 


A 


7164 


1 


2027 


MRGHREKAAACK.PRTRASEGT 

TPASTFILDFQPPNCNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLK.K.VM 

KPLITSNTVTDEIERANVFKMN 

GKWYLFTDSRGSKMTIDGINSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

V PQ A KGILCEEDN YTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQS AKKRDC IN A 

GHEMTKAIAIAQFNDDSPEARK 

ITRRWR1GEAADLVGVSSQAIR 

DA EK AGRLPHPDMEIRGRVEQ 

RVGYTIEQINHMRDVFGTRLKR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGSLLLPKND 

FLFKLGLEGHLPLGK1HSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQNNDGIC 

EIHVAKYVE1FGLTSAEASKDIR 

QALKSFAGKLVVFYRPE/VGCR 

R*KRL*1FSLVYQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


7111 


37479 


A 


7165 




750 




7112 


37480 


A 


7166 




723 




7113 


37481 


B 


7167 




1156 




7114 


37482 


A 


7168 




999 




7115 


37483 


A 


7169 




529 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFVAGDEKGYESFPWF 

lis. 1 L-ANrirorvUL Y avrllNr I Llro 

LSGYRTGLRSFGLVKQKKSPIR 
MPCVYTNPCVSIVSRMAQASSL 


7116 


37484 


A 


7170 


1 


1038 




7117 


37485 


A 


7171 


1 


1098 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7118 


37486 


A 


7172 


1 


838 


MKLMETLNQCINAGHEMTKA1 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYT1EQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTE 

TMYHGWVPDLHIHAEDTLLPF 

YLGEKDD VTY A I K.PTC WPGLDI 

IPSCLALHRIETELMGKFDEGSL 

PTDPHLMYYYQAPCMKSNNAL 

IVILGTVTLDAVGIGLVMPV\CR 

ASCG1SSIPTASPVTMACC 


7119 


37487 


B 


7173 


1 


1212 




7120 


37488 


A 


7174 


1 


738 




7121 


37489 


A 


7175 


1 


654 




7122 


37490 


A 


7176 


1 


448 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHK\AGNLSCQLH**IGQR 
AGRGGLRIGRQGGFSFIIQ 


7123 


37491 


B 


7177 




753 




7124 


37492 


A 


7178 




345 




7125 


37493 


A 


7179 




516 




7126 


37494 


A 


7180 




1989 




7127 


37495 


B 


7181 




1 191 




7128 


37496 


A 


7182 




669 




7129 


37497 


A 


7183 




574 




7130 


37498 


A 


7184 




934 




7131 


37499 


A 


7185 




1281 




7132 


37500 


A 


7186 




324 




7133 


37501 


A 


7187 




817 




7134 


37502 


A 


7188 




587 




7135 


37503 


B 


7189 




610 




7136 


37504 


A 


7190 




882 




7137 


37505 


A 


7191 




1077 




7138 


37506 


A 


7192 




418 




7139 


37507 


A 


7193 




840 




7140 


37508 


A 


7194 




337 


MKLMETLNQCINAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRNWFGSGLRRPTAELKCA 
SQT 


7141 


37509 


A 










7142 


37510 


A 


7196 




1080 




7143 


37511 


A 


7197 




1170 




7144 


37512 


B 


7198 




1296 




7145 


37513 


A 


7199 




1179 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


7146 


37514 


A 


7200 




507 




7147 


37515 


A 


7201 




41 1 




7148 


37516 


A 


7202 




793 




7149 


37517 


B 


7203 


366 


1502 




7150 


37518 


A 


7204 




1 107 




7151 


37519 


A 


7205 




2388 




7152 


37520 


B 


7206 




2260 




7153 


37521 


A 


7207 




1067 




7154 


37522 


B 


7208 


563 


1467 




7155 


37523 


B 


7209 




1272 




7156 


37524 


A 


7210 




1722 




7157 


37525 


B 


7211 




1917 




7158 


37526 


A 


7212 




2679 




7159 


37527 


A 


7213 




1207 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

E AADLVG VSSQA IRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPG 

FGDFA\HFGNHHQNRJFALLGQ 

TSVDRLLQLSQGQAVKGNQLL 

PVSLVKRKTTLAPNTQTASPRA 

LADSLMQLARQVSRLESGQAIR 

DAEKAGRLPHPDME1RGRVEQ 

RVGYT1EQ1NHMRDVFGTRLRR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGLRVLLVE 

AARGLKKRGLAGTAQGPGEPG 

EAPKGKKGKTEPGHERKGNWT 

GKGPQ1REGTSPNPPREHGGEC 

APPPPSAKRKQPKAQKRK AN SN 

A H PRQPKPKKKRPKRQTN SRTN 

TRSGKRQNKQPEEPK 


7160 


37528 


A 


7214 


1 


2757 




7161 


37529 


A 


7215 


1 


2984 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


7162 


37530 


A 


7216 




2387 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARK1TRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDME1RGRVEQRVGYTIEQ1 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHKAKGLTALSPQTDWNR 
KRNSSKPLAQVQEEDSAWHPE 

clqktrqawcdnlktchtshg 
svmaetavinhkxrknsppjvq 
sndlteaayslsrdqkrmlyl 
fvdqirksdgtlqehdgice1hv 
aky aeifg lts a e ask.d i rq a l 
ksfagkevvfyrpeedagdek 
gyesfpwfikrahspsrglysv 
hinpylipffiglqnpltqfrt.se 
tkeitnpyamrlyeslcqyrkp 
dgsgivslkidw1ieryqlpqsy 
qrmpdfrrrflqcinaghemt 
kaiaiaqfnddspearkitrrw 

RIGEAADLVGVSSQA1RDAEKA 
GRLPHPDMEIRGRVEQRVGYTI 
EQ1NHMRDVFGTRLRRAEDVFP 

pvigvaahkggvykmlisvhl 
aqdlalkglpgllr\egndpqg 
\ttsmyhgwvpdlhihaedtll 
pfylgekddvp\ya1kptcwag 
awhfflpcralhrietelmgkf 

DEGKLPTDPHLMLRLAIETVAH 
nvnvivinc.Ap\ii p.ip.tiisjvx/i^a 

ADVLIVPTPAELFDYTSALQFFD 
MLRDLLKNVDLKGFEPDVFIRD 
KLMERRNRRTGRTEKAR1WEV 


7163 


37531 


A 


7217 


1 


917 





830 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


7164 


37532 


A 


7218 




1862 


MKLMETLNHCINAGHEMTKAV 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQ A I RDAEKAG R 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPV1 

GVAAHKGGVYKTSVSVHLAY 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYA1KPTCWPGLDI 

IPSCLALHRIETELWGK/FDEGR 

SFMPGPP/HHHPLGRSSQ*QVSN 

SLDRAAKGN*KPLCHCPCSGTT 

HATLRLIKEQRPYVPYAHLQQA 

VVDPRRGGHMVLI/NVVRVTG 

DVGKGQIRMRTVVEQA1DQRSS 

TGAWRNALSIWEPVCNEIFYRL 

IKPRWEIRWGKRAPVIPKHTLN 

TQPVEDTSLSTPAAPMVDSLIA 

RVGVMARGNAITLPVCGRDVK. 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDL1PSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

1SRK1ITRC1NTAKLPKSVVALFS 

HPGEAICPVRMFRM KLM ETLN 

QC1NAGHEMTKA1AIAQFN DDS 

PGSEENNPALENR 


7165 


37533 


A 


7219 


1 


2724 




7166 


37534 


A 


7220 


1 


3252 


FNDDSPEARKITRRWRIGEAAD 
LVGVSSQAIRDAEKAGRLPHPD 
MEIRGRVEQRVGYTIEQ1NHMR 
DVFGTRLRRAEDVFPPFNDDSP 
EARKITRRWRIGEAADLVGVSS 
QAIRDAEKAGRSTATRILEIRGR 
VEQRVGYTIEQ1NHMRDVFGTR 
LRRAEDVFPPVIGVAAHKGGV 
YKTSVSVHLAQDLALKGLRVL 

L V c,U Kor r t^l I At_-L Ll^ Y 30 W JJ V 

SSEKPAALNKNKSEMRGDFAD 
FGTTIKQDFRLLGQT 


7167 


37535 


A 


7221 


1 


465 




7168 


37536 


A 


7222 


1 


291 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7169 


37537 


A 


7223 




1710 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPH1EQLV 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTA1PVVSHAEFKGGF 

AD1GVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNRIYLGDTGFNLYLH 

AYGTYGSANRVNFHDDM\FLA 

GFGFQF*PAGGW/WGSNPFFAK\ 

RYTRSKPYYTAGDNGYVVAGWV 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWrCHNLFDH 

YLAVLYRFKDESGKEQFSGAV 

VKTREATPGKEIEAITRRMLDFS 

PRLKKLADCPSPRPVFEALCICS 

MLDALLLLCPLDYHASCDNYS 

YALLDPQGFPLPHRRLWGPYID 

VDVPMLHLIQHAWAQDALLSC 

LYSDLLYMSSFPYPAGTLTRLM 

GVTSYNHKNTLLTYCITLMSTI 

RFAYDGDEEIAMKYTDFLKGE 

LSMNIRPLHDRVIVKRKEVETK 

SAGGIVLTGSASAKSTRGEVLA 

VGNGRILENGEVKPLDVKIGDI 

VFFNDGYRGEI 


7170 


37538 


A 


7224 


678 


1588 


RTQHKASLHGRASAFCPPRLFA 
PQAPRLFDHRGFLTFASANFAA 
VAFCPPRLFPPTGAAAVCPLPLF 
APRRFLPPPPPRLFRCHGFFPPC 
LGFLTSAAFFLPPPRLFALRRRG 
FLPFAAAAAFFPTRLFAPPPTQL 
FAPSPPWLFAAAAFCPPWLSAP 
TPPRLFVPAAAAFCCRDFLPPSP 
PLFRHRDFLPPPPRIFVPAAAAL 
RAGAADSAAGSTGVLGQDLWS 
RCVVGTGMEAPGSRGGGGGLR 
EDIPLPPEFPSGPALSSCR*GNRR 
PEGEMTCQEPLLS/CSWIP*VKE 
FETNPDNIVRPH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7171 


37539 


A 


7225 




1627 


MTK.QLELPQSPGEVPGSDYPLL 

1ACAY1GFLTWGGGFSGSMPLL 

AATPGNPVEHIAGLIPVGDTLFS 

GFN1F1TVALIVVMPFITRMMMP 

KPSDVVSIDPKLLMEEADFQKQ 

LPKDAPPSERLEESRILTLIIGAL 

GIAYLAMYFSEHGFNITINTVNL 

MFMIAGLLLHKTPMAYMRAIS 

AAARSTAGILVQFPFYAGIQLM 

MEHSVTGIEAAMLDLLGQHLG 

VNVASLLGDGQQRSEVEMLGY 

LFFVGNRKATPLPYQSQPDDSC 

DWYRLRHEEAMTPDAVVRLAE 

AAYEKYGFNDFKLKGGVLAGE 

EEAESIVALAQRJFPQARITLDPN 

GAWVSLNEAIKIGKYLKGSLAY 

AEDPCGAEQGFSGREVMAEFR 

RATG LPTATNMI ATN WREMG H 

AV1AQ\SVDIPLADPHFWTMQG 

SVRVAQMCHEFGLTWGSHSNN 

HFDISLAMFTHVGAAAPGNPTA 

1 DTHW1WQEG DCRLTQNPLEIK 

KGKIAVPDAPGLGVELDWEQV 

QKAHEAYKRLPGGARNDAGP 

MQYLIPGWTFDRKRPVFGRH 


7172 


37540 


A 


7226 


3 


655 




7173 


37541 


A 


7227 


1 


633 




7174 


37542 


A 


7228 


1 


630 




7175 


37543 


A 


7229 


362 


1491 


PTLSVIHESMRFFIRHQPENLTL 

vvlsrnlpqlalpicvfvincw 
klavsnwhlpistgcavtkdg 
rwspeftitgqa/wdlpvvgyr 
ngvaqplrlwqathahpfdlt 
kfndgdflraeqqg1naekltk 
vlypndnhtagkklrlmqqyf 
qcacsvadilrrhhlagrklh 
el a d ye viqlndthpti a i pel l 
rvlidehqmswddawaitskt 
faytnhtlmpealerwdvk.lv 
kgplprhmqiineintrfktldl 
qdaeh rplkmrgcllcqchtl 

FQGKHRFFTGAGGNRQNNVIE 
HLVAASRYRFTTASRRPLFTAG 
FTLLTAFLFHSNFAEGVNSLMF 
MKNLT1SGGFLLLAITGPGAYS1 
DRLLNKKW 


7176 


37544 


A 


7230 


1 


660 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7177 


37545 


A 


7231 


545 


1322 


KHAEHLGQATHAHPFILTKFNP 
GYFIARRQTTRGfNAEKALAKIFF 
\PICANHFAGKKLRLMQQYFQC 
ACSVADILRVRHHLAGRKLHEL 
ADYEVIQLND THPTIAIPELLRV 
L1DEHQMSWDDAWAITSKTFA 
YTNHTLM PEALER WDVKLVKG 
LLPRHMQIINEINTRFKTLVEKT 
WPGDEKVWAKLA V VHDKQ VH 
MANLCVVGGFAVNGVAALHS 
DLVVKDLFPEYHQLWPNKFHN 
VTNGITPRRWUKQCNPALAALL 


7178 


37546 


A 


7232 


641 


874 


KYPTPGRDLRMF1TGLSERL*EI 
TSLLKRSITGDKYSLRPLTANSV 
TSVTHFSFGRVALKSLSSVRAV 
SLDLNRCFK 


7179 


37547 


A 


7233 


1 


693 




7180 


37548 


A 


7234 


980 


1305 


TWLRICSIRHSKSLILTSI/HVLH 
SDQGWQYRMRRYQN1LKEHG1 
KQSMSRKGNCLDNAVVECFFG 
TLKSECFYLDEFSTMISELKDAVT 
EY1EYYNSRRISLKLKGSDSN 


7181 


37549 


A 


7235 


1 


3219 




7182 


37550 


C 


7236 




7521 




7183 


37551 


A 


7237 


1351 


2117 


CDRILCSACCAEPQPVSHLHRL 

RRSFSERQPDGNGSQNPASRDR/ 

DVVDVTVIAW1EHRGGHEAPS 

GPGEDGMDAPAIAAGTFSPREA 

STLPVQVS*VCRLNCCSRDVPK 

ATRVPL/EK.LAGPLRHPLFMLF 

QTCLHLSLFTHHFADDSRRLQIF 

SVGFVAGLKQQYRRDLLQGDV 

NPRMATAVGNDQVWFQSGNG 

FQARLRARSDGLPRFQVRTH FG 

QDAFCIV1VGNTDRDDVHGGQ 

RIGEREFQHHNPLWRFFEC 


7184 


37552 


A 


7238 


690 


868 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7185 


37553 


A 


7239 


2607 


3692 


TWLRICSIRHSKSLILTSI/HVLH 

SDQGWQYRMRRYQN1LK.EHGI 

KQSMSRKGNCLDNAVVECFFG 

TLKSECFYLDEFSNISELKDAVT 

EYIEYYNSRRISLK.LK.GLTPIEY 

RNQTYM PRVNCPLFDTLRI PDI 

GGVVRARAIAKLLNDTDMAIID 

KRRPRANVSQVMH11GDVAGR 

DCVLVDDMIDTGGTLCKAAEA 

LKERGAKRVFAYATHPIFSGNA 

ANNLRNSVIDEVVVCDTIPLSD 

EIKSLPNVRTLTLSEKYTAARFT 

RDLIAGITVGI1AIPLAMALAIGS 

GVAPQYGLYTAAVAGIVIALTG 

GSRFSVSGPTAAFVVILYPVSQ 

QFGLAGLLVATLLLGDLFDSDG 


7186 


37554 


A 


7240 


1326 


3930 


NVLRGISAAFFVG*AKAPRNGT 
Q 


7187 


37555 


A 


7241 


3 


195 


RVDDFVGGAGAPASPGL*QCG 
QLQKL1G I SIG SL RG LGTKCAVS 
NDLTEQEIRTLEHCPNSFF 


7188 


37556 


R 


7242 


75 


402 




7189 


37557 


A 


7243 




309 




7190 


37558 


A 


7244 




187 




7191 


37559 


A 


7245 


383 


1778 




7192 


37560 


A 


7246 


2 


447 


IREKL1RLQHENKMLKLNQEGS 
DNEKIALLQSLLDDANLRKNEL 
ETE/Q*VLVPINFPLTTAFAVSH 
RFRLVNQRLLEVQSQVEELQKS 
LQDQGSKAEDSVLLKKKLEEH 
LEKLHEANNELQKKRA1IEDLE 
PRFNNSSLKIEELQEALR 


7193 


37561 


B 


7247 


80 


1042 




7194 


37562 


A 


7248 


1 


192 




7195 


37563 


A 


7249 




62 




7196 


37564 


B 


7250 


219 


230 




7197 


37565 


A 


7251 


246 


594 




7198 


37566 


A 


7252 




316 




7199 


37567 


A 


7253 


1 


1059 




7200 


37568 


A 


7254 


1 


516 


EDALEQEK.KELQIQVEHYEFQT 
RQLELKAKNYADQISRLEERES 
EMKKEYNALHQRHTEMIQTYV 
EHIERSKMQQVGGNSQTESSLP 
GRSRKERPTSLNVFPLADGT/CT 
CTDRGQARACGGPLAPE*PRPA 
AVQLQLPGFVAVPWSERLLPV 
AGVPRSLGREPRLQAALHGS 


7201 


37569 


A 


7255 


1 


1176 




7202 


37570 


A 


7256 


1 


749 




7203 


37571 


A 


7257 


1 


691 
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SEQ ID NO: 




S£Q II) MO: 






Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


^cation of first 


codon for last amino acid 


*=Stop codon, /=possibIe nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


7204 


37572 


A 


7258 


2 


810 


VMMTGYNNGRCPRNSLYSDCII 














EEKTVVLQKKDNEGFGFVLRG 














AKADTPIEEFTPTPAFPALQYL\ 














ESVDEGGVAWQAGLRTGDFL1 














EVNNENVVKVGHRQVVNMIR 














QGGNH\LFLKVVTVTRNLDPDD 














TARKKAPPPPKRAPTTALTLRS 














KSMTSELEELVDKASVRKKKD 














KPEEIVPASK.PSRAAENMAVEP 














RVATIKQRPSSRCFPAGSDMNS 














V YERQGI A VMTPTV PG SPK APF 














LG1PRGTMRRQKSIGKKCGTPP 














QKLPLGFQTQP 


7205 


37573 


A 


7259 


1 


1416 




7206 


37574 


A 


7260 


2 


1 142 




7207 


37575 


A 


7261 


1 


576 




7208 


37576 


A 


7262 


21 


289 




7209 


37577 


A 


7263 


2 


372 




7210 


37578 


A 


7264 


170 


655 


VRRRILGALFTWICSVTRESTSK 














PLSSALLSAKLLHRARSRTGLS 














GRN PKT1 SQDLQF A AIGS PLTES 














LNLHSRQALRDCCWTHTIPPNP 














*ICTHARR/WRDCCWTHT1PPNP 














DTVWRFPLSSPVSAAPKQERAS 














SEPCSWSHWCRCSLSWLSSIPTE 














GCTPVCSSICLLMATFPMFSLIK 














IVR 


721 1 


37579 


A 


7265 


1 


1725 




7212 


37580 


A 


7266 


307 


686 


PRRTPMKSCKIKEVPIFVFPLRT 














TRENCLRP1KGYAIYEKAPRSIL 














KDVHLTRNQCVPIPDRYKWWS 














WQVCRRPKQWGWTQGPVAPK 














RSAEFFAAHA*KRRRVMLNLR 














GLDVDSLVIEH1QVNKAP 


7213 


37581 


A 


7267 


1 


276 




7214 


37582 


A 


7268 


1 


726 




7215 


37583 


A 


7269 


3 


231 




7216 


37584 


A 


7270 


1 


217 




7217 


37585 


A 


7271 


3 


283 


KRKTEGDAKGDKAKVKDESQR 














RSARLSAKPAPPKPEPKPK.KAP 














AKKGEKVPKGKKRKADAG1CE 














iyevj Y WKol^ VrvClrir L u Y r W L 














YSLKYYFI 


7218 


37586 


A 


7272 


1 


1188 




7219 


37587 


A 


7273 


5 


365 




7220 


37588 


A 


7274 


1 


453 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7221 


37589 


A 


7275 




441 


RQPAHPGTSSAAAAPRKRSAAA 

HAGVAVAASARLPPCAGCGLR 

AAPPLLASSARLRALRRP\GGL 

WAAGCAPAAGQLCTAAGSAAP 

GALQRCGGRHG1TRPWCAEIAS 

AG * G SGG SRWGC WPCPCLLRT 

CTSHPLSSPLPFTHGSLQASFSL 

TRDCVSSTKTLWVWLEVQR 


7222 


37590 


A 


7276 


2 


1957 




7223 


37591 


A 


7277 


1 


678 




7224 


37592 


A 


7278 




720 




7225 


37593 


A 


7279 


190 


2947 


QALQRGLLSR/DRAPCSSKLSW 

RS/SPRRRAGTGPVQEEVALKP 

VLLRHPVQPVIRVKLPRICLLEE 

AGQLRGVHRLESVEEYYEADG 

AEWGPPDTAMLESLPEMAGKH 

SLPQLLDSSSASQPGAIQIIYSML 

YQ1HYLKHLLSSYWGASQWKH 

TRHTHYFESLW*EHLPS*KYQK 

REKWADLTRSLENP\GQQPRDS 

WEPSGFWALPQAGDSCQTSQSP 

RKPTGPPKPSPPPEEGRLLR/CPT 

MPVMRKSLTE 


7226 


37594 


A 


7280 


3 


439 




7227 


37595 


A 


7281 


1 


273 




7228 


37596 


A 


7282 


2 


1664 




7229 


37597 


A 


7283 


1 


7511 




7230 


37598 


A 


7284 


1 


5046 




7231 


37599 


A 


7285 


42 


8716 




7232 


37600 


A 


7286 


2 


201 




7233 


37601 


A 


7287 


2 


797 


CS/GSPPTCRQAQTSLEVALYM 

FLQNPDTEAVLVAMSCFCHLCE 

EADTQCGVDEVSVHNLLPNSN 

TFMEFACQQCDVNSPPVGPVSE 

HKGSMISVMSSEGNADTPVSK. 

YMDQLLSLMVCNLEKVGLQIP 

TNDKDLVLLTDTNTQFVEQTL 

DIM KNLLDN HTEGSPEHLEQAS 

IETMMLNLVRNKMVEYLTDW 

VMGTSNQAADDDVKCLTSRI/D 

HPGGTLL*GQPRPELPAGLPRQ 

PASPGPRHPGASCGWPRAPPDS 

APGGPGRER 


7234 


37602 


A 


7288 


56 


8669 




7235 


37603 


B 


7289 


278 


2333 




7236 


37604 


A 


7290 


1 


423 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7237 


37605 


A 


7291 


2 


1688 


PLYFHSPPAWLCSPSPPSARLYL 

ELRKLPATLPWSSVTDTGSYSA 

GRRERGGEGEGRGRRVRVADH 

RSALPRTGPQGSEEELANMQGL 

WERLERAVSRLESLASAESHRPP 

GN\CG E VNG VI A\G V APSRG KPL 

HKLMDSMVAEF\LKNSRILSGD 

VETLAEIVHSAFQAQRAFLLMA 

SQYQQPHENDVAALLKPISEKI\ 

K. E I QTFQRE/RTRG SNMFNHLSA 

VSESIPALGWUAVSPKPGPYVK 

EMNDAATFYTNRVLK.DYKHSD 

LRHVDWVKSYLNIWSELQAYI 

KEHHTTGLTWSK.TGPVASTVS 

AFSVLSSGPGLPPPPPPLPPPG PP 

PLFENEGKKEESSPSRSALFAQL 

NQGEAITKGLRHVTDDQKTYK 

NPSLRAQGGQTQSPTKSHTPSP 

TSPKSYPSQKHAPVLELEGKKW 

RVEYQEDRNDLVISETELKQVA 

YIFKCEKSTIQIKGKVNSIIIDNC 

KKLGLVFDNVVGIVEVINSQDI 

Q1QVMGRVPT1SINKTEGCHIYL 

SEDALDCEIVSAKSSEMNILIPQ 

DGDYREFPIPEQFK.TAWDGSKL 


7238 


37606 


B 


7292 


44 


355 




7239 


37607 


A 


7293 


1 


3623 


SEKEKEELERLQK.EEEERKK.RL 

QLYVFVMRCIAYPFNAKQPTD 

MARRQQKISKQQLQTVKDRFQ 

AFLNGETQIMADEAFMNAVQS 

YYEVFLKSDRVARMVQSGGCS 

ANDSREVFKKH1EKRVRSLPEID 

GLSKETVLSSWMAKFDAIYRG 

EEDPRKQQARMTASAASEL1LS 

KEQLYEMFQNILGIKKFEHQLL 

YNACQLDNPDEQAAQIRRELD 

GRLQMADQIARERKFPKFVSKE 

MENMYIEELKSSVNLLMA 
















7241 


37609 


A 


7295 




1056 




7242 


37610 


B 


7296 


54 


2173 




7243 


37611 


A 


7297 


1 


984 




7244 


37612 


B 


7298 


95 


1350 





838 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7245 


37613 


A 


7299 




2569 


MDGAKAFFSAVAAGFVIILTCQ 

LQWQWQHGGVHAHQLWQLA 

SGYRDACFCVSTYSSGPSEFPGP 

TLGTLNELAIDLEERKHRRKAK. 

VWK.GEGGGLRSPRQSLLAFRA 

VLASRGTRSCHVSPYLGVSGAL 

SSPNPHPSTTGAGPIPPVQRWGL 

PQINQKNREIAIPLTLGMSTHLR 

RGCKNMSRFSPSLHCCTTPISTN 

FTDPGSHCKGAHGDICLLIQNL 

KGALPMSINRSYFNAHPLLQISE 

AVTFKDVAVVFTEEELGLLDPA 

QRKLYRDVMLENFRNLLSVGN 

QPFHQDTFHFLGKEKFWKMKT 

TSQREGNSGGKIQIEMETVPEA 

GPHEEWSCQQIWEQIASDLTRS 

QNSIRNSSQFFKEGDVPCQIEAR 

LSISHVQQKPYRCNECKQSFSD 

VSVFDLHQQSHSGEKSHTCGEC 

GKSFCYSPALHIHQRVHMGEK 

CYKCDVCGKEFNQSSHLQTHQ 

RVHTGEKPFKCGQCGKGFHSRS 

ALNVHCKLHTGEKPYNCEECG 

KA Fl HDSQLQEHQRIHTGEKPF 

KCDICGKSFRVRSRLNRHSMVH 

TGEKAFRCDTCGKNFRQRSAL 

NSHSMVH1EEKPYKCEQCGKGF 

ICRRDFCKHQMVHTGEKPYNC 

KECGKTFRWSSCLLNHQQVHS 

p.nvcFfcTPFPni^r.FVTxiQPDC'C 

U^XorNl/fctL/UlVur I 1 fNoKxvjj 

HQRSHNGEKPYNCEECGKDYK 
RRLDLEFHQRVHTGERPYNCK 


7246 


37614 


A 


7300 


2 


326 




7247 


37615 


A 


7301 


166 


443 





839 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

eodon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possible nucleotide insertion) 


7248 


37616 


A 


7302 




2692 


MDPGTLQS A SQG PTA IN PCDY V 

LKRRMQTSWQRLTP1IKWHVYI 

LMIGPGEKEAGRNLGIFGKWTP 

FPK.1PAKRLRESNCPVDAQEIW 

LPQAFREYLGRRGNFGPGRRTC 

EFWEVESICSVESWELWLRQA 

DSGDSGKCSPDACGIIDTSGLR 

AGHCYLTRLWHVSGRIPPSFKL 

HHPGVCK.FPKVGGK.MTTFK.EA 

VTFK.DVAVVFTEEELGLLDPAQ 

RKLYRDVMLENFRNLLSVGHQ 

PFHQDTCHFLRE\EKFWMMGT 

ATQREGNSGGKIQTEMETWPE 

AGTHEEFSCKQIWEQIASDLTR 

SQDTT1SNSQLFEQDDNPSQIKA 

RLSIIHVKTETSEGRTCKKSFSD 

VSVLDLHQQLQSREKSHTCDEC 

GK.SFCYSSALR1HQRVHMGEK.L 

YNCDVCGKEFNQSSHQQIHQRI 

HTGEKPFKCEQCGKGFSRRSGL 

YVHRKLHTGVKPHICEKCGKA 

FIHDSQLQEHQRJHTGEKJ'FKC 

D1CCKSFRSRANLNRHSMVHM 

REKPFRCDTCGKSFGLKSALNS 

HRMVHTGEKRYKCEECGKRFI 

YRQDLYKWQIDHTGEKPYNCK 

ECGKSFRWASGLSRHVRVHSG 

ETTFKCEECGKGFYTNSQRYSH 

QRAHSGEKPYRCEECGKGYKR 

RLDLDFHQRVHRGEKPYNCKE 

CGKSFGWASCLLNHQRIHSGEK 

PFKCEECGKRFTQNSQLYTHRR 


7249 


37617 


A 


7303 


' 


585 


KRTA I SPKDAFETRQDLNEEEA 
AQVHGVKDPAP/ASTQSVLADG 
TDSAGN*ARQEPHKAAL*PIQN 
YQANLVNTFPYSNNSGGRG/RL 
MKTV/TQGSQQPSLADPASHLP 
VGDHLTYSN ETEP VRA LLPDEK 
KEVKPPALSMSNLHEATMPVL 
LDHLRETRADKK.RLRKALREFE 
EQFFKQTGRSPQKEDRIPMADE 
YY 


7250 


37618 


A 


7304 


1 


366 





840 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


7251 


37619 


A 


7305 




1265 


RYRPGIPGST1SSLVEEHAPPSW 
EPQHQNVEATVLVDSVLRPSM 
GNFKSRKPKSIFKAESGRSHGES 
QETEHVVSSQSECQVRAGTPAH 
ESPQNNAFKCQETWRLAQPRID 
QRTATSPKDAFETR\QDLNEEE 
AAQVHGVKDPAPASTQSVLA\D 
GTDSADPSPVHKDGQNEADSA 
PEDLHSVGTSRLLL/Y H I TDG DN 
PLLASPRLFPLSGQSQRFNLDPES 
APSPPSTQQFMMPRSSSRCSCG 
DGKEPQTITQLTKHIQSLKRKIR 
KFEEKFEQEKKYRPSHGDKTSN 
PEVLKWMNDLAKGRKQLKEL 
KLKLSEEQGSAPKGPPRNLLCE 
QPTVPRENGKPEAAGPEPSSSG 
EETPDAALTCLKERREQLPPQE 
DSKVTKQDKNLIKPLYDRYRII 
KQILSTPSL1PT1VSQDTCMLLLC 


7252 


37620 


A 


7306 


797 


1390 


PRMGARPRAPAAQPPPAAAQR 

PPARPATPTACGSSAHRAPSPA 

RSRRS PCTPRAAPAAPGP K A AR 

QWAGTATRSSRPQRSARRSPRD 

SSRCWAISSRSKRAATACTPGA 

K.RRVATKARGALWSKPKSK.A 

MRLWPWCLSGRLGS*KAQEVA 

QDPGSDEGRGRLVESGLQDEG 

WVPQGGEGGVAGQDASHRGSF 

RGALK 


7253 


37621 


A 


7307 


605 


697 




7254 


37622 


A 


7308 


1 


1263 




7255 


37623 


A 


7309 


257 


1190 




7256 


37624 


A 


7310 


394 


485 




7257 


37625 


A 


7311 


21 


674 




7258 


37626 


A 


7312 


277 


396 


GLLPGWKI*CSRVFVTSAIHVE 
VAELEANLPCTCKVHFPDPNKL 
HCFQLTVTPDEG YYQGG KFQF 
ETEVPDAYNMVPPKVKCLTK1 
WHPNITET 


7259 


37627 


C 


7313 


74 


316 




7260 


37628 


C 


7314 


211 


390 




7261 


37629 


A 


7315 


1 


2601 




7262 


37630 


A 


7316 


1 


1365 




7263 


37631 


A 


7317 


358 


760 


SIPLLFRKSSLSRK*CSAASIFSG 
SSKFKRSVNKEFNPQTTSFNVL 
VGAQPVPSIECSLNKLRHISPVS 
V1VGVPDSLVQAFHFGRHHVV 
RIRELQFQTEIFHPGSNPHLGLL 
LAENNEACLDQENALYMYKV 


7264 


37632 


A 


7318 


1 


1728 




7265 


37633 


A 


7319 


1 


558' 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7266 


37634 


A 


7320 


2 


1884 


PAGAGPGQEAGAGPGPGAVAY 
ATGAEEGEMKPVAAGAAVPPG 
EGISAAPTVEPSSGEAEGGEAN 
LVDVSGGLETESSNGUCDTLEG 
AGDTSEVMDTQAGSVDEENGR 
QLGEVELQCGICTKWFTADTFG 
IDTSSCLPFMTNYSFHCNVCHH 
SGNTYFLRKQANLKEMCLSAL 
ANLTWQFRTQEEHPKTMFSKD 
KDIIPFIDKYWECMTTRHRPGK 
TTWPNNIVKTMSKERDVFLVK 
EHPDPGSKDPEEDYPKFGLLDQ 
DLSNIGPAYDNQK.QSSAVSTSG 
NLNGGIAAGSSGKGRGAKRKQ 
QDGGTTGTTKKARSDPLFSAQR 
LPPHGYPLEHPFNKDGYRYILA 
EPDPQAPDPEKLEIDCWAGKPIS 
GDLYRACLYERVLLALHDRAP 
QLKISDDRLTVVGEKGYSMVR 
ASHGVRKGAWYFEITVDEMPP 
DTAARLGWSQPLGNLQAPLGY 
DKFSYSWRSKKGTKFHQSIGKH 
YSSGYGQGDVLGFYINLPEDTE 
TAKSLPDTYKDKALIKFKSYLY 
FEEKDFVDKAEKSLKQTPHSEII 
FYKNGVNQGVAYKDIFEGVYF 
PAISLYKSCTVS1NFGPCFKYPP 
KDLTYRPMSDMGWGAVVEHT 
LADVLYHVETEVDGRRSPPWE 


7267 


37635 


A 


7321 


1 


267 




7268 


37636 


A 


7322 


60 


888 


RGAALARTRLSVRPVGPAGTRR 
SHALGPRPGARSSFRLRCELRR 
CMCGNNMSTPLPA I VP AARKA 
TAAV1FLHGLGDTGHGWAEAF 
AG1RSSHIKYICPHAPVRPVTLN 
MN VAMPS WF\DIIGLSPDSQED 
ESGIKQAAEN1KALIDQEVKNGI 
PSNRIILG\GFSQGGALSLYTALT 
TQQKLAGVTALSCWLPLRASFP 

VPLMFGSLTVEKLKTLVNPAN 
VTFKTYEGMMHSSCQQEMMD 
VKQFIDKLLPPID 


7269 


37637 


A 


7323 


1 


1182 





842 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7270 


37638 


A 


7324 


1 


2469 


MVDRARPTVLVTEVPLKSKHT 

AQMGLVLTANESQPLVHETAL 

KNKKPQSWFPNPCVSYNRKPG 

LQD*GRAERPELGEQATEAALL 

KAPAESVRQEHRSTNT/PQTRSC 

CPQYFPRAGCLPSRGHDVEPQH 

EAGDGPCRGIRNG*KLLSSFFG 

QQVRT**R/CSELTPKQEFFKGS 

ESSNRTSGGLFGVVPGAAETGD 

VCVYTFKELEGQTSDEEGSRLE 

NDFLEITDEDKKKSTKDRYDKY 

KEVGEHPPLSSSPVEHEGVLKG 

QKSYRCDECGKAFNRSSHLIGH 

QRIHTGEKPYECNECGKTFRQT 

SQL1VHLRTHTGEKPYECSECG 

KAYRHSSHL1QHQRLHNGEKPY 

KCN ECA KAFTQSSRLTDHQRT 

HTGEKPYECNECGEAFIRSKSL 

ARHQVLHTGKKPYKCNECGRA 

FCSNRNLIDHQRIHTGEKPYECS 

ECGKAFSRSSGL1SHHRVHTGE 

KPYSCIECGKAFNQNSQLIEHQ 

RMHRGKKVYKCKECGKAFGLS 

KCLIRHQRLHTGEKPYKCNECG 

KSFNQNSHLIIHQRIHTGEKPYE 

CNECGKVFSYSSSLMVHQRTH 

TGEKPYKCNDCGKAFSDSSQLI 

VHQRVHTGEKPYECSECGKAF 

SQRSTFNHHQRTHTGEKSSGLA 

CQEGNKE1SKGPQKPPGYRLCP 

LQAVGGGEFGPTRVHISFSLSD 

LKQ1KVFFPGGPLMLEKQK.KKS 


7271 


37639 


A 


7325 


1 


1596 




7272 


37640 


A 


7326 


2 


3394 


MAHAGGGSGGSGAGGPAGRG 
LSGARWGRSGSAGHEKLPVHV 
EDALTYLDQVKIRFGSDPATYN 
GFLEIMKEFKSQS1DTPGVIRRV 
SQLFHEHPDLIVGFNAFLPLGY 
Rl Dl PKNGKLNIQSPLTSQ EN SH 
NHGDGAEDFKQQVPYKEDKPQ 
VPLESDSVEFNNAISYVNKIKTR 
FLDHPEI YRSFLEI LHTYQKEQL 
NTRGRPFRGMSEEEVFTEVANL 
FRGQEDLLSEFGQFLPEAKRSLF 
TGNGPCEMHSVQ 


7273 


37641 


A 


7327 




738 




7274 


37642 


A 


7328 




399 




7275 


37643 


A 


7329 




223 




7276 


37644 


A 


7330 




1040 




7277 


37645 


A 


7331 




465 




7278 


37646 


A 


7332 




288 
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NO 2 ' 0 


SEQ ID NO: 

sequence' 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7279 


37647 


A 


7333 


109 


4770 




7280 


37648 


A 


7334 


109 


4687 




7281 


37649 


A 


7335 


109 


4860 




7282 


37650 


A 


7336 


1 


336 




7283 


37651 


A 


7337 


1 


441 




7284 


37652 


A 


7338 


305 


446 




7285 


37653 


A 


7339 


2 


461 




7286 


37654 


A 


7340 


59 


620 


FQKIGL**/F1DLKDGLFTIPLAE 
QDCEWFAFTIPVVNNLQPAKRF 
HCFTDGSNNGKASYSGSKNKV 
FQMSYTSAQK.AELVAVIELIEN 
AQLRFHTDEQLMTLFTQLQTA 
VRSRMHPFY1THIRAHTPLPGPL 
TEGNQMADRLVANAISSARHF 
QQHLL/THSHPPGDRSRSCHRW 
RK.KLEESGTSSHE 


7287 


37655 


A 


7341 




1410 




7288 


37656 


A 


7342 


1 


1740 


MGQVWA LVH STLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGE1QIVTS 

TSVPWKAKPGDHIAQLLIVPKK 

F\EGLK.EPLQVERQSSCQGLGY/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVF1IKK 

KSA EQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQP1WI 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQ1EKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYS1T 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

P1TKSREIGKHTWGRGYACVSP 

GPNQQPIW1PSKHLKPYHKPDA 

GEKIPGESRGPPVAAMSRLTLR 

RMPTVMSNTHRTQPPTWGQIK 

KLSQMAEENLRKAGQPVTMNN 

LMIAV1TTAFNKG 


7289 


37657 


A 


7343 


1 


1239 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7290 


37658 


A 


7344 


1 


777 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVA VI E V LTAFDMPVSMI SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMGIP 

ASTTT/DNAPGYTSQALATFFS 

MWNIICRITGIPYNSQGQAIVER 

MNLSLKQQLQKQTEGDREYGT 

PQMQLNLALLTLNFLSLPKGQ 

MLSAAEQHLQKPAVKTEAEQLI 


7291 


37659 


A 


7345 


1 


1307 




7292 


37660 


A 


7346 


1 


2040 




7293 


37661 


A 


7347 


1 


1898 


MAGAPPPAWLPHCSSISDCCAR 

NERG S VG VAPSKPARSA A VDL 

CCTKAVSLLPGEPPQKVPARVC 

GPLPAGTVGLLLGRSSLSLKEV 

QIHTGV1DSDYKVEIQIVVSTSV 

P WKAEPG ERI AQLLV VPYVGT 

GKSEIKQTEGFGSTNKQGKAAY 

WVNQITDKHLTCEITIQGKKFK 

GLVDTGADVSIISLQHWPSMWP 

1QSTQFNIVGVDGSSNGKASYF 

GSKCKVFQMPYTSAQKVELVA 

IIEVLTTFDMPINVISDSSYVVHS 

TQL1ENAQLQFHTDEQLMTLFT 

QLQTAVRSRMHPFYITHIRAR\H 

TPLPG PLTEGNQM ADCL V ATA 

VSNARHFHNLTHVNASGLKCR 

YSNTWKAAKAIIQRRPTCQMV 

HSSSFTGGVNPQGLEPNSLWQ 

MDVTHVPSFGRLAYVHVCVDT 

FSHFVWATCQSGESSACVKHH 

LLQGFVVMGIPASIKTDNVPGY 

TSQALATFFSMLNIKRITDIPYN 

SQDVEADANADVGVDVDADA 

DVD A E E E VFTDADADAE VD VD 

ED ADA ERLRCNADEDSDLDLD 

VDAEMDADVDTNLDVDAAVD 

VDVDADADVDADTDVDVDTG 

LNLEADLDLDVDADVDTDADV 

DRDADVEVAVDADATVNADV 

DYVDVDTDSD 


7294 


37662 


A 


7348 


2 


565 




7295 


37663 


A 


7349 


1 


996 




7296 


37664 


A 


7350 


18 


260 




7297 


37665 


A 


7351 


1 


594 




7298 


37666 


C 


7352 


232 


603 




7299 


37667 


A 


7353 


1 


1236 




7300 


37668 


A 


7354 


568 


1370 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7301 


37669 


A 


7355 




1800 




7302 


37670 


A 


7356 




498 




7303 


37671 


A 


7357 




3400 


MDCSEKWRDPLDAVCVLPATE 

EPVVQGSALYLVAHHDDYCV 

W YSLQRTSPEKN ER VRQMRPV 

CDCQAHLLWNRPRFGE1NDQD 

RTDRYVQALRTEIPLTLKGAKL 

QREEKEGDMPCRANILVTELFD 

TELIGEGALPSYEHAHRHLVET 

SLGEQVIVPPVDVESCPGAPSV 

CDIQLNQVSPADFTVLSDVLPM 

FSIDFSKQVSSSAACHSRRFEPL 

TSGRAQVVLSWWDIEMDPEGK 

IKCTMAPFWAHSDPEEMQ 


7304 


37672 


A 


7358 


1 


687 




7305 


37673 


A 


7359 




660 




7306 


37674 


A 


7360 


112 


474 




7307 


37675 


A 


7361 


352 


441 




7308 


37676 


B 


7362 


1 


831 




7309 


37677 


A 


7363 


460 


612 




7310 


37678 


A 


7364 


251 


496 


LFVSI/WQV FH * GRRGFLLVRN 
DCVQ1WCEM1SHSGFDLHFSDG 
Q*/WMS1SSC/DFLAA*MSSFEK 
CLFMSFAHFLMGLFVFFL 


7311 


37679 


B 


7365 




729 




7312 


37680 


A 


7366 




774 




7313 


37681 


B 


7367 




516 




7314 


37682 


A 


7368 


10 


504 




7315 


37683 


C 


7369 


520 


1656 




7316 


37684 


B 


7370 




1206 




7317 


37685 


A 


7371 


677 


1126 


AVTLTTKVCSFTPEASETTNPPG 
G TNN S RRTA LRA V ALTAK VRS 
FTPRGSAASFLK.SVRPRTHQFRT 
Q*HVHQ1EFSPGGLWESCPRAS 
SSTGDPGRPPERRGAAARKTVG 
VQGVGYSLPRKLCPLFSRTTYP 
HTSLRKDCLESDTTAE 


7318 


37686 


A 


7372 


2 


394 


HLFIYLLVVLLWCPGWPQTAG 
LKGSSCLSLLSNWNYRPPL*AL 
LLGTQKLPRVWNFIMVRRIQDG 
VKPSVS1AEREMKSRKSAASLL 
SQRDHEPTRRKKLRTHPNIRRN 
KLQTRHLKSCNTHCEGPWRHS 


7319 


37687 


A 


7373 


1 


204 




7320 


37688 


A 


7374 


1 


879 




7321 


37689 


A 


7375 


139 


4488 




7322 


37690 


A 


7376 


1 


933 




7323 


37691 


A 


7377 


335 


582 


VLQLLRQHVWSCSFLLVGSWS 
HWLQERSCRSSQ*VLQL1KAV 
WTQRTQEPSWLHLVDPAPGLQ 
VELPASPTRYAHTPQPLGG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7324 


37692 


B 


7378 








7325 


37693 


A 


7379 


365 


625 


VAKIFSHVVGCLFTLMVVSFAV 
QKLFSLIRSHLSILAFVAIAFGVL 
DMKSLPTPMS*MVMPRFSSRVF 
MVLGLKFKSLIHLELIFV 


7326 


37694 


A 








NKGGHKQMEEHSMLMDRKNQ 
YRENGHTAQGNL*IQCHPHQAT 
NDFLHRJGKNKLASNM 


7327 


37695 


C 


7381 


143 


3529 




7328 


37696 












7329 


37697 


A 


7383 


1662 


1919 


LLNVFALAFLVLLIEMLGCQFW 
IFPAFSCRHLVL*ISLYTLL*MRP 
RDSGMWCLCSRWFQRTSLFLA 
SFRYVPSSHSGAGCSVSM 


7330 


37698 


A 


7384 


63 


1650 


SPGHI*SSV*REIYSTKCPQEKA 

GKI*NSHPN1T1KRTGEARANTF 

KS* QKARNN * DQSRTEGDRDT 

KNPSKNQ/CNPGAGFLKRSTKLI 

DR*QD**RRK*RR1K.*T**KMIK 

GI/VTTDPTEIQTT1REFYKHFYA 

NRLK.NLEEMDEFLETYTLPRLN 

QEEVESLNRPITG SE1EA I INSLP 

TKKSPGPDGFTAEIYQRTNDKN 

HMI1S1DEEKAFDK1QQPFMLEM 

LMKLG1YGMY1KI1RTIYDKSTA 

Nil LN VQKLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLARAIRQEKEI 

KGIRLRKEVFK.MFLFADDM1VY 

LENP1ISAPNLLK.L1SNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFT1ATKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTNK 

WKN1PCSW1GRIN1VKMAILPKV 

IYRFNA1PIKLPMTFFTELEKTTL 

KFIWNQKRALNAKTILSQKNK 

AGGIMLPDFK.LPYKATWYWNQ 

NTEIDQWNKTEASEITPHIYNHL 

VFDNPDKNKK 


7331 


37699 


A 


7385 


392 


493 




I 332 


37700 


A 


7386 


1 


1223 
















KMIKGISPLIPQRYKLPSENTINT 
STQIN*KI*KKWIHSSTHTPSQD* 
TRK.K.LNL 


7334 


37702 


B 


7388 


285 


1581 




7335 


37703 


A 


7389 


I 


1473 




7336 


37704 


A 


7390 


755 


1042 


SSYATKKEPALPSQSEAKKTKL 

c. 1 YL1 £>IN Y 1 1 tvLt^ r N.^HU 1 

GTKTEI*ANGTEQSPQK*YHTA 
TT1WSLTNLTKTRNGERIPYL1N 
GVGKTG 


7337 


37705 


C 


7391 


1 


2334 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7338 


37706 


A 


7392 




1539 




7339 


37707 


B 


7393 




2361 




7340 


37708 


A 


7394 


5071 


5535 


GTAFLWRRRGALRFRVSSFSVL 
FFPHLCGF1YFWSLMMVMYRC 
VFGVDVLSVC*FSF*QTGPSAA 
GLLEYPAV*GVSVPLLGGASQL 
GCSGVRGQGPT*GGSLPVLRSP 
AACWENHCSLQSCQTGTFKSA 
EVTAVFLFVCALPPEVEPTEAG 


7341 


37709 


A 


7395 


1 


459 




7342 


37710 


A 


7396 


3 


1063 




7343 


37711 


A 


7397 


39 


895 




7344 


37712 


A 


7398 


2 


277 




7345 


37713 


A 


7399 


34 


845 




7346 


37714 


A 


7400 


1 


3399 




7347 


37715 


A 


7401 


1 


3126 




7348 


37716 


A 


7402 


1 


387 




7349 


37717 


A 


7403 




3578 


RDLVVGCGGFVKSDVEINYSLI 

EIKL YTKHGTLK YQTDCA PNN 

GYFMIPLYDKGDF1LKIEPPLGW 

SFEPTTVELHVDGVSDICTKGG 

DINFVFTGFSVNGKVLSK.GQPL 

GPAGVQVSLRNTGTEAKIQSTV 

TQPGGKFAFFKVLPGDYEILAT 

HPTWALKEASTTVSVTNSNAN 

AASPLIVAGYNVSGSVRSDGEP 

MKGVKFLLFSSLVTKEDVLGC 

NVSPVPGFQPQDESLVYLCYTV 

SREDGSFSFYSLPSG 


7350 


37718 


A 


7404 


34 


460 




7351 


37719 


A 


7405 


105 


245 


VSSEKVSLGVPCPAASAAASGD 
ASR*MATGRGGGGGGVAALPE 
SAP 


7352 


37720 


A 


7406 


1 


1289 




7353 


37721 


A 


7407 


462 


5250 




7354 


37722 


A 


7408 


714 


887 




7355 


37723 


A 


7409 


1 


109 


PLRQLLCVKRGFC*HH*HEGCQ 
SRLLLRCLLCSTAT 
















7357 


37725 


A 


7411 


192 


1507 




7358 


37726 


A 


7412 


2 


688 




7359 


37727 


A 


7413 


1 


518 




7360 


37728 


A 


7414 


1 


276 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7361 


37729 


A 


7415 


984 


3112 


MWQETFFRMENLQLIIILILGSP 

SQLHFPVIRNNQGWTLYHQWP 

HFLNRFSSRLSNSSLLNQLKFTC 

ANCrCKPLQKGQTAYQRKGSAH 

LFCSTTCLSSFSHKPAPKKLCV 

MCKKDITTMKGTI/VLAQVDSS 

ESFQEFCSYTSCLISL/YEEQQNP 

TKGVALNKSRCTICGKLTEIRHE 

V SFKNMTH KLCSDHCFN RY RM 
ANGLIMNCCEQCGEYLPSKGA 
GNNVLVIDGQQKRFCCQSCVSE 

Y KQVG SHPSFLKE VRDHMQDS 
FLMQPEKYGKLTTCTGCRTQC 
RFFDMTQCIGPNGYMEPYCSTA 
CMNSHKTKYAKSQSLGIICHFC 
KRNSLPQYQATMPDGKLYNFC 
NSSCVAKFQALSMQSSPNGQFV 
APSDIQLKCNYCKNSFCSKPEIL 
EWENKVHQFCSKTCSDDYKKL 
HCIVTYCEYCQEEKTLHETVNF 
SGVKRPFCSEGCKLLYKQDFAR 
RLGLRCVTCNYCSQLCKGGAT 
KELDGVVRDFCSEDCCKKFQD 
WYYKAARCDCCKSQGTLKERV 
QWRGEMKHFCDQHCLLRFYCQ 
QNEPNMTTQKGPENLHYDQGC 
QTSRTKMTGSAPPPSPTPNKEM 
KNKAVLCKPLTMTKATYCKPH 
MQTKSCQTDDTWRTEYVPVP1P 
VPVY1PVPMHMYSQNIPVPTTV 
PVPVPVPVFLPAPLDSSEK1PAAI 
EELKSKVSSDALDTELLTMTD 


7362 


37730 


A 


7416 


1 


1071 




7363 


37731 


A 


7417 


88 


2118 




7364 


37732 


A 


7418 


2 


2930 




7365 


37733 


A 


7419 


1 


1677 




7366 


37734 


A 


7420 


172 


13329 




7367 


37735 


A 


7421 


2 


946 




7368 


37736 


A 


7422 


255 


933 


WIEAAPQAQEVQGDG LWLPCG 
AAGAGGLQSARSYGTVGEASV 
AEHPW/CAPGGCMAGCGSLAA 
AASPGLVPGHLP/QPTAAPSHPH 
RASLRVALLSGQWGLTCGQLL 
ASAPLLQSWAWDTRLLMCRRL 
SCSSEEGERIAQLLLLPYLK.LGS 
STVKRTGGFGNTNPAGKAVYW 
VNQVSDKRP1CTVAIQGKDFEG 
LVDTEADVSIIAINQWPQHWPK 
QKAS1GIVGVGAA 


7369 


37737 


A 


7423 


718 


2385 




7370 


37738 


A 


7424 


1 


180 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for hist amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7371 


37739 


A 


7425 


1 


1713 




7372 


37740 


A 


7426 


1 


774 




7373 


37741 


A 


7427 


2 


158 




7374 


37742 


A 


7428 


1 


174 




7375 


37743 


A 


7429 


252 


1245 


ELGECGCRQGSVSHCGRGSRPL 

LPRVRGKRHLPRARLARCQEAL 

SPWGFCRFRNHHQTGFSLAGA 

NQRGPLAATLSGPGGEGQSAV 

ARLMGEKKNHPGAQYATRLSP 

RVGRFINAAGTTGFPTGKRAPT 

C WPG AD\II PSCL ALPRIETELM 

GKFDEGKLPTDPHLMLGLAIET 

V A H D YDVIVIDSAPNLGIGTIN V 

VC A AD V L I V PTP AELFD YTS AL 

QFFDMLRDLLKNVDLKGFEPD 

VRILLTKYSNSNGSQSPWMEEQ 

IRDAWGSMVLKNVVRETDEVG 

KGQ1RMRTVFEQAIDQRSSTGA 

WRNALS1WEPVCNE1FDRLIKPR 


7376 


37744 


A 


7430 


1 


1113 




7377 


37745 


B 


7431 


56 


1234 




7378 


37746 


A 


7432 


667 


1048 


LLLFRDLGIGTINVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKG FEPDVRJ LLTKYSN 
SNGSQSPUAMEEQIRDAARFPV 
GKPVVPAALMNRPTRRGEAVC 
VLGARVVFLFTSETGNS 


7379 


37747 


A 


7433 




1428 




7380 


37748 


A 


7434 


; 


1125 




7381 


37749 


A 


7435 




756 


SDRRYEWDRGPSLI1RPTIRVGP 

WSQTNNQTDDTSGTVV/RRPFP 

PV1 G V V FH KG G VYKTS VS VHL 

AQDLALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFY\DPHLMLRLAIETVAHDYD 

V1V1DSAPNLGIGTINVVCAADV 

L1VPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQ1SDALRIS 

QRRNISSKFILQSACITLTTF1ST 

CWAI1VTQSG 


7382 


37750 


A 


7436 




1329 




7383 


37751 


A 


7437 




1 185 




7384 


37752 


A 


7438 




1065 




7385 


37753 


B 


7439 


67 


1033 




7386 


37754 


A 


7440 




1 192 




7387 


37755 


A 


7441 




1413 




7388 


37756 


A 


7442 




1176 




7389 


37757 


A 


7443 




1302 




7390 


37758 


B 


7444 


1169 


3356 




7391 


37759 


A 


7445 


14 


3974 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIUNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7392 


37760 


A 


7446 


677 


1033 


RATASS1STTRPCESTSNAPSCN 
SP1RSRSPLP1IRPRAS1TLILVSM 
MRMVRAT1SCA1LVSRCQPAISP 
PLCTAFFRPICAAGVPVFTLFTT 
TP*SLPLLLISAPSMPLKMELES 
T 


7393 


37761 


A 


7447 


1558 


1748 


CSN ASARFFAAVNPSGLGM 1 LM 
*SRFIVFTKLSAIPLLSGLRTAVF 
FGSSPNIRANWRVSLAR 


7394 


37762 


A 


7448 


1 


595 


LKNSKPQVVMAAAGIFL1MCG 
VWLGFGGVLDPTKSSGYLIVD1 
YNEIICMLSNRIAGLGLSIMAVG 
GYARYMEGTPASRAMVSLLSR 
PLKLIRSPYIILSAT*VIGQIMP\Q 
FITSASGLGMLLMVPLFPTLVSL 
GVSRLSAVAVIATTMSIEWG1L 
ETN SIFAAQVAGMK1 ATFFCH A 
HNPVASRVILSVAISGTRAR 


7395 


37763 


A 


7449 


1 


978 




7396 


37764 


C 


7450 


32 


316 




7397 


37765 


A 


7451 


1 


2465 




7398 


37766 


A 


7452 


1 


1416 


MIILIDAEKAFDK1QQPFMLKTL 

SKLGTDGTY LK 1 1 R A I YDKPTAN 

IILNGQKLEAFPEKTGTRQGCPL 

SPLLFN1GLEDLARAIRQEK.EIK. 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K1NVQKSQAFLYTNNRQTESQI 

MSELPFT1ASKRJKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGR1NIVKMAILP\R 

DIDQW/N RTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

K. IN SRW1 KDLNIRPKTIKTL EEN 

LG1TIQD1GVGKDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

JvLiLlbOl Y JNxiLlVl^I Y rvivPv 1 IN INK! 

KKWAKDMNRHFS1CEDIHAAK 
ICHMKKCSSSLAIREMDIKTTMR 
YHLTPVRMAIIKKSGNNRCWR 
GCGE1GTL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7399 


37767 


A 


7453 


3 


2272 


RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHLKSTEYTFFSAPH 

HTYSKIDHILGSKALLSKCK.RTE 

IITNYLSDHSAIKLELRIKNLTQ 

NRSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFK.AVCRGKFIALNAHK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQK1MESRSWFFER1NKID 

RPLARLIKKK.REKNLIDAIKND 

KGDITTDPTEIQ TTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NEEEVESLNRP1TGAEIVAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILPNSCY 

EASI1LIPKPGRDTTKKENFRPIS 

LMNIDAK1LNK1LAKR1QQHIKK 

L1HHDQVGF1PGMQGWFNIRKS 

INVIQHINRAKDK.NHM11S1DAE 

KAFDKIQQPFMLKTLNKL/DIGR 

NYCKVHMEPKKSPHRQVNPKP 

KEQSWRHHTT*LQT!LQGYSNQ 

NSMVLVPKQRYRSMEQNRALR 

NNAAYLQLSDL*QT*EKQAMG 

NGFP1**MVLGKLASHM*KAET 

GSLPYTLYKNQFKMD*RLKR*T 

*NHKNPRRKPRHYHSGHRHGQ 

GLHV*NTKSNGNKSQN*QMGS 

N*TKELLHSK.RNYHQSEQATY 

KMGENFHNLLI*QRANIQNLQ* 

TQTNLQEKN KQPHQKVGKGHE 


7400 


37768 


A 


7454 


1 


3020 




7401 


37769 


A 


7455 


1 


3046 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKJDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


7402 


37770 


B 


7456 


197 


1917 




7403 


37771 


B 


7457 


1 


1954 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, V=possihlc nucleotide insertion) 


7404 


37772 


A 


7458 


1 


1947 


MNIDAKILNKILANRIQQHIKKL 

1HHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FKIIRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKE1KG1QLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDANKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RA H 1TKAILSQKNKARG ITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

1TIQDIGMGM DFM SKTPK.AMAT 

KDK1DK WDLI KLKSFCTA KETT 

1RVNRQPTKWEK1FTTYSSDKG 

L1SRJYNELKQ1YKKKTNMPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

L 1 r VrUVlAIlKKoUININrvC WKOL 

GE1GTLLHCW\WINWMKKTWH 
IYTMEYYASIKKNEFMSFAGA* 
MKLET1I 


7405 


37773 


A 


7459 


1 


1713 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7406 


37774 


A 


7460 


281 


2882 


KPRLENYMKNAEASRADA1NW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRL1SVPESDRENG TKL EN TL 

QD1IQENFPNLARQAN1Q1QEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKE1QTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSE1 

VA1INSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRTISLMNIDAKILNKILANRI 

QQHIK.K.LIHHDQVGFIPGMQG 

WFN1RKSINV1QH1NRTKDKNH 

VIISIDAEKAFDKIQQLFLLKTL 

NKLGIDGTYLK1K.RAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLARAIRQEKEI 

KG1QLGKEEVKLSLFADDMIVY 

LENPIVSAQNLLKLISNFSKVSG 

YK1NVQKSQAFLYTNNRQTETQ 

1MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRJN1MKMAILHK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFTWNQKRAR1AKSILSQKNK 

AGGIMLPDFKLYYKATVTKTA 

W Y W YyiNKJJllJ'^WfNK 1 hrafc.1 1 

PHIYNYL1FDKPEKNKQWGKDS 
LFNKWCWENWLAIWRKLKLD 
PFFTPYTKINSRWIKDLNVRPKT 


7407 


37775 


B 


7461 


1 


2633 




7408 


37776 


A 


7462 


3 


1336 
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SEQ ID 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7409 


37777 


A 


7463 


2 


2458 


SWFFEKINK.IDRPQARLIKKKRE 
KNQIDTIKNDKGDITTDPTE1QIT 
IREYYKHLYANKLENLEEMDK 
FLDTYTLPRLNQEEVESVNRPIT 
GSEIEAITNSLPTKKSPGPDGFT 
A EFYQRY KEEL VPFLLKLFQPIE 

kegilpnsfyeasiilipkpgrdt 

tkkgnfrpislmnidakilnk.il 

anqiqqhikklihhdqvgfipg 

mqgywlevlara/irqekeikgi 

qlgkeevklslfaddmivylen 

ptvsaqnllklisnfskvsgyki 

nvqksqaflytnnrqtesqims 

elpftiaskrikylgiqltrdvk 

dlfkenykpllneikedtnkw 

knipcsw1grinivkmailpkvi 

ytfna1p1 klpmtfftelekttl 

kfiwkqkrshiaksilsqknka 

GDITLPDFKLHYKATVTKTAW 
YWYQNRDIDQWNTTEPSEIML 
HIYNHL1FDKPDKNKQWGNDS 
LFNKWCWENWLAICRKLKLDP 
FLTSYTK1NSRW1KDLNVRPKTI 
KTLEENLGNTIQDIGMGKDFMS 
KTPKAVATKAKIDKWDVIKLK 
SFCTAKETT1 RVNRQPTEWEKIF 
ATYSSDKGL1SRIYNELKQIYKK 
KTNNPIKKWAKDMNRHFSKED 
IYAAKRHMKKCSSSLAIREMQI 
KTTMRYHLTP1RMVI1KKSGNN 
RAPGGRGGCGCSFGRLKRSCVP 
ALKRVADLPAQRSSSAKGETAS 


7410 


37778 


A 


7464 


2 


210! 




7411 


37779 


A 


7465 


196 


792 


G1LSFAKDMNRHFSKEDIYAAK 

KHMKKCSSSLAIREMQIKTTMR 

YHLTPVRMAUKKSGNNRCWR 

GCGEIGTLLHCWLDCKLVQPL 

WKSVWRFLRDLELEIPFDPA1PL 

LG I YPNEYKSCC YKDTCTRMFI 

AALFTIAKTWEPPKCSNMIDWI 

K/KMWH/IYTRDTMRPKNDEVQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7412 


37780 


A 


7466 


3 


610 




7413 


37781 


A 


7467 


1 


1986 





855 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


7414 


37782 


A 


7468 


965 


4421 


TWK.GT1 S TSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTK.STEYTFFSAPHHTYSKI 
DH1LGSKALLSKCKRJEIITNYLS 
DHSA1KLELRIKNLTQSRSTTW 
KLN1MLLLNDYWVHNEMKTE1K 
MFFETN EN K.DTTYQNL WDAFK. 

DTLTSQLKELEKQEQRHSKPSR 
RQEITKMRAELKEIETQKTLQKI 
NESSSWFFERINKIDRPLARLIK 
KKREKNQIDT 


7415 


37783 


A 


7469 




1674 


MGQLQRNARDLQESVMS1RM 

MPMEYVFSRYPRLVRDLAGKL 

GKQVELTLVGSSTELDKSLIERI 

I DPLTHL VRNSLDHGIELPEKRL 

AAGK.NSVGNL1LSAEHQGGNIC 

IEVTDDGAGLNRERILAKAASQ 

GLTVSENMSDDEVAMLIFAPGF 

STAEQVTD V SGRG VG M D VVKR 

NIQKMGGHVE1QSKQVTGTTIRI 

LLPLTLA1LDGMSSLLTHGIGQF 

ADVACAGPLLAAELDALGKAL 

KEPARPMVAIVGGSKVSTKLTV 

LDSLSK1ADQL1VGGGIANTFIA 

AQGHDVGKSLYEADLVDEAKR 

LLTTCN1PVPSDVRVATEFSETA 

PATLK.SVNDVKADEQILD1GDA 

S AQEL A El L K.N AKTIL WNGPVG 

VFEFPNFRKGTE1VANA1ADSEA 

FSIAGGGDTLAAIDLFR1ADKNS 

YISTGGGAFLEFVERLTTLTQLL 

HDQGYVTQAIGKWHMRETTEP 

l^ri^/iN Vur JJJJrJtvOrlNo V oL/JVI t 1 

A W KD V rl V IN rt V ALorJJKrA 1 1 

IN t^J J> r L o IV L) U V rLA J_» Kvj vj U \£ A 1 

ADMTPKYMADLDQRCTEYGAQ 
LLDKMAKSA 


7416 


37784 


A 


7470 




3360 




7417 


37785 


A 


7471 


2 


543 




7418 


37786 


A 


7472 


1387 


1805 


QA1AFDVQPGRGDYAGNQRHH 
NQYNQHQAH*SWQRCGIGDGL 

A OPAPUXIATk'PAMV Dr.PTP.nD 

FNHQKNHGGQQDPVLHQLIEV 
MLVGRGGDQAVGQATLGIDTN 
VGLHAKV/LTDCLSWSDASPDR 
VAALCSWSSWVPQ 


7419 


37787 


A 


7473 


4088 


4228 


SPPSA*VKALPGPKHHGGLKPV 
HPIPGASLVLARRWSMFRRWG 
LIT 


7420 


37788 


A 


7474 


332 


538 





855 



WO 01/075067 



PCT/US01/08631 



NO: 


of peptide 


hod 


in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7421 


37789 


A 


7475 


] 


1983 




7422 


37790 


A 


7476 


856 


964 




7423 


37791 


A 


7477 


1 


1563 




7424 


37792 


B 


7478 


1 


1086 




7425 


37793 


A 


7479 


372 


886 




7426 


37794 


A 


7480 


2028 


2368 


RPPGNSLNVSRMGTRSSYSCRR 
HSPAFLSWGKGRCHLCNKAHL 
LAGA*HYSFLSGSAPY*N*VNG 
QI**R*TAHRSTPDAPTGH*NCC 
S*L*CHSY*QRA*PGYRHD*CR 
MCC 


7427 


37795 


A 


7481 


146 


402 


LGFLLRLSEMPRKQGDYRTRI/C 
EIRGRVEQRVGYTIEQINHMRD 
VFDRRYEWDHGPRLIIRPTIRVG 
PWSQSDYQTDDTSGTVVPD 


7428 


37796 


A 


7482 


3 


149 




7429 


37797 


A 


7483 


5 


753 


ARKVVAVAARHKCPA/CISFSA 
SHRLYRYWEEEMNPAPVEAMR 
TFQQF1DEGNYTSGDTHTLRDP 
HYVEDKAHKYLVFEANTGTEN 
GYQGEESLFNKAYYGGGTNFF 
RKESQKLQQSAK.KRDAELANG 
ALGIIELNNDYTLK.KVMKPL1TS 
NTVTDEIERANVFKMNGKWYL 
FTDSRGSKMTIDGINSND1YML 
GYVSNSLTGPYKPLNKTGLVLQ 
MGLDPNTNIQTDDTSGTVVQT 
NNQTADTSGTMVPD 


7430 


37798 


C 


7484 


182 


709 




7431 


37799 


B 


7485 




1488 




7432 


37800 


A 


7486 


2 


1034 


YL1SQRGL1RRSKISLQTGSQIER 

AFLQAPVEER*SMACSK/YSSHP 

DLTFTNFIRFTYN I F*N H ASPGIP 

NLLLHPRGLRAITIAVFGKQNT 

Y I RLEPFKINVLEQITKHIEKLQC 

G/ECSQTTQQAWEQSAHQQHIR 

H*SCRYPG*ARCQ*VHQARTL* 

DQRS*ADHEAYRKTAVRRCSQ 

TrQQA WEQSAHQQH 1 RH * SCR 

YPG*ARCQ*L*HHSHEQQFQWP 

VG/C1RCGSVGSLPSS\ICPLTQF 

QYGAEPDRKE*CQAPASKWAL 

LHK*HRPFPQDRKAGECLLHEY 

EDLVPIRDTLRLFPGGRYLPRA 

KHVAPSEPDPT1RVGPWSQSDY 

QTDDTSGTVVPD 


7433 


37801 


A 


7487 


2 


426 




7434 


37802 


A 


7488 


138 


346 


RWRLQNLSFCSSC/SRIWL*RGY 
VFCSWKPREQSSQSPLACSAAC 
LTLRTQSCLGTAGQTDDTSGT 
MVQY 



857 



WO 01/075067 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in LSSN 
09/540,217 


location or first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7435 


37803 


c 


7489 




1290 




7436 


37804 


A 


7490 


48 


439 


HHHSGLDD/HRRKILNTAYRSR 
KLQASC*KSAERAWKTKASLT 
VNGWMK.KIRCKTPMCRPTVR* 
SIRILIITTPLPRVPSRS*LKPPTS 
CT*CIFTQPTRC*K.MTTCWRCS 
TSRKSSGHVCVSPGSVAVTI 


7437 


37805 


A 


7491 


1 126 


1340 


KARWMLQTRKRAVRRSNWRK 
RNIWCAPAA1CKRSTTLITSF*K 
PVKMACPFICAMLRRSRLARRC 
AGALPN 


7438 


37806 


A 


7492 


12 


960 




7439 


37807 


A 


7493 




1806 




7440 


37808 


B 


7494 




1318 




7441 


37809 


A 


7495 




1385 


MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGK1RLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLK1NGVEDHKTIFDGE 

RKTYQNVQQFIDEGNYTSGDN 

HTLRDPHYQNTY1RLEPFKINVL 

EQITKH1EKLQCGGVVKQLSRR 

GKNQH 1 SSTY DIN RADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

W1DRKAGECLLHEYEDLVP1RD 

TLRLFPGGRYLPRAKHVAPSEP 

DPEQDEQKLSCCTY R K R Y RVL 

VGELGDEQMAALSRLGNDYRP 

TSAYERGQRYASLLQNEFAGNI 

SALADAENISRKIITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAF*SASPDRADSSPG*EKRATT 

D/SRQFGGVDTAGNNLT*NIFRI 

SQRRNISSKFILQ*ACITLTTFIST 

CWAIIVTQSG/LMQPSAHHPAR 

QPEHDIAFGKCSSSVSVHLA/LG 

SGSEGATCFARGR*RPPGNSLN 

VSRMGTRSSYSCRRHSPAF\HRS 

TPDAPTGH*NCCS*L*CHSY*QR 

A*PGYRHD*CRMCC 


7442 


37810 


B 


7496 




3597 




7443 


37811 


A 


7497 




666 




7444 


37812 


A 


7498 




738 





858 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7445 


37813 


A 


7499 




727 


MKVL1VESEFLHQDTWVGNAV 
ERLADALSQQNVTVIKSTSFDD 
GFAILSSNEAIDCLMFSYQMEH 
PDEHQNVRQLIGKLHERQLNVP 
VFLLGDREKALAAMDRDLLEL 
VDEFAWILEDTADFYRRTAPVA 
RE*TRYPPGSCWPPLF/TAPLMK 
YS\D1HEY\SWAAPGHQGGVGF 
TKTPAGRFYHDYYGENLFRTD 
MGIERTSTAVSLLDHSGAFGQS 
EKYAARVFGADRSWSVVVGTS 
GSNRTI 


7446 


37814 


A 


7500 


1 


744 




7447 


37815 


A 


7501 


1 


250 




7448 


37816 


A 


7502 




850 




7449 


37817 


A 


7503 




1085 


GNLAAGKTIQAQDRDAVGILSS 
RTGESMENLQKNLLPKQRRRT 
RETFTMSGALDVLQ1KEEDVLK 
FLAAGTHLGGTNLDFQMEQYI 
YKRKSDGIYI1NLKRTWEEL\LR 
QPRA\MVP1ENPAD\VSVISSR\N 
TGQVCGTVRAV\LRFLAATGAT 
P1GG\RFTPGTF\TN\QIQASLPGS 
PRAFLWVT*PPGAEPPALSRSAS 
LC*PFLPLALVNPD/SPLRRYV11 
AIPCNNKGAH\SVGLMWW\ML 
AREV\LRMRGTISREHPW\EVM 
PDLYFYRDPEEIEKEEQAAAEK 
AVTKEEFQGEWTAPAPEF/TLA 
TQPEVADWSEGVQGAPLVP\IQ 
QFP\TEDWSAQPATE\DWS*A\P 
LAQATEWVGATTDWS 


7450 


37818 


A 


7504 




1053 




7451 


37819 


A 


7505 


2 


654 




7452 


37820 


A 


7506 


674 


805 


TLMQKSSIKYWQTESSSTSKSL 

STM1KWASSL*REIYSTKCPQEK 

AGK1QN*HPNITIKRTRKARANT 

FKS*QKARNN*NQSRTEGNRDT 

KNPSKN**/MPGAGFLKGSTKLI 

DR*QD**RKKERRIK*/IAIK.NDK 

G D1TTNPTE1QTT1RE Y YKHLY A 

NKLENLEEMHKFLDTYTLPRLN 

QEEVESLNRPITGAEIV\E*SLAY 

QPKKVQDQMDSQANSTRGTRR 

NWYHSF*TIPINRKRGNP*TLM 

QKSSIKYWQTESSSTSKSLSTMI 

KWASSLGGKAGSIYANQ 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQIDNO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7453 


37821 


A 


7507 




1577 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSALHQADLIDIYRNLHP 

ESTEYTFFSAPHHTYSKIDHILG 

SrCAPLSKYRRSEIKINCLSDHSA 

IKLELR1KKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TN EN KDTTYQN L WDTLKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQE1 

SKIRGELKEIETQKTLQKINESR 

GWFFEKINKIDRLLARLIKKKR 

EK.NQ1HAIKNDK.GDMSTNHTE1 

QTTIREYYKHLYANKLENLKEI 

DKFLETYSLPRLNQEEVESLNR 

P1TGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRMKYLGIQPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGR1NIVKMA1L 

PKNWKKTTLKFIWNQKRARJA 

KSILSQ/IEQSWRHHAT*LQTILQ 

GYNNENSMVLVSKQRYRSMEQ 

NRALRNNATYLQPSDL 


7454 


37822 


A 


7508 


58 


330 


FTENDDFQFHPCPYKGHELI1FY 
GC1VFHGVYVPHFLNPVYHCW 
TFGLVPSLCYCE*CRNKHTCAC 
VF1AA*FIVIWVYTQ*WDGWVK 
WYF 


7455 


37823 


A 


7509 


1246 


1522 


DCLGNAGSFLVPYELGHYGHF 
HN1DSSYQ*AW\MFFHLFVSFFI 
SLSSGL*FSLKRSFTSLVSWIPR 
YFILFEAIVNGSSLMIWLSVCLL 


7456 


37824 


A 


7510 


140 


577 


YSMVYMCH1FLIQSIIVGHLGW 
FQVFAIVNNVTINIRVHVSL*QH 
DL*SFGYIPSNWMAGSNGISSSR 
SLRNRHTVFHNG*TSLQSHQQC 
KSVPISPHPLQHLLFPDFLM1AIL 
TGVRWYLIVVLICISLMASDDE 
HFFMCFLAA 


7457 


37825 


A 


751 1 


399 


677 


NQREQRHN1PESLGRIQSSV*RE 
IYSTKCPQEKAGKIQN*HPNITI 
KRTRKARANTFKS*QKARNN* 
NQSRTEGNRDTKNPSKNQ*IQE 
LVF 


7458 


37826 


A 


7512 


1446 


1855 


IYKLPWAVWPFS*Y*FFLPMS/G 
GVFFHLFVSSFMSLSSGL*FSLK 
RSFTSLVSCIPRYFILSEAIVNGS 
SLMIWLSVCLLLVYKNACDFCT 
L1LYPETLLKLSISLRRFWAETM 
GFSRCTIMSSANRDNLISSFRN 



860 



WO 01/075067 



PCT/US01/08631 



NO: 


of peptide 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/5*10,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7459 


37827 


A 


7513 


I 


2982 




7460 


37828 


A 


7514 


5202 


5430 




7461 


37829 


A 


7515 


2 


454 




7462 


37830 


A 


7516 


2 


744 




7463 


37831 


A 


7517 


1 


2422 


MCPILREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGNIIIHFGYKGVEYHDQQ 

DVTSNFLGAMWLIS1TFLSIGYG 

DM V PNTYCGKG VCLLTGIMG A 

GCTALVVAVVARKLELTKAEK 

H V HNFMMDTQLTK.RHCP WA A 

T1QPKLSFLISLPGCDYRGESAR 

ARPLSIIPPLQLGLGKDARYLRI 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPT1THCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLNVSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTEIAMSSCRY 

NGGVMRPLSNLSASRRNLHEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


7464 


37832 


A 


7518 


1 


579 





861 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7465 


37833 


A 


7519 




1184 


MSSANRSILEVPHLDILLQELPG 
VSKVVTVEVRGNWQRWLKVR 

dltkg vtyffr vqa rtitygpe 
lqanitagpaegspgsprdvlv 
tksaseltlqwteghsgdtptt 
gyviearpsvfgngsfqvsk.ee 
nqyfsegltsievpsqqvqqeg 
avamalmvpdeglwdmfvkd 

IPRSATSYTLSLDKLRQGVTYEF 
RVVAVNEAGYGEPSNPSTAVS 
AQVEAPFYEEWWFLLVMALSS 
LIVILLWVFALVLHGQNKKYK 
NCSTRQGISTMEESVTLDNGGF 
AALELSSRHLNVKSTFSK.KNGT 
RSPPRPSPGGLHYSDEDICNKY 
NGAVLTESVSLKEKSADASESE 
VSVGAYFRAVTISPYFCKDAGF 
AVRTIALGLAETAGSKADARK 


7466 


37834 


A 


7520 




1347 




7467 


37835 


A 


7521 


512 


1051 


MAYCK.STPAVGLRVTV*SLSRL 
SLICYTFC1GAPSHLSVGSLIIAT 
SFIVSNRPCRAPYVDTIYRLPSP 
LRLAGHRTLPLKPSFPRRSPPLL 
YYPSPRPPAHYPLSPSSEPNRRY 
TMALTAVPYPYTSPLQAFPFLH 
SRJPQLQLFLLTNSFTSRTPVEP 
VQVLEILSQWKATTKWHYG 


7468 


37836 


A 


7522 


352 


546 




7469 


37837 


A 


7523 


1 


360 




7470 


37838 


A 


7524 


3 


349 




7471 


37839 


A 


7525 


1077 


2142 


SAVRYSVAITTADRRTAAGAIS 

YPTK*S*SEPJQEGQPEEQ/RAN 

YPNGTYPTSLRHLERLWLRSAL 

SVKARF/YHQQYSLKKYRYKHI 

ADNVCQWLDEVFLRPKEMSDI 

HK.LTFIEKRERLKNSVFKSLHD 

VRTVEDPSGTQLEVVSNNPWD 

PKRQLLKWDGTKWTGWDIPD 

YSAAPPEAVPSLNNPQTFSEQK 

LDEALYHGAVLRVRPKAMTVA 

VI1AGLLPILWGTGAGSEVMSRI 

AAPMIGGMITAPLLSLFIIPAAY 

KLMWLHRHRWLKCKSARRPQ 

YQSGYTDDRHSRSVKASPTAG 

LPSLTHEQQQKAVER1QELMAQ 

GMSSGQAIALVAEELRANHSGE 

RIVARFEDEDE 



862 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7472 


37840 


A 


7526 


116 


191 


RLKFTETNLYTNIYVGS1HIHLN 
LEIIHMSLH**MDRTNINIRVQIC 
FCEFKSLVLLDKPGRQELIDDL 
NKRTDNFLTDSGISVSDWIDAA 
TWEVFSSLRELELLG1KNIRLAS 
QDLHGVILSSETVAEDIWCRILD 
TVTRKGEHSRRIHSADDKSYLR 
PDLLEWFKQRVEDDQSRSGRK1 
YVKRDLPH 1LTPFRAPMASVC A 
KRKGQVLHQQYSLKKYRYKHI 
ADNVCQWLDEVFLRPKEMSDI 
HKLTFIEKRERLKNSVFKSLHD 
VSEFLGRVLLHATDPAAPRKPA 
YSLHAIRGKSRGRKNS 


7473 


37841 


— 


7527 


-j 


177 




7474 


37842 


A 


7528 




399 




7475 


37843 


A 


7529 




209 




7476 


37844 


A 


7530 




288 




7477 


37845 


A 


7531 


2 


256 




7478 


37846 


A 


7532 


414 


1188 


TSFLTTGGKKGS\KKKVVDPFS 
KKD/WL*YVKHPAMFNIRNIGK 

d vg sprtqgtk 1 a s\dg lkg\rv 
fewsladlqhdevafrkfkl.it 
\edvqgkncltnfhgmdlt\rd 
k\mcsmvkkw\qtmi\eahwd 
vktt\dg\yllrlfcvgf\tkkr 

NNQIGKPF*AQ\HHRVRQ1GKK 
MMEIMTREVQTNDLKEVVNKL 
IPDSIGKDIEKACQS1YPLHDVF 
VRKVKMLKKPKFELGKLMELH 
GEGSSSGKATGDETGAKVERA 


7479 


37847 


A 


7533 


1 


1140 




7480 


37848 


A 


7534 


131 


410 




7481 


37849 


A 


7535 


1 


861 




7482 


37850 


A 


7536 


1 


406 


MWEILELPRDLLNGFAQNADS 
NMDNKVQAEVALDGNGELVG 
YYSKASAGDTQANRVWSGPPA 
NSNRPAAEGPERNTININKKDIN 
TKTPSVGHRHQRPKVDKTTKT 
RYKTRAEKLKILKTRVPLIFQRT 
AALRQR 


7483 


37851 


A 


7537 


1366 


1629 


TQSPVQTKPTPITTRGGGFLPTQ 
PFPVILQRQFCPE*LVAFMGS*E 
DVP*GSFRVSAESSIL*RAP*GA 
QSTCKPVNRNEKISKRIVH 


7484 


37852 


A 


7538 


502 


648 





863 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7485 


37853 


A 


7539 




1169 


PPLLIPRQTGSGVDLQQTPTDLQ 

LRVLTVRRKTNKQKGHPHQNSI 

CTSPSSKTK.DFKPTKJKRDKEG 

HYIMVKGSIQQEELT1LNIYTPN 

TGAPRFIKQVLRDLQRDLDSHT 

IIVGDFNTPLSTLDSSKRQKVDK 

DIQELNSALYQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCNRTEIITNCLSDHS 

A1RLELRIKKLTENRSTTWKLN 

NLL LKDYWVUNEM K AEIKMFF 

ETNENKDTTYQNLWDTGKAAC 

RG1FIAINAHKRNQKRSKMDTL 

TSQLKELEKQEQRHSKASRRLN 

QEEVESLNKPRTGSEIEAIINSLP 

TKKSPGADGFTAEFYQRYKEE/ 

PGTI PSETIPINRKRGNTP*LIL*G 

QHHPDTKA 


7486 


37854 


A 


7540 


1 


404 


MDEFLNTYTLPRLNQEEVESLN 

RP1TGSEIVAIINSLPRKKSPGPD 

GFTAEFYQRYK.EELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTT1KENFRPISLMNIDAKILN 

K1ILANRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIISTDAEKAFDKIQQP 

FM LKTLKKFGIDGTY LKIR1KYL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTKKWKN1PCSWVGR1NIM 

KMAILPKVIYRFNAIPIKLPMTF 

LTELEKTTLKFIWNQKRAR1AK 

S1LSQKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQKRDIHQWN 

TTEPSEITPHIYN HLIFDKPEKNK 

QWGKDSLFNKWCWENWLAIW 

RKLKLDPFLTPYTKINSRW1KD 

LNVRPKTIKTLEENLGITIQDIG 

MG KDFM S KTPKA M ATKA K I D K 

WDLIKLKSFCTAKETTIRVNRQ 

PTKWEKIFTTYSSDKGLISRIYN 

ELKQIYKKKSDNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQ1KTTMRYHLTPPSLL 

IPRQTGSGVDLQQTPTDLQLKV 

LTVRRKTNKQKVHPHQNPICTS 

PSSKTKE LEKQEQTH SKAS RRQ 

EITKIRAELKEIETQKNLQKINES 

RSWFLEKVNKIDRLLARL1KKK 

REKDQIDAIKNDKGDITTDPTE1 

QATIREHYKHLYANKLENLEE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7487 


37855 


A 


7541 




1284 


SAADTQANRVWSVPPTNSNRP 
AAEGPDC*KEN*QKGHPHQNPI 
CQSPSSK\PKVDKTTKMGKKQN 
RKTGNSKNQSTSPPPQEHSSSPA 
MEQR1TNAEKYLKDLMELKTT 
AQELH DECTSLSSPFDQLEERV 
SVMEDQMNEMKREEKFREKRI 
KRNEQSLKEIWDYVKRPNLPL1 
GVPESDRENGNKLENTLQD11Q 
ENFPN L ARHANIQIQEIQRMPQ 
RYSSKRATPRYIIVRFTKVEMK 
EKMLRAARDKSLVTHKGKLIR 
LTAG KFI AL I AHKGNQERSKIDT 
LTSQLKELEKQEQTHSKPSRRQ 
EITKIRAELKEIETQTTLQK1NES 
RSWFFEKINK1DRLLARLIKKKR 
EKNQIDA1KNDKGDITTDPTEIQ 
TTIREYYKHHYANKLENLKEM 
NKFLDTYTLPRLKQEEVESLNR 
P1KALKLRQ 


7488 


37856 


A 


7542 


1 


1082 


MLSSVGLLLTHRRK.KKSTDT1N 

DESLNKERDMTGNPHIFPRYQE 

I WQ V F VSSGNN YITTATGPTA V 

PPLLIPRQTGSGVDLQQTPTDLQ 

LRLLTVGRKTNKQKGHPHQNPI 

CTSPSSKTKEIRTTIREYYKHLY 

AN K L ENLEEMDKF/H * H 1 HPPKT 

KPGRS*ISA*TNNRL*N*GNN** 

LTNQKKSRTRW1HSR1LPEVQG 

GADKQRAK.HE*TPIHNCFKENK 

IPRNPTYKEHEGPLQGELQTTS 

QGNKRGYKQM/DRTFHAHG*E 

ESIS*KWPYCPR*FIDSPSPSSYQ 

* LSSQNXGKN YFKV HMEPKKSP 

YCQ VN PKPKEQS WRH H AT*LQ 

T1LQGYSNQNSMVLVPKQRYRP 

MEQSPQK 


7489 


37857 


A 


7543 


1 


2012 


N4NLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKXGNVCSHGNLEKDFPYIPH 

LFGLQQKKMDLKGVFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GGEGDTVLTMKERWPHECIVLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSSICGSPISAVLQPPLLIPR 

QTGSGVDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKP1CMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGS1QQEELT1LNIY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7490 


37858 


A 


7544 


402 


675 


QGYPGTELSSAPSGPNRHLQNF 
PPQINRIYILLSTTSHLFQN*PHS 
WK*STPQQM*KRRNYNKNQ\L 
ELRIKKQTQNRSTTWKLNNLLL 
NDY 


7491 


37859 


A 


7545 




428 


DKTSRGT1RQQH LLFTN1RCSA A 
SAADTQANRVWSGPPANSDRP 
AAEGPDC*KEN*QTERTSTPKS 
HLYVTI1KDQRNKIPKNPTYKG 
CEGPLQGELQTTAQQNKRRYK 
QMQEHSMLMGRKNQYHENGH 
TAQGNL 


7492 


37860 


B 


7546 


1 


1650 




7493 


37861 


A 


7547 


1 


946 


MAMPPLL1PRQTGSGVDHQQTP 

TDPQLRILTVRRKTNTQKGHPH 

QNPNCTSPSSKTKELKEEVGTQ 

RKEVKNLEKRLDEWLTRIANA 

EKSLKDLMQLKTMAQELQLDK 

TTLNFIWNQKRACIAKT1LSKK 

NKAGGIRLPDFKLYYKATVTKT 

AWYWHQNRY1DQWNRTEASEI 

MPH1YNHLIFDKPDKKKQWGN 

DSLF/K*MVLGKLASHMQKTEI 

G PLPYN FYKN* LKMD* RLKGK 

T*NHRN H RRKPKQYHSGHRHG 

QRLHD*NTKSNGNKGQN*QMG 

SN*TKELL/RQQKKLPSE*TRNL 

QNGRKFVQS1YLTKG 


7494 


37862 


A 


7548 


189 


380 


QTERTSTQNPICTSPSSKTKGR* 
MHKDGEKTEQKNWKL*KAERL 
SSSKGMQLLSSNGTKLDGE 


7495 


37863 


C 


7549 




2805 




7496 


37864 


A 


7550 


535 


696 




7497 


37865 


A 


7551 


214 


363 


LLEGKLTNRKE*HQHQQKGHP 
HQNPICTSPSSKTKVT*NHKDG 
EKT*QKS 


7498 


37866 


A 


7552 


787 


1056 


GQKKKLM1IG1MSRNHHGPQ*P 
ALQKMPAS*VTEIMNNHFLFCF 
RKGKGRIKLVNSRVEHQAGSW 
GPWFQSLVAGQYFWTCSGPDG 
SPLP 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7499 


37867 


A 


7553 




4560 


MKHTLIPR1KNACLQMSSLAVP 

VNSLVCLGKILEYLDKWLVLD 

GILPFLQQIPSKESAVLMGILGIY 

KCTFTHKLGITftEQLTGKVLPH 

LIPLSIENNLNQFNSFISIIK.EML 

NRLESEHKTKLEQLH1MQEQQK 

SLDIGNQMNVSEETKVTNIGNQ 

QIDKVFSHIGADLLTGSDSENK 

EDGALNVPPAGAKPTQQRPTD 

MSALNNLFGPQKPKVSMNQLS 1 

QQKPNQWLNQFVPPQVSPATG 

SSVMGTQMNMIGQ 


7500 


37868 


C 


7554 




1359 




7501 


37869 


A 


7555 


272 


915 


YPGKQGLEWTSSKLQQTCC*GS 
*LLEGKRTNRKDINTKNPSVRH 
HHQRPKMGEKTEQKNRKLKIR 
APLLLQRNTAPH/HAMEQSWM 
ENDFDELREEGFRRSNYSELKE 
EVRTNAKEVKNFEKKLDEWIT 
R1TNAEKSLKDLMELKTTAVEN 
YVTNAQAPVANATN*KKGYQR 
WKTK*MK*SEKRSLEKKE*KEK 
KQSLQEIWDYVKRPNLCLIGVP 


7502 


37870 


A 


7556 


196 


494 


HTDGVSVWMSFLFVSFPSNSQD 
PQLQVCWSLLEVHSRPCLPGYQ 
QQRIRLEPFKINV/T*ADHEAYR 
KTAVRRCSQTTQQAWEQSAHQ 
QHIRH*SCRYPG 


7503 


37871 


B 


7557 


28 


303 




7504 


37872 


A 


7558 


1216 


1863 


HPDITIKRTREA RANTFKS* QKA 
RNN*DERRTEGNRDTKNPSKKS 
VN/RRSWFFEKFNKIDRRLARLI 
KKKREKNQIDAIKNDKRDITTD 
PTEIQTTI REH YKHL Y ANKLEN 
LEEMDKFLDTYTLPRLNQEEVE 
SLNRP1TGSEIEAIINSLPTKKSP 
GPDGLTAKFYQRYKEE/PGTIPS 
ETI PINRKRGNPP* LIL * G LH H PD 
TKAWQRHYKKREF 


7505 


37873 


A 


7559 


166 


785 


FRATSAADTQANRVWSGPPAN 
SNRSAAEDPDC*KEN*PT\KGHP 
HQNPICTSPSSK.TKARQAN1Q1Q 
EIQRMPQRYSSRRATPRCIIVRF 
TKVEMKEKMLRAAREKGQVT 
HKGNPIRLTADLLVKTLQARRE 
WGPIFNILKEKNFQPR1SYPAKL 
SFISEGEIKSFTDKQMLRDFGTT 
RPALKELLKEALNMERNNQYQ 
PLQKHVRL 


7506 


37874 


A 


7560 


1 


1164 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7507 


37875 


A 


7561 


770 


2670 


RRARCSCAPSSTTTLGRTGPSLA 

RRRACPSSAGRSWRW*ARTTPR 

GGRPSESGTPTFEPASSPPRGSR 

RDFQEGQSWVRGWQL/WTSTV 

GCSPH1FWCVDCETCDCEGYLK 

GHYVAGLRRSFRLGCRERLGGS 

QEGKMSSGAESPELLTYEEVAR 

YQHQPGERPRLVVLIGSLGARL 

HELKQKVVAENPQHFGVAVPR 

APWDVKLQWAEDPGSECDKE 

DEEEENEGARFLEHGEYKENLY 

GTSLEAIQAVMAKNKVCLVDV 

EPEALKQLRTSEFKPYIIFVKPAI 

QEKRKTPPMSPACEDTAAPFDE 

QQQEMAASAAFIDRHYGHLVD 

AVLVKEDLQGAYSQLKVVLEK 

L S KDTH WPPL V IPRQTGSGVDL 

QQTPTDLQLRVLTVRRKTKKQ 

KGHPHQNPTCTSPSSKT1CVGER 

VSV1EDQMKEMKREKKFREKR 

VKRNEQSLQE1WDYVK.RPNLR 

LIGVPESDGENGTKLENTLQDI 

MRENFPNRARQANIQIQEIQRM 

PQRYSSRRATPRH1IIRFTKVEM 

KEKMLRAAREKGWVTHKGKPI 

RLTADLLAETLQARREWEPIFNI 

LKGKNFQPRISYPAKJLNF1SEGE 

IKSFTDKQMLRDFVITRPALQEL 

LKEALNLERNNWYQPLQKHAK 


7508 


37876 


A 


7562 


181 


690 


QHAIVTGDAVGMDDIPQEARQ 
YRHNQAYAYSIQGDGAEDDDE 
RIVRFHTRCLNGRVLL*DK/IFQ 
RNDQA ATFA AHQYPLFCSLHC* 
YPGTQGLEWTSSKHQQTCS*GS 
*LLWPGDERLWPSWEEQKKLS 
LPTDPDTWL*GSPQAAQGPRCV 
PPPGAQPLSSVTASLCHCA 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7509 


37877 


A 


7563 


2 


2233 


SSENILTVHEQANVESLKETKQ 

NCKDLDEDANG1TDEGKE1NEK 

SSQLKNLSELQDTSLQHDDEEE 

STVISVSEDMNSEGNVDFECDT 

KLYTFLSSDESQQSENSENEED 

TLCFVENSGQRESLSGDTGSLS 

CDNALFVIDTTPGMSADKNFYL 

EEEDKASEVAIEEEKEEEEDEKS 

EEDSSDHDENEDEFSDEEDFLN 

STKAKLGRLTPHMAGYSSETKL 

PEERPGSNICCSP1SAVLQPPLLI 

PRQTGSGVDLQQTPTDLQLRVL 

TV1KKTNKQKGHPHQNPICTSP 

SSKTKDRSTRQKVNKDIQELNS 

ALHQADLID1YRTLHPKSTEYTF 

FAAPHCTYSK1DHIVGSKALLS 

KCKRTE11TNCLLDHSAIKLELRI 

KKFTQNCSTTWKLNNLLLNDY 

WAHNEIKAEIKMFFETNENKDT 

TYQNFWDTFKAVCRGKFIALN 

AHKRKQERSK.1DTLTSQLKELE 

KQEQTHSKASRRQEITK1TAEL 

KEIETQKTLQKINESRSWFFEKI 

NKIETASKTNKKREKNPIDAIK 

NDKGDITTNPTEIQTTIREYYKH 

LYANKLENLEEMNKFLDTNTIP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTKKSPGPHGFTARFYQEYK 

EE/PGT1PSETIPINRKRGNPP*LI 

L * G QHH PDTK A WQRHNK.KREF 

*TN1PDDHQCKNPQ*NTGKPNP 

AAHQEAYPP*SSGLHPWDARL 


7510 


37878 


A 


7564 


3 


377 


DrfNCATVLQPG*QSEIL*KEERE 
REREKKERKKERKKERKKERK 
KEGKQ*RKGGRKKERKEKEIK 
KERRKGKKEKKEEEKRRKERK 
KERERKKRRKEGRKKEYTRKA 
KR1HRPFEGNGSPLPAP 


7511 


37879 


B 


7565 


1 


834 




7512 


37880 


B 


7566 


1 


915 




7513 


37881 


B 


7567 


1 


666 




7514 


37882 


A 


7568 


330 


793 


SCWLCPGPCCPAQPQNTAPFIPE 
A*TPAMAERGPATAAGQLEFT 
GG ALQTLFA WVSAA AAAEQ WI 
LVNRKCCCLIVPLEVLSQRSTW 
PCIGLVMPVLPGLLRDIVHSDSI 
ASHYGVLLALYALMQFLCAPV 
LGALSDRFGRRPGLLASLLGAT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


7515 


37883 


A 


7569 


991 


1842 


IQCHPHQATKNFLHRIGKNYFK 
VHMEPKKGPHCQVNPKPKEQS 
WRYVKQSKK1AVYAERSRCSP 
GTEFAGTLILDFPSSRTAPSSRG 
R/P/GRLTRPGTPLRQSFQRNDQ 
AATFAVQQYSLFCSLCC*YPGK 

qglewtssklqq/ylqlrerss 
spateqswmendfdelregfr 
rsnysklkeevqthckeak.nl 

EKRLDEWITR1TNVEKSLNDLM 
ELKNMAKELRDERTSFSSEFNQ 
L E E R V S V 1 ENQMNEM KREE KFR 
EKRVKRNEQSLQEIWDYVKRP 


75T6 


37884 


— 


7570 





244! 




7517 


37885 


B 


7571 


2379 


4476 




7518 


37886 


A 


7572 


1 


570 




7519 


37887 


A 


7573 


1 


1404 




7520 


37888 


A 


7574 


1 


474 




7521 


37889 


A 


7575 


746 


1215 


PNINRFLKHYREPVPKKRERNY 

STLWPLCPSTLNKIYTIMSYLSP 

ATKEYPFFLLLLF.QEC*AE*LLA 

LAVSQPLLSSTTNCLKN*MVTW 

NGSLIPWSPCKINLTP*/PAVVL 

QNRRALDLLTAESGGTFLFLEE 

KCCCYVNQSGI1TEKVKEIQGRI 


7522 


37890 


A 


7576 


, -- 


1178 


MPESPTPLLG RDJLA KAGAIIHL 
N1GEGTPVCCPLLKEGINPEVW 
ATEGQYGRAKNAHPVQVKLK 
DSASFPYQRQYPLRPEAQQGLQ 
KIVKDLKVQGLVKTCNSPCDTP 
ILGVQKPNGQWRLVQDLR1IDE 
AIVPLYPAVPNPYTLLSQIPEEA 
ELFTVLDLKDAFFCIPVHPESQF 
LFAFEDPSIPMSQLTWTVLPQG 
FRDSPHLFHHTLAQDLSQFSYL 
DTLVLCLPLRNQQECHQATQV 
LLNVLATCGYKVSKQKAQLCS 
QQVKYLGVKLSKGTRAL/QQ*R 
TDRT*LSTSNCSNLRHSRGPSRG 
SLD* SQPQLVY* WKFFCRKRTS 
KRG VCSGQ* * WNT* KKSPHSRN 
*CSAGGTNSPPSGTRIRRRKKGL 
IRIYMLPLILSAPYDHLH 


7523 


37891 


A 


7577 


1 


1338 




7524 


37892 


C 


7578 


109 


231 




7525 


37893 


A 


7579 


279 


346 


LLRLALLLQ*QKEEWVLFCCGA 


7526 


37894 


A 


7580 


260 


393 


VEVV1LPMPVPNLPS1PARITKG 
RMGTLLLRGLGTT*LYKSCSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


7527 


37895 


A 


7581 




2677 


TKETCFIRGPKTPVPVTDWEGS 

LPLVFNHCRDTSVIIHPRFKGVR 

PRRDACLGPSPLAASPAFLGKG 

QAELGPNSSSASAPPPY1MLFIAS 

PPHTWSG LQFRS VTSPPPPAQQF 

TLKKVAGAKGIVKRLKTDTAR 

SPWKTPRPSRTPSFRKAERTKG 

LLKIHLTKLSHQLKKDWTILLP 

LSLLRIQACPRNATRLATGQLG 

YPFISQSYVLVNGFQTVEDLCE 

AADLRVSVADLRVSVTALKVA 

RLELFVPPGGLVVSLASAVKLQ 

TFAVLQLIKAKRWDWGTLEQG 

AALIGEARDAQEPTEGVGGSG 

MAGCRSRDLPRGKAAKARREI 

ERSAGLT1KKERCIRNGYSKEK 

MKL1VVSHGLHVNDLQHKLTL 

FTKETYTYLARDSEKQKQGYL 

AGLEGAHANRVNQQISDNLVV 

KTGALPPPYRTKGEKLYFYMSR 

QNCLFSVSGQLLQGFFPNGGQA 

APNPYALLSQIPEEAEWFTVLD 

LKDDFFC1P/VHPDSQFFFAFEDP 

SNPTSQLTWTVLPQGFR\HLFG 

QALAQDLSQFSYLDTLVLCGVL 

KSPIIIVWELNQIDTIKNDKGDIT 

TDPTE1QTTIREYYKHLYTNKLE 

NLEEMDKFLNTYTLPRLNQEEV 

ESLNRPITGAEIEAIINSLPTKKS 

PGPDGFTAEFYQRVADVKLREE 

KDENMLLVPLSDLLYQVHAPIP 

QLPEVLAANSPTCHLDPPTITES 


7528 


37896 


A 


7582 


1 


459 


MAVRYTDENVLRKGTREAGT 

MMRLRGTTECCADFAAWDVT 

HDALRATGGELPGAQVMLTTT 

ECGRHVDFCDRAVWLPRMWG 

YPLALPGEMRKLYTVRMAGRD 

ILAKAGAIIHLNIGEGTPVRCPL 

L/EGINPEVWKTEGQYRQAKNA 

RPVQVKL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7529 


37897 


A 


7583 




910 


YFSQPLSY\DWGALFFSHAFLIM 

LESPTTLLGRDILAKAGA1IHLNI 

GEGTPVCCPLLEEGINPEVWAT 

EGQYGRAKANARPVQVKLKDS 

ASFPYQRQYPLRPEA/LTK.GFQ 

KIVKDLKAQGLVKPCNSPCSTPI 

LGVQKPNGQWRLVQDLRIIDE 

A1VPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFC1PVHPESQF 

LF A F E DPSIPM SQLT WT VLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQICAQLCS 

QQVKYLGVKLSKGTRAL 


7530 


37898 


A 


7584 


158 


1272 


NPAARTPFFV1KKGGKRGRDIL 

AKAGA11HLNIG/GTPVCCPLLE 

EGINLEDWATEGQYGRAKNAR 

PVQVKLKDSASFPHQRQYPLRP 

EAQQGLQK1KDLKAQGLVKAC 

NSPYNNPTLGVQKPSGQWRLV 

QDLRJINEVTVPLYLAVPNPYIL 

LSQ1PEEAEWFTDLDLKDAFFCI 

PVH PDSQFLFAFEDPSN PMSQL 

TWTVSPQGFRDSPHLFGQALA 

QDLSRFSYLGTLVLWPCISI/LCT 

*TMEQLQHRNKHHFRFSRTSCF 

QSGNNPYLKPHLCKPQYCRHN 

QLPMHQCPHDHLH*TRFI/PIML 

YLSPTTKEYSFFLLLSEQEC*VD 

♦VLALAVPQPLLSSTTNYLKNS 

MVTWNGLPTPWSPCK1NLTS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7531 


37899 


A 


7585 


1 


2083 


MPLLQMIATPLQQSLISTEDEM 
DELTEVGFERWVITNFTEEPSPA 
LG FTPEHKGN VG H AG KGPLESS 
SPDPFLCGQEKQEKGAGLLHRQ 
YPLRLEAKQGLKKIVTCDLKAQ 
GLVTPCSSPCNTPTLAVQKPNG 
QWRLVQDLRI1NEAVVPLYPAV 
PNPY ILLSQIPEEA E WFTVLDLK 
DAFFCIPVHPDSQFLFAFEDPSN 
PMSQLTWTVLPQGFRDSLHLFG 
QALAQDLSQFSYLDTLVLQYM 
DDLLLVTHSETLCHQATQALFN 
FLATCGYMVSKPKAQLCSQQ/R 
YLGLKLSKGTRALSEEHIQPILA 
YPHPKTLKQLRGFLGVIGFCRK 
W1PRYGEIARSLNTLIKETQKAN 
THLVRWTTEVEVAFQALTQAP 
VLSLPTGQDFCSYVTEKTGIAL 
GVLTQ1RGMSLQPVAHLTKE1D 
VVAKG*PHCLRVVVAVAVLVS 
EAVKI1QGRDLTVWTSHDVNGI 
LTAKGDLWLSDNCLLKCQALL 
LEGPVLRLCTCATLNPATFLPD 
N EEKIKHM CQQ V I SQT Y ATRGD 
LLEVPLTDPDLNLYTDGSSFVE 
KGLRKVGYAVVSDNGILESNPL 
TPGTSAQLAELIALTWALELGE 
EKRANI/YTDSKYAYLVLHAHA 
AIWKEREFLTSERTPIK.HQEAIR 
KLLLAVQKPREVAVLHCRGHH 
KGKEREIQENCQAYIEAKRAAR 


7532 


37900 


A 


7586 


80 


678 


LCCN M PA AQHRERASNESRHG 
GCCPP/PWLLSS/APPHDAFTTPQ 
EAVLSAPSALPSSAATSLLSLLT 
PQQMFCSKTAGPKPFSSNPHPR 
LKAPTSSC/PL*PQAAPSGNAHC 
Y*GHRRGRTVPEDPGCLSPRAR 
PHRTSGTSSPPSLQPSRTIPPASS 
APKQGDAGSPPYQAVPEKNKP 
GATPRTCAESPKRLPRPGPKSFL 
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SF.Q 11) 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7533 


37901 


A 


7587 


3 


804 


GLLQATALQPAQQI*IFL*KKEE 
EEEGGGGEGEEKKKKKKTEEE 
EEEEEERKK\EEEEGEEEGEEEE 
EEEEKEERTGAGDSSEDEGFDEI 
PSPGDSRQKTEGN A AN 1 1 SGCD 
QRYEESEMDLGTRGIVSGHRYI 
FTFRVSPLEAIGELLFPFSVAPA 
QGGLGFRRVDQLALPMGAQSL 
ERPFCVDGGSRPPLNYAVSSVE 
DLLNGNNFKCPTTLRTIEITVGN 
L 1 1 S PRQ KQLN AN I G KN FN A AEN 
HENAKTTTRSSTVGADTHLTA 


7534 


37902 


A 


7588 


3 


191 


SSHPVFSPRWVLSPHPQSQCYT* 
GSGAQNLTASPPFCVCRGDRGN 
HLRKDTKVEVKRKTCWL 


7535 


37903 


A 


7589 




1899 


HVGASDPDAGPGWGGLTSRPR 
L VTPRSAPRG RAFQG ATVGLAP 
VEGMCRAESSGGVSTDHSELPI 
GAAATMAHEIGHSLGLSHDPD 
GCCVEAAAESGGCVMAAAT/G 
VRGWGVGAAAGRLVLGTSSA 
AFLWSSLSFLFCKMG1MI1VSAS 
GWFMRLKGKKLRQSGFSTV*R 
LFSE*PGEVTPTPGGAPSGRDST 
LGPGLLTIGASSSPVPLVV*LCA 
GYFPSLGSARLAAVAKPRGGD 
QRSAGVGGLSLHAQCPPRAGR 
HPFPRVFSACSRRQLRAFFRKG 
GGACLSNAPDPGLPVPPALCGN 
GFVEAGEECYCVS\GQECRDLC 
CFAHNCSLRPGAQCAHGDCCV 
RCLLKPAGALCRQAMGDCDLP 
EFCTGTSSHCPPDVYLLDGSPC 
ARGSGYCWDGACPTLEQQCQQ 
LWGPGSHPAPEACFQVVNSAG 
DAHGNCGQDSEGHFLPCAGRD 
ALCGKLQCQGGKPSLLAPHMV 
PVDSTVHLDGQEVTCRGALAL 
PSAQLDLLGLGLVEPGTQCGPR 
MVCNSNHNCHCAPGWAPPFCD 
KPG FGG SMDSGPVQAENHDTF 
LLAMLLSVLLPLLPGAGLAWC 
CYRLPGAHLQRCSWGCRQGPC 
VQWPQRWPTQGPPPGRRSPHG 
VGPHSHWTALAPGP 


7536 


37904 


A 


7590 


2 


280 




7537 


37905 


A 


7591 


1 


1266 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7538 


37906 


A 


7592 


1 


458 


LQQSQIFEIHSQKTIVKKCLDLF 

FELAEEKENYKNFFEAFSKNL\K 

LGIHEDSTNRRRLSELLRYHTS 

QSGDEMTSLSEYVSRMKETQK 

SIYYITGSPCWCLVFFSLSCPCV 

EGSKLRVSSPIPSLLLTAGLDVV 

YCGLFYFLHFVLKLKYAK 


7539 


37907 


A 


7593 


1 


862 




7540 


37908 


A 


7594 


3 


437 


IPEF/LNF/IRGVVTLGLPLNISRE 
MLQQSKILKVIRKN IV * EC/LFEL 
LSELAEDKENYKKFYEAFSKNL 
KLGIHEDSTNRRRLSELLRYHT 
SQSG DEMTSLSEYVSRM KETQ 
KSIYY1TGESKEQVANSAFVER 
VPLSHLAPPAGV 


7541 


37909 


B 


7595 


106 


1966 










7596 


453 


719 


ARGSKHTGL1AQWAHEQSGHG 
GRAGGYAWAQQHGLPLTKAD 
LPVAMATAECPICQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


7543 


37911 


A 


7597 




837 


PECVIG1DILSSWQNPHIGSLTG 

RVRA1MVGKAKWKPLELPLPR 

KIVNQKQYHILGGTVEISATIKD 

LKDTEAVTPTTSPFNSPIWPVQ 

KTDGSWRMTVDYCKLNQVVT 

P1AAAVPDV/VSLLEQINTSPGT 

WFEWSPK\KALQQVQAAVQAA 

LPFGPYDPADPMVLEVSVADR 

DA1WSLWNAAIGESQRRPLGF 

WSKALLSSADNYSPFERQLLAS 

YWA LVETERLTVGHQVTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

RS1IKLKWY1HDWVRAGPEGT 


7544 


37912 


A 


7598 




399 




7545 


37913 


A 


7599 


126 


392 


ARGSKHTGLIAQWAHEQSGHG 
GRAGG Y AWAQQHGLPLTKA D 
LPVAMATAECPICQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


7546 


37914 


A 


7600 




1677 




7547 


37915 


C 


7601 


37 


465 




7548 


37916 


B 


7602 


1805 


2542 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7549 


37917 


A 


7603 


3 


865 


V1PTTSQFNFP1WPVQKTDGSW 

RMTVDYCKLNQEENFNNQVDR 

MTHSVDTTQPLSPATHVITQWA 

HEQSGHGGRDGGYTRVQQHGL 

PLTKADLATAGKVFQKAV*AL 

N*HSIYGTLSLIARIHRSRNQGV 

EVEVAPLTISPSDPPAKFLLPVP 

PTLRSAGLEFLVPEEGMLPSGD 

TTVPLNWKLRLPPGHFGLLFPL 

HQQANKGRLSPHSRERGTSVFA 

SSNSQPVTALNNEPAGPNKRDI 

GKAKGLKFHHPGPHRQERDML 

E/SML* P WG YPVGKQWNHLIK 

KQGRH 


7550 


37918 


A 


7604 


3 


857 


VTASLSPVVATSPPQPMLPSDFP 

PLSEEINPMLPEATVIASPKEIAR 

QDNVDSPQEPPPTPQFSSRPITR 

LKSQWAPRGPECVIG1DILSSW 

QNPHIGSLTGRVREGYMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GEIAElSTTlRDLKDTGVVIPTTS 

PFNSSIWPVQKTDGSWRMTVD 

YCKLDQVVTPIAAAVPDMVSL 

VKQINTSPGTWQHITHLDVLLW 

RIYQVTQKAASFEWGPEQEKA 

LQQVQAAVQA\LCHLGHMTQQ 

IQWCLRRNGEMCDYIL1YGL 


7551 


37919 


A 


7605 


' 


608 


MAPGMVPIPPPGKYHSPKKLIY 
STPPKPGTYGISDSLSQYPTSAK 
AEPVPTHKNPRRESPIPHSSPSSF 
TDG/PSPNSPGDARPHPQNKTSG 
RGRPAPRQRVPTTITTPAPPARS 
PNSAHSPAFRDLPFRAEKGTAA 
ARVPREPHSPAPPKNKGSLQPP 
AGELLQRGARTTLPRILGTAPG 
PHLPGCSAPPGAP*RPAAPIGL 


7552 


37920 


A 


7606 


179 


544 


HTRLHSHPQLRGFPSWLFHSVSI 

RSPASGHLEFPSFARSSGSGSTS 

PLSFGAMTTEKQALGGRAAFPP 

KYK*AQGRAACFVLTSQQQPS 

WQ*GVTVTATGSPMHRGTFWH 

SCTGTPGSGDR 


7553 


37921 


A 


7607 


90 


653 


VPGERPRGQSGPQVLPYGPTWC 

SSNTPEPQSLRAPQ*LQVPVPLQ 

SRGQR*QPQPMP/VRSQPKAP*V 

QMPPTPSSAKGPHLDGVRVPA 

ANPE* PTAGPTRA A ILR ATPA PS 

LPMPGTNRPSPRGNSLQDSAPA 

SDAGWPPTEAVTCP\PWSRENP 

PQRNL*AHRPQGPRPVPGTERR 

NGRGGAGCRQL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7554 


37922 


A 


7608 




804 




7555 


37923 


A 


7609 


28 


682 


TTCEMSDLEDDETPQLSAHG/T 
LAALQEFYAEQKQQ1EPGEDDK 
YNIGIIEENWQLS\QFWYSQETA 
LQLAQEAIAAVGEGGR1ACVGS 
P*CLPET/HESCAEKTFS1YIFEY 
DKRFAME*KE\LIFYDYNNPLD 
LPERIAAHSFDIVIVADPFPYLSG\ 
ECLRKTSETVQV\LTRGKILL\CT 
GAHHGRTGSRTPLE*RCARLFP 
RHTRNFGKWSFRLVYVNL 


7556 


37924 


A 


7610 


1 


611 


MAPKAK.MEAPAPPEAEAKVKA 
LKAKKVVLKGVHSH/KKKKKI 
RTSPTFR*/PLRLRRQPKYPWES 
VPRRTSTQISSGERPLENK.QPRY 
PRESSPPPGEQAPKYPPEERSPG 
ETRLDHLCLSIKFP\LTH*VLPM 
KKIEDNNTL\VPLVNVKANKH\ 
Q1KQAVKKLYDI\DVAKVNTL\I 
RPDGEKNG1CSDLAP\DYDALG 
CLPTKJFG1I 


7557 


37925 


A 


7611 


1 


1035 


DK.DSLCDSCKTSCSYNCSKPRS 

SWQDQDISSGTGLHSRLTLANT 

GKESKTVQASLDQQLGRLLSVS 

LRLGVEPSLQSSGNLLVSLLLSR 

FITYKVT1VEWVKTYALGLDLK 

KSERPGFESELHSHNSCECAVS 

HLKPVHLRVSPMGHSEYYLVT 

TADYSEANGSQSAGDEFFQTQS 

FPSRQQALFRPKIQITIREYYKH 

LYANKLENLEEMDKFLNTCTL 

QRLNQEEVESLNRPITGSEIEAII 

NSLPTKKRPGPDGFTAKFNQRY 

KEELV1YKKFQIPC1VPELNSTIS 

ANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLE/CEPDVLHI** 

SLRLGVEPSLQSSGNLLVSLLLS 

RFITYKVTIVEWVKTYALGLDL 

KKSERPGFESELHSHNSCECAV 

SHLKPVHLRVSPMGHSEYYLV 

TTADYSEANGSQSAGDEFFQTQ 

SFPSRQQALFRPKIQITIREYYK 

HLYANKLENLEEMDKFLNTCT 

LQRLNQEEVESLNRPITGSEIEAI 

INSLPTKKRPGPDGFTAKFNQR 

YK.EELV1YKK.FQ1PCIVPELNSTI 

SANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLEWSLMFCISD 

KVSGDDDADAVDS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7558 


37926 


A 


7612 


3 


573 


KEETFSAWYVDGRVLVV1VTF 
GIILPLCLLKNLGYLGWTSGFSL 
SCMVFFLIVVIYKKFQIPCIVPEL 
NSTISANSTNADTCTPKYVTFN 
SKTVYALPTIAFAFVCHPSVLPI 
YSELKDP\SQKKMQMVSNISFF 
AMFVMYFLTAIFGYLTFYDNW 
QSDLLHKYQSKDDILILTVRLA 
VIVAVILTVPVL 


7559 


37927 


A 


7613 


1 


831 


MSELEDRLFENTQSEESKGKRI 
KKNEVCLQDLK.YSLKRANLRD 
TGLK.EEVIYKKFQIPCIVPELNS 
TISAMSTNADTCTPKYVTFNSK 
KKMQMVSNISFFAMFVMYFLT 
AIFGYLTFYDNVQSDLLHKYQS 
KDDILILTVRLAVIVAVILTVPV 
LFFTVRSSLFELGLRKQRFNLW 
PSIPVVTC1LLVVINLVGDLHTP 
P*R1FFGVVGSYILLNML1FILP/S 
IFFILK.ITDQDGDKGTQRIWAAL 
FLGLGVLFSLVS1PLVIYDWACS 
SSSDEGH 


7560 


37928 


A 


7614 


1 


1118 


FNCEIFYSF/SYGDEEISKTFALN 
ERRGEIKIIRKLDFEKIVSYQVDI 
KASDGAGLSGKCTVIIQVVDIN 
DNAPELTMASFTSPIRENSPETV 
AALFSIQDRDS\FALRSLDYEAL 
QEFEFRVGASDPGF\PALSSE\AL 
VRVLWLDANDSSLFVLFPLQN 
GSAPCTELMPGRAAEPGYLVTK 
QLLKATEPGLFGVWAHNGEVR 
TARLLSERDATKHRLVVLVKD 
NGEPPRSATATLHVLLVDGFSQ 
PYLPLPEAAPAQAQAEADLLTV 
YLVVALASVSSLFLLSVLLFVA 
VRLCRRSRAASVGRCSVPEGPF 
PGHLVDVSDTRTLSQRYKYEVF 
LTRGSGTNEFKFLKSVIP/QASG 
RCE*WEEKSNFVNGFGFN 


7561 


37929 


A 


7615 


1 


764 


TRPGAHGASLTDLANLSEGVSL 
AERGSFGAMDDPFKNKALLFS 
NNTQELHPDPFQTEDPFKSDPF 
KGADPFKGDPFQNDPFAEQQTT 
STDPFGGDPFKESDPFRGSATD 
DFFKKQTKNDPFTSDPFTKNPS 
LPSKLDPFESSDPFSSSSVSSKGS 
DPFGTLDPFGSGSFNSAEGFAD 
FSQMS/KGKSTPVSQLGSADFPE 
APDPFQPLGADSGDPFQSKKGF 
GDPFSGKDPFVPSSAAKPSKAS 
ASGFADFTSVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7562 


37930 


A 


7616 




817 


MGFCHVGQASLKLLASDPFGT 
LDPFGSGSFNSAEGFADFSQMS 
KTDPQVRSELLKAGTAARLVTR 
LDPLVSGPH\TR*PELTVALVPD 
SCRASPDAGSVVGAHL*GLGTT 
G A ADGGTP\NSN RSFVLGV 1 1 V V 
WSMCQLYLVPPPPSGPFTSSLG 
GAGFSDDPFKSKQDTPALPPKK 
PAPPRPKPPS/GHRLPVPDGGGP 
GPPCSP/DPE*QQMPWDPVWGA 
RGSPRPSCPGPRKCRMCVVPRV 
IQHPSLLLPSLVGRRSQPQIWRS 
HPMPAAPPS 


7563 


37931 


A 


7617 


3 


1039 


GSLMFQQVPMVEIDGMKLVQT 
RAILNYIASKYNLYGKDIKERA 
LYAMTHDDE\AELRTPAAACKL 
♦SECQFRTRVDAVRTMMIP/AFT 
QVLKSHRQDYLVGNKLSWADI 
HLVELFYYVEELDSSL1SSFPLL 
KVKLLASSVKPVPLPSALRWPA 
HAVAQN1VTSWLTGGRF1ELK.T 
VQ1LDRLELEKPC1DAEDECFNT 
EWSTEFTLLKA WDEY LKA WFA 
LHLLEAMFQPSDSGKSFIFNMS 
VGYNLEGQPLNPKNYPSQGVP 
RVLKSHRQDYLVGNKLSWADI 
HLVELFYYVEELDSSLISSFPLL 
KPHTHVDNTKKGSHPHMCAYT 
DYVNNPNDRMPQRE1TFVS 


7564 


37932 


A 


7618 


2 


698 


NQKTVTMAGKPKLHYFNGRGR 

MEP1RWLLAAAGVEFEEKFIGS 

AEDLGKLRNDGSLMFQQVPMV 

EIDGMKLVQTRAILNYIASKYN 

L YGKD1 KE RAL1DM YTEGM A D 

LNEMILLLPLCPAEEKDAKIALI 

KEK1KSRYFP\AFEKVLQSHGQD 

YL VGNKLSRADI SLWELL YYV 

EELDSSLIS\NFP\LLKALKTQNP 

ATLPHG*RSFLQP\GSPRKPPAD 

AKALEEARK1FRF 


7565 


37933 


A 


7619 


102 


825 


R1MLQETAIMAEKPKLHYFNAR 
GRME\PPRWLLAAAGVEFEEKF 
IKSAEDLDKLRNDGYLMFQQV 
PMVEIDGMKLVQTKAILNLHLP 
ANYNLLMGKD1KGREP*FDYVF 
*EGFSQILGLN*SSFLPVC\PPEVE 
KDAQALPL1QEKTKNRYFPAFE 
KVLKSHGXQDYLVGPTSLSRGW 
TF1WWELLYYVEGAWTPRL1SS 
FPLLKALKTR1SNLPTVKKFLQP 
GSPRKPPMDEKSLEEARKIFRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7566 


37934 


A 


7620 


2 


1256 


CHCGPP/VKVEAYGSQVLK.GVL 
AQVQLTVGPVGPRTHPVVIFPV 
PECIIG1DMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
KIVNQKQYH1PEG1VEISATIKD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AA 1 DLANDFFPIPVHKAHQKQF 
AFRWQGRQYTFTVLPQGRWEI 
NMTK IQGPSTSVKFLGVQ WCG 
ACQDIPS K. VKDKLLHL VPPTTK 
K/EAQCLSGFRREH1PHL\PIYRV 
SRKAANFEWSPEQEKALQQVQ 
AAVQAAWPLGPYDPADPMVLE 
VSVADRDADWSCWQASI/GHK 
VGHAQQHSIIKWKWYIRDWAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAA1GERQETAVGKT 
ARDGEAVCD 


7567 


37935 


A 


7621 




518 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQ1NTSPGTWYAA1DLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCFINL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGSTIKWVVHSS/DS1IKWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKHEWKTGDKGIRGRG 


7568 


37936 


A 


7622 


1 


696 




7569 


37937 


B 


7623 


1 


1014 




7570 


37938 


B 


7624 


1 


837 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7571 


37939 


A 


7625 


1 


2592 


MVRKAKWKPLQLPLPRKIVNQ 

KQHRIPGGTVEISAITKDLKDA 

GVVIPTTSPFNSPIWSVQKTDGC 

WRMTVDYCKLTQVMTPIAAV 

VPDVVSLLKQINTYPGTCKAFLG 

VQWCGACRDI/PSKVKDKLLHL 

APPTTKKEAQHLVGLFGFWRE 

HIPHLGVLLQPMYQVTRKAASF 

EWGLEQEKALQQVQAAVQAA 

LPFG PYDSADPTVLEMSVADRV 

AVWSLWQAPIGESQWRPLGLW 

SKA LPFS ADNYSPFERRLLACY 

WALMETEGLTMGHQVTMQPE 

LP1VTNWVLSDPSRHKVGHAQQ 

HS1IKLKWYICDQARAVPEGTC\ 

*LN KEVAQMP/MGTTRKWTA A 

ALQSLSG ISLKDSGEGKSSQWT 

ELQA VH L VVHFA WKEKWPGT 

WKKHDWKTGDNEIWGRGIWM 

DCSEWSK.TVKIFVSHAHEPSGH 

GGRDGGYAWAQEHELSFTKAD 

LATG I VECP1CQQQRPTLSPRYG 

TIPQGQTF1LTGINTYSIYGFAYP 

AHNASAKIT1RGLTECLIHHHGI 

PHS/1VSD*GTHFTAKDVVETR1H 

RPRNQGVEVEVAPLTITRSDTL 

AKFLLPVPTTFRSANLEVLLLE 

GGTLPPGDPTT1PLNWK.LRLPR 

GHFGLPLPLSQQAKKGVSVLA 

GVTDLDYQDEFSLLLHNRVTA 

AFPSLLH SSFA YLDNMIEKANK 

CHVEGVDHVSDPAQRRECDRH 


7572 


37940 


A 


7626 


20 


238 




7573 


37941 j 


A 


7627 


3 


229 




7574 


37942 


A 


7628 


1086 


1369 


ETGMLPLRLLKPFLSDFAGPLH 
TS1MPTRRFCSKSPT*HTLATAL 
SQGLS*GT*NEASLTKEKVGKN 
RCRYSPSYPPSG1REGKAQLCFY 
THWK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in L'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7575 


37943 


A 


7629 


1 


1805 


MSGRSRGRKSSRAKNRGKGRA 

KARVRPAPDDAPRDPDPSQYQS 

LGEDTQAAQVQAGAGWGGLE 

AAASAQLLRLGEEAACRLPLDC 

GLALRARAAGDHGQAAARPGP 

GICAASLSERLAADSVFVGTAG 

TVGRPKNAPRVGNRRGPAGKK 

APETCSTAGRGPQVIAGGRQKK 

GAAGENTSVSAGEEKKEERDA 

GSGPPATEGSMDTLENVQLKLE 

NMNAQADRAYLRLSRKFGQLR 

LQHLERRNHLIQN1PG\FSGQAF 

•NHVLLASFLNSQEKEVLSYLN 

SLEVEELGLARLGYKIKFYFDR 

NPYFQNKVLIKEYGCGPSGQVV 

SRSTPIQWLPGHDLQSLSQGNP 

ENNRSFFGWFSNHSS1ESDKIVE 

IINEELWPNPLQFYLLSEGARVE 

KGKEKEGRQGPGKQPMETTQP 

GPLSFVWVAVSPSWLPGQQGP 

QELPVDRGPLPVHETHTYPPQL 

SRNPTGCQTDGRAGLPVTPCDK 

KALPCAQCFVSHLLYCMGLQP 

RQKEKINPEVSSITNVAPKDME 

KVHAGALDKPMCGRQGKESQ 

GATHHATPSAISPAPSHPLGSSE 

TLDIDGLAHFLEHSQINPSLLSR 

VL1QRQHLRHVAVTNG 


7576 


37944 


C 


7630 


66 


206 





882 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7577 


37945 


A 


7631 




1643 


VQASQAEADQQQTCLKQLQ\S\ 

QLSRL*KQAIELREAVEQHKVK 

NNDLREKNWKAMEALATAAEQ 

\ACKEKLHSWTQ\AK£ES/ERNQ 

LCLIEAQTAM EALLALLP\ELSVL 

AQQN\YTE\WLQDLKEKGPTL\L 

KHPPAPAEPSFGTWAFQV*GEA 

E\ETQSTICRAEF\DQYRSILGGD 

GRALLRDLQKSVEEEEQV\W\R 

AKVGAAEEELQKSRVTVKHLE 

EIVEKLKGELES\SD\QVREHTL 

HLEAELEKHMAAASAECQNYA 

L\EVAG\LRQLLLE\SQSQLRLPP 

KNRNPQKTEPMSFALGQASS*V 

KLKSHVED\GDIAGAPA\SSPEA 

APQPSRDPRSA*RTQLELDQKPI 

PWRMRQTTSRQKLHGPSFE\EA 

SDLRACSVYKEGFWEKLPHSA 

APPRSFFRNRRE AFTA* RRDLEK 

RGRSLTSDXLGRARPRRLQELSE 

RRTQEQLGKGRRTRVKKLQE\Q 

L\EKAEDGSS\SKEGTSVLSFLFG 

KKKLLFQLYQNALTHSFTIKPT 

NLHSVYPGPNFPVLREKAHEET 

SLFRRPQE V RTFPG G PILLNGTC 


7578 


37946 


A 


7632 


3 


247 




7579 


37947 


A 


7633 




389 


GQEFSPKVY/FVNQTMGN/SCG 
P1GLFNAVANNQDKLG FE Y\G P 
LLNQFLF*NR*KCPPKDRAKCF 
ER\NEAIRAAH\DAVDKEG\QCR 
VDDQGEFPFLFCLQNVDGPPSM 
NLDG\RMPFPRGPMAPSFRRTP 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7580 


37948 


A 


7634 


1506 


3135 


RGLGGGLAEQELQPWSPERSPV 

HNN/RM/QEKSLKDLMELKTM 

AQELRDECTSLSSRFDQLEEKV 

S VMEDEIN EMKQEEKVREKRIK 

RNEQSLQEIWDYVKRPNLHL1G 

VPESDRENGTKLENTLQDIIQEN 

FPNLARQANIQIQEIQRMPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKEIQTTIREYYKHLYT 

NKLENLEEMDKFLDTYSLPRLN 

QEEVESLKRPITGSEIGAIINSLP 

TKKSPGPDGFTAEFYQRYKKEL 

VPFLLKLFQSTEKERILPNSFYE 

ASI1LIPKPGRDTTKKENFRPISL 

MN1NAKILNKILANQIQQHIEKL 

IHHDQVGF1PGMQGWFNIRKSI 

NVIQHINRTNEKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLG1DGT 

YLKIVRAIYDKJLTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFN1V 

LEVLARAIRQEKEIKG1QLGKEQ 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQ1MSELPFTI 


7581 


37949 


B 


7635 


1 


594 




7582 


37950 


A 


7636 


434 


744 


TLACLARLGKFSWIISCRVFSNL 
VPFSPSLSGTPIRRRFGLENRVT 
ATR1LRFSDRLKKRRTTRLYPTP 
GSEGPTPTESR*LLAQQSEIKLQ 
GGSEAGGGAPA 


7583 


37951 


A 


7637 


1 


1077 




7584 


37952 


A 


7638 


1 


348 




7585 


37953 


A 


7639 


1 


831 




7586 


37954 


A 


7640 


275 


457 


LIAYQPK*AQDYMDSQLNSTRG 
TKKSC*GRL*GSGVIHIGSMPVP 
TRTAGPLPFFAGPCR 


7587 


37955 


A 


7641 


341 


504 


1LRFSDRLKKRRTTRLYPTPGSQ 
GPTPRESR*LLAQQSEIKLQGGN 
EAGGGAPA 


7588 


37956 


B 


7642 


1 


627 




7589 


37957 


A 


7643 


121 


375 


DGQQL1ALHRLALRELQQAVH 
AGLPQQAKILFDGGSEIGKIH*L 
RCAHCPLSSRETCRASCINESAT 
RGERPFAYWAPGWFFFHQ 


7590 


37958 


A 


7644 




479 




7591 


37959 


A 


7645 


382 


642 




7592 


37960 


A 


7646 


273 


1464 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7593 


37961 


A 


7647 


76 


1763 


IFGITRFLPFIYQKIHIFSKEQLPD 

LHSHFSDLNLEAHMYASQWFL 

TLFTAKFPLCMVFHIIDLLLCEG 

LNIIFHVALALLKTSKEDLLQA 

DFEGALKFFRVQLPKRYRAEEN 

ARRLMEQACNIKVGVYTGTEL 

Q*DFSLDSLVWSWDSSCCCGK 

ASWQDDGRNLHYGSL*RPCFQ 

PAAR*RLPH*SGGHQQAQVYG 

TN\KKLKKYEKEYQTMRESQL 

QQEDPMDRYKFVYL*VTPAVA 

FILG1FIRS* EKERGKRKWLSTF 

KNETKRKNGKVLF*LCMSYPQ 

RLLAGELFQD*HKDVSNLPLSV 

ENVKNTNSLGRKNKNHKAREN 

RRLQEASMRLEQENDDLAHEL 

VTSK1ALRNDLDQAEDKADVL 

NKELLLTKQRLVETEEEKRKQE 

EETAQLKEVFRKQLEKAEYEIK 

KTTAIIAEYKQICSQLSTRLEKQ 

QAASKEELEVVKGKMMACKH 

CSDIFSKEGALK.LAATGREDQG 

I ETDDEKDSLKKQLREMELELA 

QTKLQLVEAKCKIQELEHQRG 

ALMNEIQAAKNSWFSK.TLNSIK 

TATGTQPLQPAPVTQPPKEST 


7594 


37962 


B 


7648 


1 


618 





885 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7595 


37963 


A 


7649 


1 


2375 


MAGAPPPASLPPCSLISDCCAIN 
QRDSVGVRPSKPGAGYNLVVR 
RFLSLLEKRSIPVGVTRFSRCRP 
SPLSLTRKGNSLTPCASRJINMH 
FQAFWLCLGLLFISINAEFMDD 
DVETEDFEENSEEIDVNESELSS 
EIKYKTPQPIGEVYFAETFDSGR 
LAGWVLSKAKKDDMDEEIS1Y 
DGRWEIEELKENQVPGDRGLV 
LKSRAKH H A IS A VL AKPFIFAD 
KPLIVQYEVNFQDGIDCGGAY1 
KLLADTDDLILENFYDKTSYIIM 
FGPDKCGEDYK.LHFIFRHKHPK 
TGVFEEKHAK.PPDVDLKKFFTD 
RKTH L YTLVMNPDDTFE V LVD 
QTVVNKGSLLEDVVPP1KPPKEI 
EDPN DKKPEE WDERAKIPDPSA 
VKPEDCALGLELWSMTSDIYFD 
NFIICSEKEVADHWAADGWRW 
KIMIANANKKKHKDTEYKKTDI 
CIPQTKGVLEQEEKEEKAALEK 
PM DLEEEKKQN DG EMLEKEEE 
SEPEEKSEEEIEIIEGQEESNQSN 
KSGSEDEALAEQPREGPGVPGP 
IPPKRPSRSP1PEPRAAKRLPTQE 
LRGESYTMSASGTARGPSPKER 
LGLTTKTGEKEVAQGFCREPGL 
RRPPNAQARDRSSRAPATHRKE 
LKPEREHISCSRSHIRYQEWSVL 
RDTVHRNLVLDTKRHPALILVE 
YKERTSSPATEQSCMENDFDEL 
REEGFRRSV1TNFSELKEDVQT 


7596 


37964 


A 


7650 


914 


2786 




7597 


37965 


B 


7651 




2369 




7598 


37966 


A 


7652 


333 


752 


MSYVSRYGCGGRKNVATVSKG 

WAGSLAWPGGFPRKVKGGGS 

WRPSGGV/DVAAPVRARLALLL 

SG PI ASESPLTTN PHSHSARRPR 

TYI/GHAPALRVTN/PESFSYWG 

TRGPSATMACDGLTRTGHSSPS 

RARSPPLLCARSL 


7599 


37967 


A 


7653 


1 


177 


RPLPSRPHAAPPGHHTISSGPCG 
HRK.FSPKAGDSNTPRTRSRPRV 
SCALPPDVRGSWLS*KWNQIW 
YHTLPQPQENTPKSQENKPKSK 
PQPTQR*TRGPW\PSSRCRVRSG 
/THRRPGLFLS*KQ/PSESIGHSR 
ALSAFTPAEMISTLPPPPTSKSPL 
AARAAPPGNG*SPKAGDSNTPR 
TRSRPRVSCALPPDVRGSWLS 



886 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7600 


37968 


A 


7654 


1 


1430 


MQDTCSEIISPADFPTFSSSLKIR 

FSTDSPSQIFKKHC1QKIVL1LLP 

KNSYTRRLLVSNQMYLESFEH 

QCRKTHILCK.RTAGSGPFCSCPT 

GQPRHNSSASKCPASERGLCLK/ 

PKSKREKREPGPVAPAPLHAAP 

SSPGLGAPQLR*PGRTRSFGRD 

HVGSPGPPRAGPRLFAPRPVLS 

RCSANPSGSPHTQSPKQSSTGQI 

SGRADQVCGCWIRKRGVPGAA 

RGSPGCARTCHSRGHPHAAPFP 

QCNSLAPSAPAGLWRTQNAGP 

SG/HAQPSCPPPVPL*PPHPHP*G 

LSFSSCSRSWVPNTPP/EPREGE 

GQVPGRRAASAPGASFSAPGT/P 

RAPQPLPHPFPVAQSPPAAVAA 

SSESCKREAARRSPGASALHLPP 

KSARPRQAPCPTLTDGGH1FPAS 

AARP*HKGHQTAEGK.NPGRAD 

TSTSPFATFPF1SGGEEKSRSPVL 

PERTRQREEAPGPPSSPLRGLW 

LTFWFVFL 


7601 


37969 


A 


7655 


1 


609 




7602 


37970 


A 


7656 




649 


AKD/ELHIVEQGHDIRGRSIKIT/ 

LATLKMS/VQPTFS/LGGFE1QPT 

VV*GLKCVSGPCHISGQHLVA/ 

VEEDAESEDEEEENVKLLSISER 

RSAPGVVSMVPQKKVKALAAD 

EDDDDDDEEDDDEDDDDDDFD 

DEEAEEKAPVKKSIRDTPAKNA 

QKSNQNGK\DSNPYSHPRSQG\ 

QDPFRK.QEKT\PKTPKGP\SSVE 

DIKAKMQASIGKKRIEPVLGTY 


7603 


37971 


A 


7657 




1013 


PWCDSVLRGCSLEQRSFISVRLL 

SYLSACRHPMEDSMDMDMSPL 

RPQNYLFGCELKADKDYHFKV 

DNDENEHQLSLRTVSLGAGAK 

DELHI VEAEAIVTNYEGSPIKVTLA 

ATLKMSVQPT\VSLGG\FEITPPV 

VALRLKCGSGPVH I SGQHLV AV\ 

EEDAESEDEEEEDVKALLSISGK 

RS AP\GGG\SKVPQKKSKTCM L 

MKDDDD\DDEED\DDEDD\DDD 

DF\DDEEYAEEK.APSERNLYRDT 

PS/AKNAQKSNQNGK\D\S1CPSS 

TPR\SKGTRIPSKKQEKTPKTPK\ 

GPSSVED1KAKMQAS1EK\GGSL 

PKVETKF1NYVKN\CSRMT\DQE 

A1\QDLW\QW\RKSL 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7604 


37972 


A 


7658 


9 


271 


GRVCKALWHSDWHTARVLCIN 
STTTITASCNP/RHTARRSLTTPT 
*MCRLENWTKNLLFNGPVPVL 
VMSLLFIASVFMLHIWGKYTRS 


7605 


37973 


C 


7659 


189 


500 




7606 


37974 


A 


7660 


5 


291 


ATPSPPSPPG/VPT*RPELLGPRR 
ERLLGPEGS/PGGGALPGVPPSR 
FVRTASSTLFLPPSPRPAFPPSSIP 
L V PS PPRHC ARSRETWPRTLR1G 
SAP 


7607 


37975 


A 


7661 


1 


431 


L ALQFSFLQNRQG LNLLI AEKG 
RLCIFLNEECCFYLNQSG L V YD 
NIKrCLKDRVQKLANQANNYAE 
PPWALS\NWMSWVLPILSPLIPV 
FLLLLFGPCVFCLVSQFIQNRIQ 
AI ANNS 1 * QMLLLTTPQ YQPLPQ 
NLSSVESLPL 


7608 


37976 


B 


7662 


41 


1547 




7609 


37977 


B 


7663 


74 


298 




7610 


37978 


A 


7664 


3 


647 


EL WTRGPRKRQN GSSKPLWLL 
YGESGAQKSVVEVTKPRLLWP 
QWIQHRARRPCLQQAPCSSRPH 
APAS\LPPSSSPTARDTKHRAQV 
KTTDSGARRRDGRVLGVLEVS 
RSIADGQYKRCGWTSVPDMRR 
C\QLTPQ*PGSILLACDGLF\KVF 
TPEEAVNF1L\SCLEDEKIQTREG 
KSAADVR\YEAA\CNMLANKA 
VAAGARPDNVTV\MVVR\IGH 


7611 


37979 


B 


7665 


1 


1302 




7612 


37980 


A 


7666 


3 


1268 


SCARVAAWGGKLRRGLAVSRQ 

AVRSPGPLAAAVAGAALAGAG 

AAWHHSRVSVAARDGSFTVSA 

QKNVEHGIIYIGKPSLRKQRFM 

QFSSLEH EGEYYMTPRD\FLFS V 

MFEQMERK\IQSRS*QKRFIEDT 

LSGIPTAGCGSSFFQRPWAIKGL 

I\SYNRVIFFFALQSSLNPIPGFH 

VAFKMLDTDGNEMIEKK/ENFL 

SCRRS*VNKMT*LTVKTNETWI 

SGSNK*KNLKL/DTTLQMRFFG 

KRGPRKLHYKEFRRF\WENLQT 

EIQGN/VEFLQFSKGLSFMRKRR 

TLQSGYFFSTNTENKDIYWKNV 

REKLSAGESISLDEVKAFCHCT 

RQIGTLCY/SAMQMFTLAHRPV 

RLAEFKRAVKVATGQELSNN1L 

DTVFKIFDLDGDECLSHEEFLG 

VLKNRMHRGLVGTTTSEYTRIL 

EVCEERKH 



888 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7613 


37981 


A 


7667 


2 


342 


QNRG PG RT* DFL PN S/VG E K I LS 
FCNCSLGSIGALGPACCRVLSEL 
SEEQVFHVNYLDVEELSLSRLC 
QCLVELSFQLATAYHGSATTRE 
A A RGEA ACRAHLMF WCLCIWQ 
FCRL 


7614 


37982 


A 


7668 


1 


1166 


VGCVLGRVEAAVTVAPAGTEE 
GMSEEEQGSGTTTGCGLPSIEQ 
MLAANPGKTPISLLQEYGTRIG 
KTPVYDLLKAEGQAHQPNFTF 
RVTVGDTSCTGQGPSKKAAKH 
KAAEVALK.HLKGGSMLEPALE 
DSSSFSPLDSSLPEDIPVFTAAA 
AATPVPSVVLTRSPAMELQPPV 
SPQQSECNPVGALQELVVQKG 
WRLPEYTVTQESGPAHRKEFT 
MTCRVERFIEIGSGTSKKLAKR 
NAAAKMLLRVHTVPLDARDG 
NEVEPDDDHFS1GVGFRLVDVL 
QNRGPGCTWDSLRNSVGEKILS 
LRSCSLGSLGALGPACCRVLSE 
LSEEQAFHVSYLD1EELSLSGLC 
QCLVELSTQPATVCHGSATTRE 
AARGEAARRALQYLKIMAGSK 


7615 


37983 


A 


7669 


2 


328 




7616 


37984 


A 


7670 


181 


1271 


LEASLDQH*ASVHSFRSHIHV1S 

RTHRK\SQRDPSELDAEHAQKV 

LEMEHTQQMKLKERQKFFEEA 

FQQDMEQQYLSTGYLQIAERR 

GE WGLG LLV WGLTGCAGCHD 

SSWGLVRWYKCYSFKFVDEPC 

LQFERNCKPIGSMSSMEVNVD 

MLEQMDLMD1SDQEALDVFLN 

SGGEENTVLSPALGRVDKLALA 

EPGQYRCHSPPKLQQWCGSVM 

N SSQRFDMLHSGNFEIHLSLLL 

VVKDWRLQGGADSPAGLTGNS 

SLFVRQAFRGVPAMGKAMGSS 

QVLQAPGPESSTCQNE1TLQVP 

NPSELRAK.PPSSSSTCTDSATRD 

ISEGGESPVVQSDEEEVQVDTA 

LATSHTDREATPDGGEDSDS 



889 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7617 


37985 


A 


7671 


60 


965 


QRGVGGVGPRGRQRQQQPEA* 
GEETAAAAAMLETLRERLLSVQ 
QDFTSGLKTLSDKSREAKVKSK 
PRTVPFLPKYSAGLELLSRYED 
TWAALHRRAKDCASAGELVDS 
EVVMLSAHWEKKKTSLVELQE 
QLQQLPALIADLESMTANLTHL 
EASFEEVENNLLHLEDLCGQCE 
LKRCKHMQSQQLENYKKNKR 
KELETFKAELDAEHAQKVLEM 
EHTQQMKLKERQKFFEEAFQQ 
DMEQYLSTGYLQIAERREPIGS 
MSSMEVNVDMLEQMDLMDIS 
DQEALDGLPELWRRREHCAVP 


7618 


37986 


A 


7672 


1 


124 




7619 


37987 


A 


7673 


3416 


3920 


CCLIKND1KEKLHYSDCRLNVG 
QPCILPRNAFEFDLLIFYLGNLH 
FYISEIGLLGYCTFFFFFFEMESC 
SLTQAGVQ*CNLGPLQPLPPGL 
E*F/SCLSLPSSWDYRHVPPHWL 
IFVFLVEMGFCYVGQAGLEFLT 
SG DPPTS ASQS ARITG VSHHAQ 
PGYC1L1LGFC 


7620 


37988 


A 


7674 


1 


387 





890 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5*10,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7621 


37989 


A 


7675 




1827 


MKKVGGRVFWAKERASAEAL 

RHELAGLLKKCKGSAADADQG 

GLGQGCRRHSKRWEGFTRGAS 

RAARLGNEEQDAASAGPGPNG 

CG HLGAEEPS A A ASGMDQC VT 

VERELEKVLHK.FSGYGQLCER 

GLEELIDYTGGLKHEILQSHETC 

LSVVLLSLPMVMAGSGNLKVL 

QLCRFLHMKTGGEMNYGFHLA 

HHM\ALGTSIFGEEGRYSL\STS 

NSS1AALLCALYPHFPGFTALD 

NRYH LQ\ALR\HL Y VL\A A EPR A 

FLVPVGCGTQTRPCY\ALLG SLP 

YKGTQWY\EQTKE\DLMAPTLL 

PELHLLKQIKVKGPRYWELL1D 

LSKGTQHLKSILSKADGVLYVK 

LRAGQLSYKEDPMGWQSLLAQ 

TVANRNSEARAFKPETISAFTSD 

PALLSFAEYF\CKPTVNMGQKQ 

E\ILDLFS\SVLYECVYPRETP\E 

ML\PAYIAMDQLIRRLGEREMS 

ETSELW\QIKLVLEFFSSRSHQE 

RLQNPPLKRGALLMELGNSPPF 

CKCT\INNTL\DTW\LQVRGDIC 

VNAYLTGQPL\EESQL\DMLACF 

LVFHFVPSSTALPTL* D* K.GSTS 

FA\ELLFKFKASLKMPSAELCLR 

LAPLPSLEIPQPNGDVTVSGGEP 


7622 


37990 


B 


7676 


374 


515 




7623 


37991 


A 


7677 


102 


1237 


HSHRAACPDTNRLVPGASR*HY 

LHRCRSRHSSS/NIGKNI/HSLRA 

GAVNNQSRPQSHSSGEFSLLHD 

HEAWSSSGSSPIQYLKRQTRSSP 

VLQHKISETLESRHHKIKTGSPG 

SE V VTLQQFLEESN KLTS VQIKS 

SSQENLLDEVMKS\LSVSSDFLG 

KDKPVSCGLARSVSGKTPGDFY 

DRRTTKPEFLRPGPRKTEDTYFI 

SSAGKPTPGTQGK1KLVKESSLS 

RQSKDSNPYATLPRASSVISTAE 

GTTRRTSIHDFLTKDSRLPISVD 

SPPAAADSNTTAASSEYHLHQ 

WSSH1LDIPTHTIGSCAQNDLAI 

DMPEPLYAQARNSRTGRSHFL 

NQTFATIRMPSDAFGMLAKDK 

HRTIYCGPFISAILIPEYRIS 



WO 01/075067 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7624 


37992 


A 


7678 


1256 


1971 


hncalhadstmrgkaplfr.pt 
yklmeqlllrifrwisqkcqnv 
evtsicwf/ctctysgwveayp 
trtekpykkgkndpsctkgqc 
n plel v itn pln ph wkkg er v t 
lgidrarldprvn1lvrggevy 
erspepvfqtfydelnvpvpe1p 
gktrnlflqlaecvaqplnvts 
cyvcggtvtgyqwpwkarel 
vpvdpvpdeflaqknypdnfw 
vlkpsitgqyciaregkkfthp 


7625 


37993 


A 


7679 




1710 




7626 


37994 


A 


7680 


1 


561 




7627 


37995 


B 


7681 


1 


642 




7628 


37996 


A 


7682 


2 


611 




7629 


37997 


A 


7683 




1718 


MLSIQSTHAEKELENFFQNTED 

WYFHTSHHLSSLRFFSARESNC 

SM KLYEEA YMERYRDFLPATM 

WSAHTEVDVPGQATWIKQKSE 

KDPVHLQKGKNGPSCTKGQCN 

PLEL V I TN PLDPC WKKEER VTL 

G1DGAGLDPQVH1LVRGEVYKH 

SPEPVFQTFCDELNVPVPEIPGK 

TRNLFLQLAWHVAQCLNVTSC 

YVCGRTIIGDQWPQEAQELVPT 

DPVPDEFLAQKNHPDNFWVLK 

A\S11GQYCIAREGKEFTHPIG*L 

SCRRQKLYNGTTKT1T/W/RGSS 

NHTERNPFSKFPKLQTVWTHLG 

VP\RAWEQPPLGFLLGYVRAWS 

LLTGLLDHWAGSCCLLGTI\KPS 

FFPTAP*KQGKLLGFPVYASRE 

KRJIAIENWKDDEWPPPERIIQY 

YGPVTWAQDGLWGYQTPIYVL 

NRIIRLQAALEIITDKISRALTIL 

AWQETQMRNAISQNRLALDYL 

LAAEGGVYGKFNLTNCCLHVD 

DQGQVVED1VRDRTKLAHVPV 

QVWHEFDPGAMFGKWFPALG 

GFKTLIIGVLIVIGTCLLLPCLLP 

VLLQM1KSFIATLVHQNASAQV 


7630 


37998 


A 


7684 


3 


406 


TLISF1YPAQNPELLNKLSQRKT 
TVLAMDQVPRVT1AQGYDALS 
SMANIAG/YLIVGGGVAGLASA 
GAAKSMGAIVRGFDTRAAALE 
QFKSLGAEPLEVDLKESGEGQG 
GYAKEMSKEF1EAEMKLFAQQ 
CKEVDI 


7631 


37999 


A 


7685 




236 




7632 


38000 


A 


7686 


1 


978 




7633 


38001 


C 


7687 


415 


453 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7634 


38002 


A 


7688 


3 


408 




7635 


38003 


B 


7689 




2137 




7636 


38004 


A 


7690 


112 


3688 


GNWGARKLGTHINMANLLKTV 

ATGCSC PL LNN LG SCKGLRVK 

KDFLRTFYTHQELWCKAPVKP 

G I P YKQLT VG VPKE1 FQNEKRV 

ALSPAGVQNLVKQGFNVVVES 

GAGEASKFSDDHYRVAGAQIQ 

GAKEVLASDLVVKVRAPMVNP 

TLGVHEADLLKTSGTLISFIYPA 

QNPELLNKLSQRKTTVLAMDQ 

VPRVTIAQGYDALSSMANIAGY 

KAVVLAANHFGRFFTGQITAA 

GKVPPAK1L1VGGGVAGLAS 


7637 


38005 


A 


769! 


2 


288 


EFPATIQSNRARGAKPGRRVDR 
G PQARCFDVGGCPRS APSNGLR 
NSEPSP*GR/CGRSPVSPALSSSR 
DVNLPCMLSSGTDSGACSEVLV 
GTLYRPL 


7638 


38006 


A 


7692 


54 


522 


RFHMSSLSASPPPRRLWTQMNT 

QCLVFSASHLPRCQEMLFQGTV 

♦EKPHSPRCFSPAKKPRPAGAPA 

ASHKCR/CTP*PGPPSEPTV/PSD 

KAPLVGNAESQRVASPSGPPAP 

CSPVVGWPGTYKAIPASGTVAP 

TPLSAGTTDMTRLCPLSLEFLL 

ND 


7639 


38007 


A 


7693 


3 


57 


RAGAGRSERAVAEES*GGLSGS 
CG RHN PGQSRLQRRPSQDVELE 
DCCRGC*SGSLWLRTLRPKRPA 
PFGGFSVPASSAASIPTGSAVVQ 
PGPLPGPTGKSPPVFAGSGPSSN 
PQPAFS\NMRTRDGSKPGSA/SF 
APLTPPLEPPAGLRAPSSGVSPL 
LPATIQSNRARARSPGDA*AAP 
PRPGVLTSAVPLPRRVT/CLRNS 
RAFAPAVRTNAVTP*PGGVSGP 
SQRRAEAA 


7640 


38008 


A 


7694 


3 


237 




7641 


38009 


A 


7695 


114 


186 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7642 


38010 


A 


7696 


73 


904 


FGGFLANLSYQEALSDTQVA1V 

NILSSTSGLFTLILAAVFPSNSGD 

RFTLS*ELLAV1LS1GGVGLVNL 

AGSEKPAGRDTVGSIWSLAGA 

MLYAVYIVM1KRKVDREDKLD 

IPMF\FGFAGLFNLLLLWPGFFL 

LHYTGFEDFEFPNKVVLMC11IN 

GL1GTVLSE\FLWLWGCFLTSSL 

IGTLALSLTIPLS1IADMCMQKV 

QFSWLFFAGAIPVFFSFFIVTLL 

CHYNNWDPVMVGIRRIFAFICR 

KHRJQRVPEDSEQCESLISMHSV 

SQEDGAS 


7643 


3801 1 


A 


7697 


1 


308 




7644 


38012 


A 


7698 


3 


397 




7645 


38013 


B 


7699 


1 


963 




7646 


38014 


A 


7700 


3 


1433 


KIRVTSKALELGKAQGQTGTD 

GSGRGWGRPNSGGKEGHFYYN 

ISE*VGGGASRSGAGPRRWRRG 

PRMLQITNASLGLRFRRQLLYW 

FL*GPSTLRGVESGSGGLEVLW 

GSRDPAGRMKVSNVSCQASVS 

RMHAAFGGTFK*APAPTPAHPF 

RAPQLICLAQVWAATGRRVAR 

VGMLSL*EGPGELVAGESGCA 

AVMQHLRAGPFRALLFTSNLD 

MDFRVSCLGWCMTSDFLTRPL 

SLLSLQEEERMVYVAFSEFFFD 

SAMESYFRAGALQLLLVGDKV 

CHGLFVGWAREGL*QSSLPHC 

AGGGRDRATCTPVRPRRGAAIK 

PSGTTISVTASVTIALVPPDQPE 

VQLSSMTMVRVPEWGLLAGG 

QGKMGCGLLSR*AGALPCTSVI 

GGQSHLSTGMGWAGFVRS*PS 

PSPRKA/RGVRMEEER\GVNWA 

GPD*ATNHAVSGGRMGKEGGP 

SPLSIAPQCHRPADVRASTAPTP 


7647 


38015 


A 


7701 


2 


391 


MALRGKALRTTSDLRRFRIYSN 
HSATWICSLA/L*IPLQAPLK\TM 
LPELG*MPQCSNERT\WRG\VQ 
DPHYPEGIKLCAMKVVTNPCGI 
PSPIGA*SPTFAKGLREV1EKNR 
P\ADVRAS\TAPTPSHSSCLSP 


7648 


38016 


A 


7702 


1 


189 




7649 


38017 


A 


7703 


202 


455 


KCDILPTALDSIHH/SSHRVHLA 
HSPHSLQ**HPHPLAQPSQQDRP 
SVPL**MSLADPESHLSESHSHF 
HL*PACRV*AYDLLPL 


7650 


38018 


A 


7704 


313 


378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7651 


38019 


A 


7705 


126 


1246 


PNGLRPPCPSPASETPGNAPVCD 

PGSSSQGAQGKLNAWWAPGM 

A/ASRSLHSLHPVR/RACALPAQ 

SLLGPLRSFRCHLSDPVFRTGAP 

PGQGSWQYKVLVHAQERELTQ 

L REKLREGRDA SRSLNE H LQ A L 

LTPDEPDKSQGQDLQEQLAEGC 

RLAQHLVQKLSPENDNDDDED 

VQVELAEKVQKSSAPREMQKA 

EEKEVPEDSQEECA1 T YSN S HG P 

YDSNQPHRKTKITFEEDKVDST 

LIGSSSHVEWEDAV/HHYSRK* 

K***GRG RKRASVSQKPEETPS\ 

PRPEPPPRGSGEAERSVGSWDA 

SSRSLRRLHPLREPVPTLPSRFR 

GRCGASAAIFGSCVPHGGSTRA 

GMMGSKEVGKGGDPGEETSPV 

ALFS 


7652 


38020 


A 


7706 


3 


5665 


LLEKLRQR1HDKAVALERAIDE 
KFSALEEKEKELRQLRLAVRER 
DHDLERLRDVLSSNEATMQSM 
ESLLRAKGLEVEQLSTTCQNLQ 
WLKEEMETKFSRWQKEQESIIQ 
QLQTSLHDRNKEVEDLSATLLC 
KLGPGQSE1AEELCQRLQRKER 
MLQDLLSDRNKQVLEHEMEIQ 
GLLQSVSTREQESQAAAEKLVQ 
ALMERNSELQALRQYLGGRDS 
LMSQAPISNQQAEVTPTGRLGK 
QTDQGSMQ1PSRDDST 


7653 


38021 


D 


7707 




1098 




7654 


38022 


A 


7708 


193 


5850 


HCQRNTTGEHCEKCLDGYMIK 
S*DSLFGDVWN*LP1FASNFSFA 
EL*K*GFVRDYHK*TFVCS/CLL 
NP*GPEFVGKKIKRKKNHDAK 
YLNV*YS/CFRCAPGYYGNPLL1 
GSTCKKCDCSGNSDPNLIFEDC 
DEVTGQCRNCLRNTPGKYCHIL 
S1KKCISRLLFLFPTVCNCGGGP 
CELH*EQNFWFKNYFNSRHPLP 
QTDVSWCSAKTACL*HAFDL*F 
♦RNVSPPGCDK.CVWDLTDALR 
LAALSIEEGKSG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7655 


38023 


A 


7709 


1 


713 


TPCFESPN/ETGTYFSTKAGYVL 
LN/ESSN/IGIEFEIAFK.VRPRSSS 
GTLVHGHSVNGEYLNVHMKN 
GQVIVKVNNG1RDISTSVYTPKQ 
SLCDGRWHRITWIRDSNVVQL 
DVDSEVN\HVVGPLGIQKPIDH 
REPVL\VGGVPRILY*HPRFCPP 
QNPFTG\CIR\HFV1DGPPQWSFQ 
VKAAPGQAGARKASNSLSQQP 
GHGQKHSCPKYKVPLRALEKE 
HKASPGGTVTLSFGVGSFSSS 


7656 


38024 


A 


7710 


3 


322 


DGVSHCRPGWSAVA*SQLTAT 
STSWVQMIACFTLPSSWDYRCT 
PPCLTNFCVCIFSRDRVWAMLA 
GW\LKNS*PQAIRPPQPPKVLGI 
TGHEPRAPGQKILTFH1LT 


7657 


38025 


A 


7711 


2 


480 


Y SPPEC PFCGKIEEHSEDM ETH 

VKTKHANLLDIPLEDCDQPLYD 

CPMCGLI CTN YH1LQEH VDLH L 

EENYTFSKAWIESSVLVIYNWLT 

SFSKKKTERGD/PEESRQEIEEF 

QKLQRQYGLDNSGGYKQQQLR 

NME1EVNRGRMPPSEFHRRKA 

DMMESLA 


7658 


38026 


A 


7712 


187 


468 




7659 


38027 


A 


7713 


1 


1 110 


MHCIETGVERRILGLLLFRGSLA 

SV1RPGEVLDAAHALVCQRGPK 

GKPSGAQCGSCWPLGRPKALT 

QLVPASFVCLACAFGAERLGDS 

ALRSSDLTHHLLVNTMLSCNIC 

GETVTSEPDMKAHLIVHMESE1I 

CPFCKLSGVNYDEMCFHIETAH 

FEQNTLERNFER1NTVQYGTSD 

NKKDNTLQCGMEVNSSILSGC 

ASNHPKNSAQNLTKDSTLKHE 

GFYSENLTESRKFLKSREKQSSL 

TEIKGSVYETTYSPPECPFCGK1 

EEHSEDMETHVKTKHANLLDIP 

LEGMDRVQCSGDLQLAHQLQQ 

EEDRKRRSEESRQEIEEFQKLQR 

QYGLDNSGGYKQ\NNYEIWR* 

K*IGEECLHLNFIGEKLI 


7660 


38028 


A 


7714 


2 


303 




7661 


38029 


A 


7715 


97 


233 


RTVTCYHRNSRACHPQQITSCP 
♦HRALPCLPLWSPKCPSRWPWF 
G 


7662 


38030 


A 


7716 


229 


359 


MKWVYCSVTGMGKGQHRMP\ 
S KG * G WVQRYN RDG I PSPRVLE 
LF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7663 


38031 


A 


7717 




1185 


MSTIDDPRLQGRRMCLMLRGT 
PEQKALVIGGEACMWGEYVDN 
TNLVPRLWLCPPSTQDLANEGI 
REMT1LHRHIPDRGKGVMRSCS 
FRTPRPFTLACGPEKSLM DPQS 
QSNSEGASSSLVVKLADTDRER 
ALRRMQQMAGHLGAFHPAPLP 
LGACGAYTTAILQHQAALLAA 
AQGPGLGPVAAVAAQMQHVA 
AFSLVAAPLLPAAAANSPPGSG 
PGTLPG L PAPIG VNGFG PLTPQT 
NGQP\APTRSTITGSPL1/SGWSQ 
SRPILRIMKYAEQRIPTLNEYCV 
VCDEQHVFQNGSMLKIQPDTII 
QVWREDIPVNYMKELELVTKA 
GFRALLSAPWYLNRJSYGPDW 
KDFY1VEPLSFEGTPEQKALVIG 
GEACMWGEYVDNTNLVPRLW 
AHRIQL 


7664 


38032 


B 


7718 


1 


1196 




7665 


38033 


B 


7719 


184 


1689 




7666 


38034 


A 


7720 


228 


407 




7667 


38035 


A 


7721 


1 


725 


MQRGALSPVLMLSAAPEPPPRP 
PPGLSPPGSGPGSGSRHGSARPG 
PTPEPSGSLGAALDSSLRAAVA 
FKAEGQRCYREKKFREAIGKY 
HRALLQLKAA/LGGPP*RPARP 
RPPGPTSS PGPA RLSEEQRRL VE 
STEVECYDSSPAXCLLQSELVNY 
ERVREYCLKVLEKQQGNFRPP 
YRAGMAFYPLGDYARALRFLQ 
EAPSREPPDTNVLRYUQLTQLK 
MNRCSLQREDSGAGSQTRDV1 


7668 


38036 


A 


7722 


] 


262 


NGKEPGRYTFEDAQEHIYKLM 
KSDSYPRFIRTSAYQELLQAKK 
KGRNIPIFPCHKNCTPTLRASTN 
LL*KEGKSLTSKRLTSLAQSY 


7669 


38037 


A 


7723 


1 


1392 
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SEQll) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7670 


38038 


A 


7724 




1544 


MAQGNNYGQTSNGVADESPN 

MLVYRrCMEDVIARMQDEKNGI 

PIRTVKSFLSKIPSVFSGSDIVQ 

WLIKNLTIEDPVEALHLGTLMA 

AHGYFFPISDHVLTLKDDGTFY 

RFQTPYF WPSNC WEPENTD Y A 

VYLCKRTMQNK\ARL\ELADYE 

AESWA/RGLQRAFAPKW\EFIF 

M\QAGAQAKVDKKRDKIERKIL 

DSQERA FWDV HRPVPGC VNTT 

EVDIKKSSRMRNPHKTRKSVY 

GLQNDIRSHSPTHTPTPETKPPT 

EDELQQQIKYWQIQLDRHRLK 

MSKVADSLLSYTEQYLEYDPFL 

LPPDPSN PW\LSDDTTFWELE\A 

SKEPSQQRVKRWGFWAWDEGI 

GKTQLGRRNSFLKIF*EFRISGS 

GNFKVLG WA SG RTLKK.RPF\KE 

VPSRVQEIWQEFLAPGAPSAINL 

DSRS YDKTTQN VKEPG R YTFE 

DAQEH1YKLMKSDSYPRFIRSS 

AYQELLQAKKKGKSLTSKRLTS 

LAQSYLNGSSCSMNADWSHCT 

HFVAQCCDLEQRTLEQDVA 


7671 


38039 


C 


7725 


81 


439 




7672 


38040 


A 


7726 


531 


686 


GWQWLHRPPGATQHCGGNLP 
AEESLPARATN*ARPAAHTRGG 
RGQDLPPGG 


7673 


38041 


A 


7727 


93 


428 


LHCQVHLSL1DLPLLI\SFLLLLF 
*D*VSLLLPRLECSGAISSHCSL 
H/LGPGSRDSPASAS*VAG1TGT 
CHHVQLIFVFLLETGFHRVSQD 
GLDLL/TMLVIRLPRPPKVLGLQA 


7674 


38042 


B 


7728 


99 


425 




7675 


38043 


A 


7729 


35 


861 




7676 


38044 


B 


7730 


141 


586 




7677 


38045 


A 


7731 


116 


926 


AEIVAQEVSEEGGKSRK.GPQFG 

KSQYQELIRRSECGLNRGEGESI 

KANMQQVIYIFP1TLAEVVLRP 

HSYPSKKTGLTLLAAASIAYISR 

♦EWLYFETGTWVYPVFAKLSLL 

GLAAFFSLSYVFIASIYLLGEKL 

NHWKWWSVRNSTL1LYIRMAK 

SHTQSPTSLAHMPFCSIKIEMAE 

VPSSAQSMNWCEKLLVFPPR*C 

CFLRPRDSVSPPVFAWFILMHF 

NTRLFQEAFPGQPQILQRWRLE 

SVGICFQWPDWKSPAKHQLVK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7678 


38046 


A 


7732 


32 


394 


GICAVLPIMRETLGDFHYQIHCC 
PDLPGTDLGHPGSPDLGEVKFL 
SOT* E VTSLQVSGKV WR* WTA1 
CTHTSQSLS1SLLAFCLRSASATS 
LTLSHCVNVVKGLLDFKKRRG 
HS1GGAPEQR 


7679 


38047 


A 


7733 


1 


765 




7680 


38048 


A 


7734 


3 


1295 


QARVSQELKKAAK.RTVSISEGP 
DTLGDGMRERRETLALAPEPEP 
LEKEACEKWKRPFRSASATSLT 
LSHCVDVVKALLDFKKRRGHSI 
GGAPEQRYQI1PVCVAARLPTR 
AQDVLDAHLSEVQCCSF\GPNS 
SLLATGGADRL1HLWNVVGSR 
LEANQTLEGAGGSITSVDFDPF 
G/SNQVLAATYNQAAQLWKVG 
EAQSKETLSGHKDKVTAAKFK 
LTRHQAVT\GSRDRTVKEWDL 
GRAYFSRVTIQCSFSYCNDVVCG 
DH1IISGHNDQKIRFWDSRGPHC 
TQV1PVQGRVTSLSLSHDQLHL 
LSCSRDNTLKV1DLRVSNVTARG 
FRADGFKCGSDWTKAVFSP\DR 
S YALATLPVMG PF* I WECGTPG 
KNWKKQELTGTPIALPVQTPW 
P WCLLPG SPHGETWTQG RKGC 
AFGSRAHDLPA LG WRLLPEA 


7681 


38049 


A 


7735 


123 


463 


DVEVGLISQLQDCELGGCIPLK. 
VFPAVFRLPLSLHTFLPLPLSRT 
LASGGDGATSASCCRCPGAVSI 
S*L*QTVASP*VLVFVHSRKE\T 
GKTARAIRDMCLEKDTLGLFLR 


7682 


38050 


A 


7736 


1 


489 




7683 


38051 


A 


7737 


1 


423 




7684 


38052 


B 


7738 


1 


900 




7685 


38053 


A 


7739 


] 


1824 




7686 


38054 


B 


7740 


400 


969 




7687 


38055 


A 


7741 


3 


4781 


EISATQI I VCTPEK WDIITRKGGE 

RTYTQLVRLIILDE1HLLHDDRG 

PVLEALVARAI\RNIEMTQEDVR 

L1GLSATLPNYEDVATFLRVDP 

AKVLFYFDNSFRPVPLEQTYVG 

1TEKKAIKRFQIMNEIVYEKIME 

HAGK\NQVLVFVHSRKETGKT 

ARA1RDMCLEKDTLGLFLREGS 

ASTEVLRTEAEQCKNL*LKDLL 

PYGFAIHHAGMTRVDRTLVED 

LFAVDKH IQVL VSTATL A WG VN 

LP*H\TALFK 


7688 


38056 


A 


7742 


2 


518 





899 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7689 


38057 


A 


7743 


18 


1108 


CSGIPRFRDSQSTRAACFFPAWT 

RMRAPSMDRAAVARVGAVAS 

ASVCALVAGVVLAQYIFTLKR 

K.TGRKTKOEMMPEFQKSSVRIK 

NPTRVEE1ICGLIKGGAAKLQIIT 

DFDMTLSRFSYKGKRCPTCHNI 

IDNCKVRLQMNVEKSYCQLKEK 

YYAIEVDPVLTVEEKYPYMVE 

WYTKSHGLLVQQALPKAKLKE 

1VAESDVMLKEGYENFFDKLQ 

QHS1PVF1FSAG1GDVLEEVIRQA 

GVYHPNVKVVSNFMDFDETGV 

LKGFKGELI\HVFNKHDGALRN 

TEYFQSN*KTNSNIILLG\DSQG 

DLRMADGVANVEH1LK1GYLN 

DRSGMSF*EKYMDSYDIVL\VQ 

DESLEVANS1LQKIL 


7690 


38058 


A 


7744 


105 


548 


PQTPRLKQSYHVSLPSSWWDHP 
VAGKRA*HAH*FYIMAQLFLPA 
ASPGPTPASQQPLWTQCLP1SW 
RPWSAHSFLKPSSPGPGPTPASQ 
QGLWTQLPRSFQRPWPKSSSSR 
PGNGPGRAASRPPRAQLRPLGG 
LSRFN DGHGNFLAQ 


7691 


38059 


A 


7745 


186 


650 


RCPGCPTTASARESREAESRGR 

GSSGASWGAVQWEEPQPRRLL 

RGTDDCMIFWAPHGSSTWRRR 

CVHSRSTAADPVLTPSPA/STPS 

SNCSGSGTSLAALPLPLPQTLGP 

♦QPGWKGTPQPCLNTWGVSITS 

TGRWATPK1PGLTVPPENMDS 

MWG 


7692 


38060 


C 


7746 


212 


556 
















PDLK*STCLGLPKCWDYRW/RA 
TMPGWENIFSSMNHTLNALTG 
AVTSTRDNS*LHRVSCISSPWCC 
CLSPCPCRVSAGTGRVPSCLCH 
SGAWNRLDQDINRNNSC 


7694 


38062 


A 


7748 


2 


366 


FLHTKYLLFCGIKAPHKYFIRSII 
FFFFLRQS/LYSIAQGGVQWGN 
LGSLQPPSPGFKQLSCLSLPSSW 
NYRCAPPCPANFVFLVEMGFH 
WIKPG*SRN*PRDPPASASQSAG 
1TGVSHHAQP 


7695 


38063 


A 


7749 


1 


446 


MPILFTTVSSALSGAQHIADAQ 
CDRKGHRTTIQGSRVNLVQPSV 
GPKVEETQCWGPGRGMPGAPE 
A P RE RR VRSG SRSG D PG V A/PR 
AASGVGGRYAITRGRASAAVP 
CRSGGARRGGAGGQAADCGPG 
H*KESESRGPEGPAEGSQPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7696 


38064 


A 


7750 




744 


GGL1PRAQRESKRRSRGRARAA 

SGV/VWALCYHPRQSECCGTL* 

KWRSSPRRCWRTSG\DCGPGH* 

KESESRGPEGPAEGISASLKM* 

WFASGTCLSRCLTLRQRK*LKK 

IKIIWIKK/SEK/PAEAT*SEGQPP 

F*GPRQTGAEGF*LEPPQPGMSL 

KLFKVILKG*DSRTKMGDQQPP 

RVHGRTHGPLQPLTPVKGQGS 

CPVKGPSPSGIWP*KPLL*CLAT 

L*WQEGTFSLSGLLGPGTPGAS 

VGHK1Y I 


7697 


38065 


A 


7751 


316 


650 


SYNTHGITFHVPTANVLVVDL 

MCHLEKLAKYDDIK.KMVKQA 

LEGPLAKGILDYTEQQVVSSNFT 

SDTHSFTFDAGAGTAFNNHFFK 

LIF*YDNEFGYSNRVVELMFHP 

ASKG 


7698 


38066 


A 


7752 


2 


775 


QARRARSRNSRGLSQSAARPLA 
AKTAWRTVAPPQPWAAAPR*R 
SSCPHSSCSATSPGPARACQSSA 
HSPSPRLQAPPPPTSS\SGSSVPE 
AATAPLAASARRGTPRPRTGRP 
SWAGTRQGSWAGTQRPWVWA 
PAPAGPPRAAAAAAR*GRDKS 
QLTCPPRHSTPPGSAAGASRHR 
RRGLAGPAPSPPGCRAARPPWP 
SAAAALGLGGRGPDLVALHCEI 
HWPLEFQSLCCCLLTSRGGEAS 
CHPEFHLFMHDFLPGSF 


7699 


38067 


A 


7753 


1 


552 


MQTL FTLLQ PS SQTPG IPQPI VC 

CVYAESGARDSGQP/PSKVPVPS 

FCTPAATQRG*REPGCSHPAGD 

CSAPQQCS*PGQ/RIS/RGDKVL 

ASNTYLPGPPGLPGGQGPPGTW 

MKVETITQQTNTGTENRVFSLS 

LYMTISKQYLSEEQGSHWLSCL 

INALQAFFSNAAIWLVTWFELS 

RVLDGAEND 


7700 


38068 


A 


7754 


2 


538 


LGKYITGDKVLASNTYLPGPPG 
LPGGQGPPGSPGPKGSPGFPRY 
A\GLLGQPGSRGSIGTHGTIS*S/ 
G/LPTKQGRRGPVGPPGPPERD 
GSKGERGAPGPRGSPGPPGSFD 
FLLLMLAD1 RNDITELQEKVFG 
HRTH SSAEEFPLPQEFPSYPETM 
DLGSGDDHPRRTETRDLRAPRD 


7701 


38069 


A 


7755 


146 


373 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
nr peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7702 


38070 


A 


7756 


678 


1582 


CQGNSPLSGVWPSGDWEDKHS 
Q*CPVVCSPQNILSQTSRHNDR 
DYRLPRAETHSSSYAQYSTPSN 
LVVHPTATPSTVPSSPFTLQSD\ 
YQPKKSFDANGASTLSKLPTPT 
SSVPAQKTERKESTSGDKPVSH 
SCTTPSTSSAS ATE/S/TTS A PPTS 
ASAGPCFSCSTARQYLPYFRDP 
NLLRTIAVLLCKATVAALINS*C 
GTYLKIK*SSYSSCDTSLTAVYN 
S*VSYCWT1CFQHNVSDFSSCSA 
\PTQAQPSNQSPM SLTSD ASSPR 
I1CFSKE*GTPQT\NTVPIQTFGFS 
TPPVSSQAKG 


7703 


38071 


A 


7757 


1 


1365 


MHLIPPATNCDTLVECCLPGKL 

TRDLVCTAFTGFGTSYSPQENS 

HNHSALHSSNSHSSNPSNNPSK 

TSDAN1LSQTSRFTNDRDYRLPR 

AETHSSSTPVQHPIK.PVVHPTAT 

PSTVPSSPFTLQSDHQPKKSFDA 

NGASTLSKLPTPTSSVPAQKTE 

RKVLQQLSKHNRKVM1RSALIT 

SIILDLLYIEKDLRYQK.NIESTSG 

DKPVSHSCTTPSTSSASGLNPTS 

APPTSASAVPVSPVPQSP1/PSLT 

SGPKSS*TIA\PALQATLQLNNS 

NVD1SKINEAQPSNQSPMSLTSD 

ASSPRSYVSPR1STPQTNTVPIKP 

LISTPPCFITAKG*LLQ*LSQGTS 

VHSQPHTAACNC*/PSSK/SHEP 

VSPRSLQRSSSQRSPSPG SQFILL 

NSSNG1QMATVVPQEFFLARFH 

VFHLTPGTRRPPFQWKISLKHV 

SRDGPADSWQEEGRASRFTAE 

GRRH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7704 


38072 


A 


7758 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQLTVGPVGPRTHPVV1FPV 
PECI1GIDMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
KIVNQKQYHIPEGIVEISAT1KD 
LKDAGVV1PTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AAIDLANDFFPIPVHKAHQKQF 
AFRWQGRQYTFTVLPQGRWEI 
NMTKIQGPSTSVKFLGVQWCG 
ACQDIPSKVKDKLLHLVPPTTK. 
K/EAQCLSGFRREHIPHL\PIYRV 
SRKA AN FEWSPEQEKALQQVQ 
AAVQAAWPLGPYDPADPMVLE 
VSVADRDADWSCWQAS1/GHK 
VGH AQQH S 1 1 K. WKWYIRD WAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAAIGERQETAVGKT 
ARDGEAVCD 


7705 


38073 


B 


7759 


56 


3476 




7706 


38074 


A 


7760 




591 


DPADPMVLEVSEADRDAWP1S 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTM RPELPI1NC VLSDPCSH 

KVGHAQQHS1IKWRWYIHDWA 

EGTSKLHEEVAQIPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


7707 


38075 


A 


7761 


1 


558 




7708 


38076 


B 


7762 


1 


1189 




7709 


38077 


A 


7763 


604 


1760 


NSWCRWFNFRY*YPTFYWES* 
NT*1PLREWFG*NHDASCP*TLD 
SKSFSFETRTGSPCSSSLQTAYC 
GTLWIVQGV 


7710 


38078 


B 


7764 


1 


474 




7711 


38079 


C 


7765 


1 


3384 




7712 


38080 


C 


7766 


1 


333 J 




7713 


38081 


A 


7767 


1 


390 




7714 


38082 


A 


7768 


3 


728 




7715 


38083 


C 


7769 


184 


529 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7716 


38084 


A 


7770 


2 


837 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQL T VGPVGPRTHPVVIFPV 
PEC1IGIDMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
KIVNQKQYHIPEGIVEISATIKD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQFNTPPGTWY 
AA1DLANDFFPIPVHKAHQKQF 
AFRWQGRQYTFTVLPQGRWEI 
NMTKIQGPSTSVKFLGVQWCG 
ACQD1PSKVKDKLLHLVPPTTK 
K/EAQCLSGFRREHIPHL 


7717 


38085 


A 


7771 


2 


469 




7718 


38086 


A 


7772 


3 


587 


YPASAGLMLQNFGVIGLRYHF 
A1HSPAAGGLLDGLHAVAAIQG 
ITK1ETTPNHQRAPAHWTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTA 1 PHC F A DA RT WVN LPTSSLI 
GHKKENLKEF1SGSLIVHEILEE 
VLQA EG DFQPFTRVT VH WG KG 
NDQTFRGLLDTGSELTLIPGDP 
KHHYGPPVKVG\AYGAQLL 


7719 


38087 


A 


7773 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAH QKQF AF\LPQ 
GYINFPALCHNL1RRELDFFLLL 
QD1TLVHY1DDILL1GSSEQEVV 
NTLDLL1HKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GDIKEYFPNAFVLLTTASLQGQ 
DNTSQLQ LTWKAPEDIKM SKT 
DADADEEIEALRG 


7720 


38088 


B 


7774 


1 


1431 




7721 


38089 


B 


7775 


75 


947 




7722 


38090 


A 


7776 


6107 


6706 


MVVVFLHKCLHYFHSTQLVISR 
YNSPTSEYFQALDLTWRALGT 
VGSAPPILPDLGGTNRRQPFPIL 
SHSGLHRNVLQPETDSQSEDRL 
PVTWLAVSACCQQQMVGGNP 
TRSKL*RTGSHYHLPG\WEP*RP 
HFPHAGSLAWQWLLCSSLEHSF 
GA*ELPCNPCKGWCLCPCHFIF 
YIFFNSFLSNCPIQLCNWHSSYFI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7723 


38091 


A 


7777 


1 


3179 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKT1RSHETYSLPR 

E WY EGNRPHDSITSQ WV PPTTR 

GNYGSTIQDEIWVGDHSGYVRP 

VPVPRSLNSDISYFGVGGKQAV 

FFVGQSARMISKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGYI 

RN RK.DD YDNHTG IDL VGT1IATI 

KGSN EEDTDTPLFIG KVRTLEFP 

FVNGSAEIMLMPSNQQHKTDE 

KGRANLGVFSVFAPRGEHTLQ 

VKA1YNKSIIEGP 


7724 


38092 


A 


7778 


281 


1531 


VRVLSPVEKELK.LWKNTHKLL 

SYPTVGAAVTQLQNLTAMGV1 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTL1PGDPKHHCGPPV 

KVGAYGGQV 1NG VL AQVQITV 

GPQTHPVVISPVPEC11GIDILSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GGTEEISAT1K.ELK.DAGEV1PIPT 

TFPLN SP1 WPVRKTDGCWRMT 

VDYCELNQVVTPTAATVPDVV 

SLLEQIMTSPGTWYADIDLANA 

VFSIPVHKAHQKQFAFSWQGQ 

QYTFTVLPQEY1NSLGLCHNLI 

WRDLDGFLLLQNITLLVHYVD 

DIML1GSSEQEVANALDLLVSM 

ASSRVPYDQLTEEEKARFTDGS 

ARYAGTTRKWTAAALQPLSRIS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7725 


38093 


A 


7779 


332 


2159 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQINTSPGTWYAAIDLANAFFSI 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDL 

DCFSLPLDITLVHYIDDIMLIGXP 

RQLL AC Y W A L VETECLTLG HQ 

VTI*PELPIMNWVLSDPSSHKVG 

HEQQHSIIKWKWYVHDWARA 

GPEGTTTPV1SQWPHEQCGHGG 

RDGGYAWAQQCRLPLTKADL 

NTATAKRPICQQQRPTLSPQYG 

TIPQGDQPATWWWVDYMGSL 

PSWKGQRFVLTGIDTYSGYGFA 

YPACNASAKTAICGLTECL1HH 

HDIPHSIASDQGTHFMAKEVRQ 

WAHDHG1HWSYHVSHHPEAA 

GLIEWWNGLLKSQLQCQLGDN 

TWQGWGKVLQKVVYALNQHP 

IYGTVSPIAKIHRSRNQGLEVAP 

LTITPRDPLAKFLLPFPATLQSA 

GLEVLVPEEGTLPPGDTMIPLN 

WKLRLPPRHFGLLLPLNQQAK. 

KGVTVLAGVTDLDYKDEITLLL 

HNGGKEEYAWNTGDPLGLLLI 

LPCPMIKVNGKLQQLKPEALVP 

KGVVFPPGDTTMLSLSWKLRLP 

SGHVGLLMPLSQQVQKGVTVL 


7726 


38094 


A 


7780 


84 


202 




7727 


38095 


A 


7781 




551 


RWGSHTVAQAGVQWCDHGSL 
QPRSPGVK*SSHLSLLGSWNHR 
HATTTPG*FCFFSRIRSHCVAQA 
GL*LLTSNHPPALASQT\VGITG 

vshwtwpntgfsvltatnk.nl 
kffhya1skclvraklssrllki 
eernkalsapvvsvs1fdrvlr 
llgysasdwqpefvetavsnfv 
iygifrgq 


7728 


38096 


A 


7782 




678 


MPACRLGLLATALIISLLLFGFTI 

VSGTGAEK.TGVCPELQADQNC 

TQECVSDSECADNLKCCSAGC 

ATFCSLPNGQLAE* FEESEESSL 

DTVSPFVVFQSISSTLR1E*ARA 

GDSSQ\DKEGSCPPGVTI* LFPSS 

GLC\RDQVPGGTAQCPGQ\M\K 

CCR\NGCGKVSCVTAQFLSSSH 

HQAEQVRRDSFLPGPASGFQAH 

LPSPFFGTLYSLFG LTTSFSLSQP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7729 


38097 


A 


7783 




1972 


MAVNGCLEGPSSNFLSCLFIVA 

LVGSESTHPLCLEQPATQETRY 

QLLQLRPAQRASWIGYAIAYHL 

LEDYEMAAKILEEFRKTQQTSP 

DK.VDYEYSELLLYQNQVLREA 

GLYREALEHLCTYEKQICDKLA 

VEETKGELLLQLCRLEDAADV 

YRGLQERNPENWAYYKGLEKA 

LKPANMLERLKIYEEAWTKYP 

RGLVPRRLPLNFLSGEKFKECL 

DKFLRMNFSKGCPPVFNTLRSL\ 

YQDKEKCVA 1 I EK.L V VG YETSLK 

SCRLFNPNDDGKEEPPTTLLWV 

QYYLAQHYDKIGQPSIALEY1N 

TAIESTPTL1ELFLVKAKIYKHA 

GN1 KE AARWMDE AQALDTAD 

RFFNSQCAKYMLKANLIKEAED 

MSSKFTRGGTSAVENLNEIQCM 

WFHTECAQAYKAMNKFGEAL 

QKCHEIERH FI EITDDQFDFHTY 

CMRK1TLRSYVDLLKLEDVLRQ 

HPFYFK/EQARIAIEIYLKAS*QP 

PYR*GIKGTRRLDTAK\LSDKEL 

KKLRNKQRRAQKKAQIEEEKK 

NAEKEKQQRNQKKKKDDDDE 

E1GG PKEELIPEKLAKVETPLEE 

AIKFLTPLKNLVKNKIETHLFAF 

E1YFRKAAKMVYYLDPSSQKR 

AIELATTLDESLTNRNLQTCME 

VLEALYDGSLGDCKEAAEIYRA 


7730 


38098 


A 


7784 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEETLFSN 


7731 


38099 


A 


7785 


1 


681 




7732 


38100 


A 


7786 


415 


692 




7733 


38101 


B 


7787 




2204 




7734 


38102 


A 


7788 


1 


615 


MPVDHPPIKAFSEKRTSQSVNM 
LAKTHPYNPLWAQLEWFKLLEI 
SPKSPINTDKFLLKRLSVPGSDS 
CRVRMENVLASQVLHPG\QLM 
M* EG SG WA E ARIT/V/CS* A AN P 
*KWHPASLPLPW*CRVRMENV 
LASQVLHPGHADDVGGK.WLG 
RSKDHRAPEQQTRESGIRLPSLF 
PG S AEQPWRGNAQ WHLSWKA 
LRGVFGMIPDSLLYEFHQSAKK 
SSHFKPPQPLLY WTLVNFLI PFS 
LHSSTWFMWSSNQGIMCKEEV 
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SEQ ID 

NO: 


SEQIDNO: 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


7735 


38103 


A 


7789 


3129 


3197 


TQNRRACSPDTEQLARQSGTYP 
VSLGQATVLEDSKAALPGLGPT 
LMAVTVVTTEAAVAIGCEAAH 
SSREDFTNHQLWRRTVEGKKG 
EGKNKFMSGGVNTTVPLLKTS 
RKGSPDSPHLREKPSLEKVTFQI 
GSFASPESDFESRMKKMEERVK 
ACGPSLEASEAADVAQDPQVS 
RSPFKPGFQENVCCPQNRLSEG 
DEGESDKGFAEDRGSRNDMAA 
D1AGQLSHAADLGTASHDDVT 
YAIKPTCWPGLDIIPSCL 


7736 


38104 


A 


7790 


1 


1069 


MAEKEAGMSYMVAEVLGFVA 
V1IEAESLKRIRFFENFTVAEERS 
TDETFSLAEETCSSNPAMVRRK 
KIAISIIFSLCEKEEAQRNFQDFF 
FSHFPLFESHMNRLKSAIEKAMI 
SCRKIAESSLRVQFYVSRLMEA 
LG EFRGTI WNLYSVPRIAEPVW 
LTMMSGTLEKNQLCQRFLKEF 
TLL I EQ IN KNQFF A ALLTA VLTY 
HLAWVPTVMPVDHPPIKAFSEK 
RTSQS VNM LAKTHP YNPLWAQ 
LGDLYGAIGSPVRLTRTVVVGK 
QKDLVQRILYVLTYFLRCSELQ 
E/IPADLEWQSW*R*PAMVRRK 
KIAISIIFSLCEKEEAQRNFQDFF 
FSHFPLFESHMNRLKSAIEKAMI 
SCRKIAESSLRVQFYVSRLMEA 
LGEFRGTIWNLYSVPRJAEPVW 
LTMMSGTLEKNQLCQRFLKEF 
TLLIEQINKNQFFAALLTAVLTY 
HLAWVPTVMPVDHPPIKAFSEK 
RTSQSVNMLAKTHPYNPLWAQ 
LGDLYGAIGSPVRLTRTVVVGK 
QKDLVQRILYVLTYFLRCSELQ 
ENQLTWSGNHGEGDQVLNGSK 
IITALEKGEVEESEYVVITVRNE 
PALVPPHPTTNSSRETQPLADR 


7737 


38105 


A 


7791 


118 


273 


FS LSNL VQFFRVCN DH LYTKLH 
FCFLQAEVKASNFCIYDSLGHA 
LGSHHTVECIATDEHTLHLTSP 
MG*SQGKQFLHLRFSWACPGIP 
PHS 



WO 01/075067 



PCT/US01/08631 



SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possible nucleotide insertion) 


7738 


38106 


A 


7792 


1 


551 


MQPELPIMNWVLSEPSSHKVG 

HGQQHSIIKWRWYICDWAVVG 

RESTTNGLA\GWS\GTWKKHD 

WKIWDNEIWGKASMWIDLSEW 

SKTVK.IFVSHESAHHIT*KSSAE 

EDFNNQWDGMTCSVDTTHPLS 

LTTSVIAKWAHEQSDHGGRYG 

G Y AG AQQHGLPLTKA DL A MTT 

AECPICQQQRPSLSP 


7739 


38107 


A 


7793 




782 


MTKIQEPSTSVKFLGVQWSGA 

YQDIPSKVKDKLLHLAPPTTTK 

EAYLGL/FGFWRQHIPH/LGTEQ 

EKTLQHVQAAVQVALFLEPYD 

PADPMVLEVSVADRDAIWSLW 

QAPISESQWRPQGFWSKALPSS 

AANYSPFERQLLAYYWALVET 

EHLTMGHQVTKQPELPIMNWV 

LSDPSSHKVGCAQQHSIIKWKW 

Y1CDRARAGPEGTTTPVITQWA 

HEQSGHGGRDGGYTWAQQQG 

LPLTKADLATATAECPICQQQR 

PTLSP 


7740 


38108 


A 


7794 


65 


230 




7741 


38109 


B 


7795 




2115 




7742 


38110 


A 


7796 


1 


246 




7743 


38111 


A 


7797 




1293 


MAAAACLDASGEARPGLRPPW 

SQQGRKQAGALPPTKLAGLLA 

QLQPAEAPDLG1PVLSATREDPL 

SPQARKCLLPLPGLSPCSQHLL 

WCRASCGRAWGPSRPSRVCTG 

LDTAVTPAPCRLSPLWTSGADK 

RGREASRGEGSSKWACRHPSA 

QTAWAVEGDRHRFLSRKGQIT 

GKTPPSSQGQPEAWGLSCSCPH 

TLHTSFFLDTGPLNGGTEKAVT 

QTGPKHAPCSPGCGQQGGKGC 

GPSGTPDLGALRARAVTVGLCS 

SWHLQASGHHCIPQYLQQKLL 

VVHLVQPQPCTKPVPVPSFRLQ 

MTIENMNHLKFIPHKDYTANRL 

VSGLLQLPSNTSLVIDETLL\EQ 

GQLDTPGVHNVTALSNLITWQ 

KVDYDFSYHQMEFPCNI\KVFIT 

SEGRSLLPADVPDSLTAPANST 

K.HGGST*TAFSQRCCLPC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7744 


38112 


A 


7798 


1 


2555 


MPSHLNQHQIIHTKEKSYKCEE 

CGKSFKRSSNCTTHKRJHTGEK 

PYRCEECGK.AFRWPSNLTRHK 

RIHTGEKPYTCEECGQAFRRSS 

TLTNHKRJHTGERPYKCEECGK 

AFSVSSTLNDHKRIHTGEKPYT 

CEECGRAFNCSSTLKTHKRJHT 

GEKPYK.CEECDKAFKRHSSLA 

KHKIIHTGEKPYKTGS\CI LLQR 

YCWSTT*TIHFKK*S*EN/PGSC 

DLNTLRLKKDYQRVGNCKGQK 

SSYNGIHQCLSATRSKTCQYNK 

CGKAFGLCSIFTEHKKIFSREKC 

YKCEECGKDCRLSDFTIQKR1H 

TADRSYKCEECGKACKKFSNL 

TEHNRVIITGKKPYKCEECGKT 

FTCSSALTKHKRNHTGDRPYKC 

EECH KAFRWCSDLTKHK RI HT 

GEKPYKCKECHKAFRCCSDLT 

KHKRIHTGEK.PYKCNECGKAF 

MWISALSQHNRIHTGEKPYICE 

ECGKAFTYSSTLISHKRIHMELR 

PYKCEECGKTFKWFSDLTNHK 

RIHTGEKPYKCEECGKSFTCSS 

NLIKHKRJHMEVRPYKCEECGK 

TFKWFPDLTNHKRIHTGEKPYK 

CEECGKTFTCSSSLIKHKRSHTG 

DR/PYKCKECGKAFRWFS\ALL 

N1SKHKRIHTGEKPYICEECGKA 

F1RSSTLTSHKR1HMEERPYKCE 

ECGKTC11H1GEKPYKCNECGK 

GFMWISALRKHKRIHTGETPYI 


7745 


38113 


A 


7799 


212 


461 


TEEHLYSPHWKGCGRKVKRLF 
QVRRGRGWIQTRQPGSMVK.EP 
PLSEAGAESHVSC/RQGDCSRPP 
SFPLSPERVTPWLPDSHTW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7746 


38114 


A 


7800 


1 


1398 


AAAERELELLRASLEHQRGVSE 

LLRGRLRELEEAREAAEEAAAG 

ARAQLRE\ATTQTPWSCAEKAA 

QTESPAE\GPP* LRRARPDP WTE 

TRAVAPAGULKSIMKKRDGTP 

GAQPSSGPKSLQFVGVLNGEYE 

SSSSEDTYNDSDGDSENGGAEPP 

GSSSGSGDDSGGGSDSGTPGPP 

SGGD1RDPEPEAEAEPQQVAQG 

RCELSPRLREACVALQRQLSRP 

RGVASDGGAVRLVAQEWFRVS 

SQRRSQAEPVARMLEGVRRLG 

PELLAHVVNLADGNGNTALHY 

SVSHGNLAIASLLLDTGACEVN 

RQNRAGYSALM LAALTS VRQE 

EEDMAVVQRLFCMGDVNAKA 

SQTGQTALML A I SHG RQDM V\A 

TT 1 A PP. A TWXI A r\T\ A F*P1 ATAI 
I LLALUAU V IN AvJJJAJJvj A I AL 

T^PVCTT TYMFfTTC A T A\TAI P\ATTP. 

UnolLUNtu J jAL.A\1AL.I1\AE 1 O 

\av\? a a t t \u AT4T ccfiuprvrr^cr; 

JVJlv V AALL\nAnLJ>ounr U 1 i^oLi 

VTPLAPQTANTW 


7747 


38115 


A 


7801 




408 




7748 


38116 


C 


7802 


141 


251 




7749 


38117 


A 


7803 


1 


1173 




7750 


38118 


A 


7804 


451 


853 


LQMHRLCGGI1SLSGCGWHTAR 
n.r^ci \/p,p»pri *nanr\\ i pm pmj 

PL/AENPTFQEYSLITSEAGLLEG 
RKKKNKTSRGPSGPATCPLGLP 
RTSPGATRPGPVS/HAAIASQRD 
SSRTRFSSSLDAA1IARPYTTPSA 


7751 


38119 


A 


7805 




2950 


MAASRLELNLVRLLSRCEAMA 
AEKRDPDEWRLEKVGVTYSVA 
SGRVLFQDFTEQFQVLLPKDAQ 
PCREVISTLLEKMKIDKRNYQ1G 
KTK.VEPGV/EAWPLRRVRRQPD 
QRQGLGAHRAGEAPGTRGDAR 
PVHRGPLPQVGCCQPHSGAPAG 

A A ni? PP CQfl AP.PI PUDD TJUR Pi A 

EAVAAGAARAPHDLRTVRRLP 

DQDD A AP.PAT.A AP,rU/P N4PCU/ 
QTFrWPTTTPWPnQCCTT QQXIUP 

LTASGCAGWPCSRMST 


7752 


38120 


C 


7806 


398 


415 




7753 


38121 


C 


7807 


13 


81 




7754 


38122 


B 


7808 




972 




7755 


38123 


B 


7809 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7756 


38124 


A 


7810 




929 


IAAAPELLERSGSPGGGGGAEE 
EAGGGPGGSPPDGARPGPSREL 
AVVARPRAAPTPGPSAAAMAR 
PLVPSSHKALLLELKGLQEEPV 
EGFRVTLVDEGDLYNWEVAIF 
GPP1MTYYEGGYFKARLKFPIDY 
P YSPP A FRFLVTKM WHPN I YETG 
YVCISILHPPV/DTDPQSGELPSE 
RW\NPT\QNVRDHSS*V*SSLLE 
RRPNTFLRPANVGRLPWMLQG 
S WE REQGGR1 RELHRTSFRKQ V 
LGTKVDAERDGVKVPTTLP\EY 
CVKDQGRRAPDEGSDLFYDDY 
YE\DARVEVEEADSCFGDDEDDS 










2 


296 


LSLSFFFVKAHFYVKSMLHSK.D 
ASGISGMDFYVVQ*FSWQTAY 
AG EVG R WLSPALTERGSGQTL* 
TWCWRVFCVCLE\GHMWVTEA 
YVTVKH*NYSKVK 


7758 


38126 


A 


7812 


397 


410 


SPGEI*G*VPPLLG*GVLLYQPP 
LFKIWEAPLLPDLLQQ*KLYSL 
WLNKALGK 


7759 


38127 


A 


7813 


2 


739 


ELCALVFGVNTFFAT1VKTIITFI 
VSDVRGLGLPVRKQDSVVVFL 
DCPS1W*LRYIDLLILRVHLQ1H 
LWGLRGRRAEFKH1/RSAEEK.K 
LTR1PSVNGE* TGKSPAP AN S\PP 
RGARDMWRTGRPAPRRPLVGG 
PSPSDRGPASTTSPELAVGAVN 
GGPSSANISRGFWQQSFHGNMC 
WFCAEPGVAGVPFTANIAGTEP 
GGLGQGRQCSLATQCHKPELK 
LQAKPAFPFSFSLSLFFFLLKHIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7760 


38128 


A 


7814 


594 


2868 


CWTSRNRRP1PGSCHPMELPRPF 

RGKAKVQNHQLVH\HNKALIN 

RGSLTFWLDDGAIQAWHCPVK 

TYYQYTPVSSKAMY/DAFWNG/ 

KFRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAAIDGFIG 

DVSGLANGNGATGDFAGSNSQ 

MAQVGDGDNSPLMNNFRQYLP 

SLPQSVECRPYVLSAGSEIGAA 

CASRSGYDNKGVRDIGYTDCK 

RSEDLDPLRHQILGGKKAIQFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSSYRHHALLILTPMSGTRF 

PPIPGPVVNIRVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQIRIRYA 

PSAPRLPPPEVYCSNSTIVYVRN 

NPSGPTPGFAGGTLLEGRSGGP 

FRFYAKRAKGDVLKPFSLNLPL 

QTLIRFMVDIACGMEYLSSRNF1 

HRDLAARKCMYEFWRTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALG1IELNN 

DYTLKKVMKPLITSNTVTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MT1DG1NSND1YMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 


7761 


38129 


A 


7815 


2 


474 


RRFVSADNCRSLRWKSLYTPLD 
ADASVLISTGIDATQTNHGRQH 
LDETQVRVFGQHLMQGSYTTQ 
DGRSDVAISCSCKLEMCAQQSY 
DQLLAASTENWRQWWQKRRIT 
VNGG/GSSPASDADQTPAPGFR 
RDVGDRDWFAWRQCLLKSALT 
RRRPVAYIV1SSAMSGSCLPKQS 
D 


7762 


38130 


A 


7816 


302 


409 . 




7763 


38131 


A 


7817 


199 


359 


ARRQQVSVKSYRWEEEDQHCG 
ELQGSE*VSDGLFK.PP*S*HGW 
VEEERQKEQN 


7764 


38132 


A 


7818 


1853 


2032 


VKQSTALLPHAVAC*PKVISSG 
ARGLKS1LVLIRIVVMMVSMLP 
QLALSGWGRFRVLPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7765 


38133 


A 


7819 


118 


445 


AAGGEPGDAPWVPGVWEPPES 
VCRGPPPSSTFPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
NNGPQAAQGSLSGIPDAATLSG 
1*RASILHVSVVEIISSPGFR 


7766 


38134 


A 


7820 




770 


MRVLGIETSCDETGIAIYDDEK 

GLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPLIQAALKE 

SGLTAKDIDAVAYTAGPGLVG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAQLAKRAGEA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRLGGYSILADHGG 

*KFHCA*RHGATSGDGKVLD 


7767 


38135 


A 


7821 


3 


834 


VGRVEIADQYQDLA1LWNCLG 

SDHASSRQRRPFRGKAKVQNH 

QLVHLQQSSHQPWLPHFLAG* 

WGDSGLGGGS\EGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KMANANKGAMTENADENALQ 

SDAKGKLDSVATDYGAAIDGF1 

GDVSGLANGNGATGDFAGSNS 

QMAQVGDGDNSPLMNNFRQY 

LPSLPQSVECRPYVFGAVRHDV 

RRIRVTGVTRVTPPEEVDTSVH 

SRGAHRIRSGFAPKRSVRVTTD 

TCIKRNSTCGVKSLSLWDGGGF 


7768 


38136 


A 


7822 


1 


1044 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7769 


38137 


A 


7823 


3 


1472 


GVVGERAGMARPGRPREGGGS 

G/GYSRPVPPAGGPGP*RGRTRJ/ 

SGLANGAGPVVFQFLTELTRLF 

QKCRTSGSVYITLKKCKQREGS 

RAMLPGFPYTPVSSKAMYDAY 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANAMKGAMTENADENA 

LQSDAKGKLDSVATDYGAA1D 

GFIGDVSGLANGNGATGDFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFSIDCDKIKILRGVFAFLLYV 

ATFMLPV1ANIA1PQKRPFMQQT 

RCE VQCRED1 E VQKLKSYDKLL 

ASINKKPGVNGWQKRR1TVNA 

G E AHDQQALDY A L YHLRJMTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFHLFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAP1SVGKARAAAKK 


7770 


38138 


A 


7824 


601 


853 




7771 


38139 


A 


7825 


2 


644 


MAQGQ/RKFQAHKPAKSKTAA/ 
A/ASEKNRGPRKGGRVIAPKK.A 
RVVQQQKLKK.VSLCCSGWST 
PGLKASSRLCLPKCWDYRRDTL 
WLFLSATF1CRWNLRKSESGKK 
1EHDVVMKA\SSSLP\RKLALLK 
APSPRRNGAAAA\TSSKTPSLRT 
AGPQLQGQHPTPLPSIWGPLQV 
NSHRLSLFRMRTLSPSDWASPR 
HSSGGPKGAENPGNDQGRYSH 


7772 


38140 


A 


7826 


1 


2616 




7773 


38141 


A 


7827 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7774 


38142 


A 


7828 


1 


1068 


MAEIQHKTIRPLLEGRDLLAAV 
KTGSGKTLAVLIPAIELVVKLKF 
MPRNGTGVLILSPTRQLAMQTF 
GVLKELMTHHVHTYGLI1GGSN 
RS AE AQKLANGIN 1 1 V VTPGRLL 
DHTQNTPGFMYKNLQVEDLAR 
1SPKK.EPLYVGVDEDKANATVD 
GLEQGHFVCPSEKRYLLLFTFL 
KKNQKKKLMVFFSACMSVKYP 
Y G LLK YI DL/P VL AI H GKQKQN 
KHTTTFF*YCNADSGTLLF\QLE 
K L I EKN Y FLHKS AQETY KSYIR 
AYDSYSLK.Q1FN1NNLNLPH1AL 
SFGFKLPPFVDLNMNSNEGKQK 
KQGGFGYQKTKKVEKSIIFKHIS 
KKSSAAGSSLTQEMPVFILNNF 


7775 


38143 


A 


7829 


3 


1851 




7776 


38144 


A 


7830 


1 


905 


mvfdakyltgwrfedtvvqsn 

mkhqpfivvnkhnvqveykge 

tksfypeevffmvlikmkeiaet 

ylgktvtnavvtvpayfndsq 

hqatkdagtivslnvlrjisk.pt 

aaatayrqkgidfntsifhalf 

eelnaylfhgtldsvekalgn 

akldksqihd1vl/gpfeqgrh* 

mygpgs*eiqs*r*eaegqdviq 

EFS*KLCIRYESSC*R*ETSRQD* 
R*GQTEDS**GY*NYQLAG*ES 
DSEEGRISTSKSGESLQPHNYQP 
VPEYRRF1TRRNAWG1P*WWSS 
LCWSFPRAPIEEAD 


7777 


38145 


A 


7831 


2 


886 


ARGACSSWVFCGFLRYWSQAY 
TPATMSKGPAVGIDLGTTYSCV 
GVFQHGKVEIIANXDQGNRTTPS 
Y V AFTD1AERL IGD A AKNQ V AM 
N PTNTVF\DAKRLIG R\RFDD A V 
VQSDMKHWPFMVVNDAGRPK 
VQVEYKGETKSFYPDEV\SSMV 
LTKMKEI\AEAYLG\KTVTNA\V 
VTVPS\YFNDSQRQATKDAGTI 
AGLNVLRIINEPTAAAIAYGLD 
KKVGAERNVLIFDLGGGTFDVS 
ILTIEDG1FEVKSTAGDTHLGGE 
DFDNRMVNHFIAEFKRKHKKDI 
SENKRAVRRLRTTK 


111?, 


38146 


A 


7832 


2 


375 


ASIEIDSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 
KLDKSQIHDIVLVGGSTR1PKIQ 
KLLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVT\PFP 
LG1ETAGGWMTVPH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7779 


38147 


A 


7833 




218 




7780 


38148 


A 


7834 


508 


883 


YYHSYQADT/1 1LGGEDFDNRM 
VNHFIAEYKRKHKKDISENKRA 
VRRLRTACERAKSTVSSSTHAS 
TEIDSLSEGIDIYTSSTCASFEEL 
NADLFLSTLDPVEKALRDAKLD 
KSQIHDIALSrNPDEAVAYGAA 
VQAAILSGDKSENVQDLLLLDV 
TPLSLGIETAGRVITDLIKHNTTI 
PTKQTQTFTTYSDNQPGVLIQL 
YEGEHTMTKDDNLLDKFELTGI 
PPAPRGVPQIEVTFDTNSNG1LN 
VSAVDKSTRKKNKITITNDKGH 
LSKED1EYMVQEAEKYKAEDQ 
KQR/D/KVSSKNSL 


7781 


38149 


A 


7835 


1 


194 




7782 


38150 


A 


7836 


1 


1482 


MVFDAKRLIAHRFDDAVVQSE 
MKHWPFMVVNDAGRPKVQVE 
YKGESKSFYPEKVSSMVLTNM 
KEIAEAYLGKTVTHAVVAVPA 
YFN DSQRQATKDAGTI VGLN V 
LRJ INEPT A AA YGLDKRHRSSLP 
ILTASL\GAGSGL*STQA/SIEIDC 
L YEG INFCTSITH A RFEELN ADL 
FRGTLDPVEKALRDAKFDKSQI 
HDIVLAGGSTR1PKIQKLLQDFF 
NGKELNKGINADEAVAYGIAV 
QAA1LSGDKSENVQDLLLFDVT 
PLSLG1ETAGGTQ1LTTYSDSQP 
GVLIQAYEGKHAMTKDNNLLG 
KFELMG I PPAPRG VPQTE VTFD 
SDANGILNVSAVDKSTGKENKI 
TITNDKGCLSKEDIERMVQEAE 
KYKAEDEKQRDKVSSKNSLES 
YAFNMKATVEDEKLQGKINDE 
DK E K I LDKCNE1 1 1 WLN ENETAK 
KEEFEHQQKELEKVCNPIITKLY 
QSAGGMPGRMPGGFPGGGAPP 
SGGASSGPTIEEVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7783 


38151 


A 


7837 


2 


2221 


PRVRPRVRSPAALGFFVASFVIG 

ARPTPQQPWSKGPAVGIDLGTT 

YSCVGVFQHGKVEIIAN\DQGN 

RTTPSYVAFTDTAERLIGDAAKN 

\Q V AMN PTNTV FDCQT V * LDGR 

FDDAVVQSDMKHWPFMVVND 

AGRPKVQVEYKGETKSL\YPEE\ 

VSS\MVLTKMK\EICRSLTLGKT 

VTNA\VVTVPS\YFND\SQRQAT 

KDAGTIAGLNVLRJ\INE\PTAAA 

IALQKFRQKRFGAERNVLIFDL 

GGGTFDVSILTIEDGIFEVKSTA 

GDTHLGGEDFDNRMVNHF1AE 

FKRKHKKDISE\NKRAVRRLRT 

ACERAKRTLSSSTQG\SIK1DSL* 

EGIDFYTS1TRARFEELNADLFR 

GVTLDPGEK A L\RDAKLDKSQIS 

*YLSWVGGSTSYSPRLQKSCCQ 

DFFQWEKELELRS1NPGWKAV/ 

AF1GAAVPGQPFLSGRQVLENV\ 

QDLLLL\DVTPLSPWVLKTAGG 

VHDCPPSKRNTTIPTKQTQTFTT 

YFWTTQPGCGLFRFYEGRALP 

WTKDNQPALASFELTGIPPVAPR 

GV\PQI\EVTFDIDANGYTPWSL 

AVDKKYGKKRTK1TITN*QGPF 

*AREDIGTYGSREAEEVTKLEG 

GGRQEGTRVSSNDFT*GPMPFN 

MKSTLLKDEK L\QG\RINDEG Q 

NRRFLDQV*LKLSNWL**ESRL 

LEKEEFEHQQ\KELE\* VCNP\I1T 

QAGTQSARRHCQGGNPWGAFL 


7784 


38152 


A 


7838 


3 


757 


PFPGGRVVRLHPVILASTVDSY 

ERRNKG A ARVIGTLLGTVN KH 

SVEVTSCFSVSHNESDEVAVDM 

EFAKNMYEL/H* KVSPNELILG 

W\HDITEHSVLIHEYYSREAPNP 

IHLTVDTSLQNGHMSIKAYVST 

LMGVPGRIVGVFTPLTVKYAFY 

DTECIRVDL1MKTCFSPNRVVG 

LSSDLQQVGGASARIQDTLSIVL 

QYAEDILSGK.VSADNTIRKVGH 

FLMSLVNQVPKIVPDDFETMLH 

SNINDLLMVT 


7785 


38153 


A 


7839 


1 


1821 




7786 


38154 


B 


7840 


16 


1305 




7787 


38155 


A 


7841 


1 


359 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7788 


38156 


A 


7842 


2 


1085 


GVAPWGRGRAAPRCASATVGG 
SG1GRLR\GITSSGL\K.MDNK.KR 
LAYAIIQFLHDQLRHGGLSSDVY 
QESL\EVAIQCLETAFGVTVEDS 
DLALPQTLPEIFEAAATGKAEMP 
QDLRSPARTPPSEE\DSAEAERL 
KTEGKPKQMK\VENF\EAAVHF 
LTEKPFELNPSQRPSYFCNRAA 
AYSKLGNYAGAVQDCERAICID 
PAYSKAYGRMGLALSSLQQHLA 
EAVAYYK.KALELDPDNETYKS 
NLKIAELKVLREAPSPTGGVGSF 
D1AGLLNNPG\FMSMASNLMNN 
PQ IQQL\MSG\M I SG GNNPLETP 
GT\S PSVQNDL ASLI Q\ AG QQFAQ 
QMQSVGIPRVV**SAQESSIRSR 
TPSASNDDQQE 


7789 


38157 


A 


7843 


225 


398 


FIIDYTNSCIFHQNICLICSNRNF 
RQSNVVMICHY*TLQE1KTFC* 
MNSSLWSI1IF 


7790 


38158 


c 


7844 


162 


269 




7791 


38159 


A 


7845 


273 


501 


HKDQPIQTENDHPSTNFSFVLK. 
LHDPLLNEMDLIVWVSF*Q*SC 
FYLVHPNCCSPLV*HP*SENPKF 
SNEYFLRVS 


7792 


38160 


A 


7846 


1 


867 




7793 


38161 


A 


7847 


185 


1325 


EEQQTNLASKKKSC IMLEKTEN 

K1RLV1VSEEEKKKVLKRMP*K 

MTVRAHHG1SRTPHSWVESN\Y 

YWDICDQWMS/EPVGYMPCQH 

CQVAKNTV1VAPKQHLLQGGKI 

PWSLVTVDLMGAFSYKPQKS/N 

VYAIIMTDLFTKW1VILPLCDVS 

ASEVSKAIINIFFLYGPPQKIIMD 

QRDEF1QQINIELYRLFGIKQIVI 

SHTSGTVNPTESTPNT1KAFLSK 

HCADHPNNWDDHLSAVSFAFN 

VTHLEPTKNTPYFQMFKVEKN P 

LYYLPETSDSLHEVDGDNTSMF 

AKILDAIKEADKIMENKTTSLG 

QMENNN LDELNKSKII VKKKPK 

QLNPFHLKVGHGSFKTKEKLV 

GRMVVFQSWNGVGPLCHRLY 

YRKWMCCP 


7794 


38162 


A 


7848 


2 


455 


MADRLTQLVQDAVNSLADQFC 

NAIGWLQQCVPPASFNNIQTAI 

NKDQPANPTEEYAQLFAA\LIA\ 

RTAKDIDVLIDSLPSEESTAALQ 

AASLYKL\EEENH\EAATCLGG 

MLFIEGDMLLGGRYKGALA\DI\ 

AQSQLEGQGSGYP*ASLFPDS 
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SEQ1D 

NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location nf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7795 


38163 


A 


7849 


229 


560 




7796 


38164 


A 


7850 


1 


1077 




7797 


38165 


A 


7851 


25 


690 


WPSDEAEGYSEHFVEFVKDVR 
KRFPQHT1MAGNVVTGEMVEE 
L1LSGADIIKVGIGPGSVCTTRK 
KTGVGYPQUSAVMECANAAH 
GLKGHIISDGGCSCPGDVAKAF 
GAGADFVMLGGMLAGHSESG 
r;ci ipcnnvi^vifi rvr:\.\yfccciv.vi 

OcLltlvL/LiiVrv Y IVLr i uMVlooblvl 

AMEEVLLGGVAEYRTS\EGKT\ 
VEVPF*REMLEHTIPRHP*GGIR 
S\TCTYVGA\AKLKRR*ARTNYL 
HPEVHPAR 


7798 


38166 


A 


7852 


768 


1857 


EGGHHFGGQGADSAAPFGSASI 
LPIKLDVHPHDGRRRAEKSKPG 
GNPQRQLYCQPPAGCLPGAVY 
RPRRSRGARMYSRYSPAERRNP 
DQRAGYCQAPDRLRFSRADDC 
RSRWRHVFHGTSRHCAGDRAV 
RPPPHSAAEALPVALPVFQ*PTA 
DQWLFPSLIAACYNNHQNKIIL 
EQEMSCVLLATF1QTRAQQRKY 
K RRNNRG I PRESTA REQ ARHN A 
NKAQQPRKHARNGASPAQQRK 
NRAAARDKDEKPAQQKDKAR 

AC A PCI/ VXTt? A ITjr.TMCD cn AAV 

AERNRRQRGGQKGAQGGQHR 
EEAGEPTYVDEKAQAATSPPPQ 
TPHPAPDHDDAEDHRTRDTNR 
NAHQPKVYTHKDTPTNESR 


7799 


38167 


A 


7853 


1403 


2028 


RRJQTNGRTFHAHGGPSRGLPE 
ELGKDHREKETSSRTL*QFQPN 
A K.SPG QNLRESMN P VC/MTQQ 
ARRLQRLAKDLLKQVQVQDSG 
SWANNKVSALDRTLGEITRILE 

V RRTM/WM SGNL VKESQPHPT 
HRPN1LT*YPSIFP*RSTLLTLWL 
KVQLQQKL*KMEKSGKKIKKK 
PKR*KPG*TSGTLNTL 


7800 


38168 


A 


7854 


1 


675 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7801 


38169 


A 


7855 


2 


1110 


AQEEEAKVNEIAFINTLEAQNK 

RHDVLSKLKEYEQRLNELQEER 

QRRQEEKQARDEAVQERKRAL 

EAERQARVEELLMKRKEQEARI 

EQQRQEKEKAREGAARERARD 

REERLAALTAAQPRSYGRVTEK 

NSAQA**KYSKAH/RNRLNKEK 

KKLLS*AVGDMQILIMPPN*PL 

YERKKQCSLCNVLISSEVYLFS 

HVKGRKHQQAVRENTSIQGRE 

LSDEEVEHLSLK.KYIIDIVVEST 

APAEALKDGEERQKNKKKAKK 

IKARMNFRAKEYESLMETKNS 

GSDSPYK.AK.LQRLAKDLLKQV 

QVQDSGSWANNKVSALDRTLG 

EITR1LEKENVADQIAFQAAGGL 

TALEHILQAVVPATNVNTVLRN 


7802 


38170 


C 


7856 


65 


425 




7803 


38171 


A 


7857 


1 


1131 




7804 


38172 


A 


7858 


953 


1311 


FLFFIFFNYFFFGGRKCPLLVAP 
RLEVQMAVILGSLQ\PSPPGFK\* 
FSLPQPSPSSWDYRHAPTHAQP 
NF VF L V ETG FHH IG Q AGLE LQT 
SGDPPTSASQTAGITGVSHRAW 
PGTILFLK 


7805 


38173 


A 


7859 


2 


857 


FVDIFQRWKECRGKSPAQAELS 
YLNKAKWLEMYGVDMHVVR 
GRDGCEYSLGLTPTGIL1FEGAN 
KIGLFFWPKITKMDFKKSKLTL 
VVVEDDDQGREQEHTFVFRLD 
SARTCKHLWKCAVEHHAFFRL 
RTPGNSKSNRSDFIRLGSRFKFS 
GRTEYQATHGSRLRRTSTFERK 
P* *TLS1PETFNVQSKQPSDSSPA 
LLLKQIQKS/NNYQPP1SILISIPS 
PAPGG1LT\PQMSGHPFQDDRSH 
WKASASGDDSHFELCPTTQNPE 
GTLGGMPK.YDVSEINVMTAL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7806 


38174 


A 


7860 


1 


936 


MELTHLQPHEPQEDVHAVGLL 
LGLREQHHMVSEGPRQQSWQE 
ERTELAAVSRLLFNMYPLLIHK 
NHASPGIPNLLLHPRGLRAIT1A 
VFGKQNTYIRLEPFKINVLEQIT 
KHIEKLQCGEHNFPEQEIQEGK 
SHQNQHEAHFVVELCKYFLCQ 
EYLPSQITILTTYTGQLFCLRKL 
MPAKTFAGVRVHVVDKYQGE 
ENDIILLSL1SNRICVALSRAKKG 
MYCIGNMQMLAKVSLWSKIIH 
TLRENNQIGPMLRLCCQNHPET 
HTLVSKASDFQKVTEEGC/MLP 
CEFRLGCGHVCTRAWHPYDSS 


7807 


38175 


A 


7861 


218 


580 




7808 


38176 


A 


7862 


3 


1636 




7809 


38177 


A 


7864 


24 


386 




7810 


38178 


A 


7865 


2 


999 


GRVGFFFAGNPGSDSFGGLLLG 

LTPVLRWVADGGTIPKRHE\LV 

KGPKKVEKVDKAETELVAQWN 

YCTLSQE\KLRRPIVAL/CNFAD 

FYNKAEPVl EFLLDKS AEKGS/SG 

RQASHIKTH*RJVDRAESFPDNP 

CPGKGIKGN/D*KVDKHDDLQA 

GASSSSPVGGPGRWNGRHRFLL 

PSGGCGLCCFS*AEPWKEIKAG 

V\CHTCGAGLSRRMM11VLNGT 

KEDVDLLKTMMEERRL*SEAG 

KENKENPRQQSLFQNQDVSERS 

PRAIKS*DRGSLKKPAFDSREK 

KTNLAPKSTAMNESSSGKAGK 

PPCGATKRSIADSEESEAYKSLF 

ITHSSAKR 


7811 


38179 


A 


7866 




559 


MGCDGGTIPKRHELVKGPKKV 
EKVDKDAELVAQWNYCTLSQE 
ILRRP1VACELGRLYNKDAVIEF 
LLDKSAEKALGKAASHIKS1KN 
VTELKLSERALKEIKAEVCHTC 
G A AFQEDDVI MLNGTKEDVDV 
LKTR\WRREG * ERRG KKKTKKP 
KAAEVCFQNPDVSGRKPQGPS 
KVKTREALKKPSP 


7812 


38180 


A 


7867 


188 


368 


YVACMPAWPNVTVANQLFNV 
YFPARDMTVPSSPG/QPVVDQL 
STQGQARRDALEVVGYEDS 


7813 


38181 


A 


7868 


179 


554 


LRPADPRSLVPGWALGLGPGAI 
LGPGRVTFPGGRPPPTHPPSLSF 
PPGGRQPLWVPALPAEEGRE/R 
LGREREEGRGKAGAGMA*AGL 
VL*CLQLQVQGQPLGGSWLST 
RLRSPRCHPWLLRRHLP 



922 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7814 


38182 


A 


7869 


2 


131 


YKSELEEQLTSVAEEMRARLSK 
ELQA*K.DRLGENMEKVRGRLV 
KYRGEVQAMLGESIEELRVRLA 
LY\LRKLCTGFLRDADHL*RPA 
GREYGESKRTLG 


7815 


38183 


B 


7870 


1 


3639 




7816 


38184 


A 


7871 


279 


1077 


IQHPRLSADDFRVNCETEPAM/* 

HAVENDIHGLCELQLETEIQAF 

KEELL/FMKKNHEEEVKGLQAQ 

IASSGLTVVVDAPISQDFAKIMA 

DIWAQYDEVAQKNREELDNNR 

SQQI E ESTTV VTTQSTE VG A AK 

AMLTEL TRTVQFLEINLDSMRN 

LKASLENSLREVVARYALQME 

QLNGILLHLESELAQTWAEGQC 

QAQEYQALLNIKVK.LEAAIATY 

R RLLEDGKDFNLG DTLDCSNS 

MQTIQKTTTRQRMDGKVLSET 

NDTKLRH 


7817 


38185 


A 


7872 


712 


855 




7818 


38186 


B 


7873 


50 


788 




7819 


38187 


A 


7874 


201 


372 


ICQMILKRRVLS*TQKHQATHG 
WNS A YSLTA PFPVSCQDHLC* P 
L*AEAQ1S1KEEP 


7820 


38188 


A 


7875 




323 


FFFETEFHSVAQTGVQWHDPSS 
PQPPPPRFK*LSRPSLPSSWDYR 
HVPSHPGNFLHFQ*KRGSTNQA 
GLELPTSGDLAAFA\SPSAR1TG 
V SHC A RPN YQCFLEFKY 


7821 


38189 


A 


7876 


1 


911 


MLLTLAGGALFFPGLFALCTW 

ALRRSQPGWSRTDCVMISTRLV 

SSVHAVLATGSGIVIIRSCDDVI 

TGRHWLAREYVWFL1PYMIYD 

SYAMYLCEWCRTRDQNRAPSL 

TLRNFLSRNRLMITHHAV1LFVL 

VPVAQRLRGDLGDFFVGCIFTA 

ELSTPFVSLGRVLIQACMNEMT 

ESLKQQHTLLYKVNGILTLGNF\ 

FPCRULLFPFMVVWSYGRKKGL 

SLVPSTLQHPILTATWANAFPR* 

APQIYWFCLLLQ\KAVRLFDTP 

QAKKDG*MLLGVRRSLTPAAS 

STQHSMDQ1VPWVASDFGY 


7822 


38190 


A 


7877 


2 


283 


SCHCTPAWILALSPRLECSGAIL 
AHCNLHLWG*SDSPASASRVA 
GTAGAHCRAWLIFCVLVEMGF 
HRVAP/GLVLNS*AQTIRLPRPP 
KVLGLQA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7823 


38191 


A 


7878 


1 


1042 


PKVRSPRI KRLAPAPAFWRKQE 
LKKIVDP\LL*KKS*EFGHLDRD1 
QPQKRPPPLL*KWPR\YIRV\QG 
RRAILYKARLKGPFCDYPGFTQG 
PGTPQTS* SSLLKIAAHKYRPRD 
KAQRSKQR\LLA\RAEKKAAAK 
GAVPQERAHPVLRAGV\NPVSP 
PLVGEQEKLSLVVIAVHDRGSPS 
ELVVFLPALG/RVKMGVPYCIIK 
GKGKTGDGLVHQKALHPLSAF 
TQ\VNS\EDKGAF/ALKLVGSYQ 
GPNYNDRYDEVRGSFTQNTVIH 
K.SFSQITGWLNL*EVLSDDQLG 
TAKQN * RN * * P* K.SQKT VSQ AN 
CLFLSFQ1RRHWGGNVLGPKSV 
ARJAKLEKAKAKELATKLG 


7824 


38192 


A 


7879 


3 


472 


GRGVAYRGPSPRGTGPGRGDE 
RLQHGGGVSREGPPAAPAAAAP 
GYGQSCCL1EDGERCVRPAGNA 
SFSKRVQKS1SQK.KLKLDIDKSV 
DLFQLQVNTLRRYKRHYKLQT 
RPGFNKAQLAETVSRHFRNIPV 
NEKETLAYFIYMVKSNKSRLDQ 


7825 


38193 


A 


7880 


3 


638 


GRGVAYRGPSPRGTGPGRVR*T 
ASARRRTAAKGPPPPQLPPPRA 
TAKSCCLN\EDGERCVRPAGNA 
SFSKRWRKS1SQKKLKLDIDK.S 
VRHLY1\CDFHK\NF1Q\SVRNKR 
KKEDQ V Y DGREN S/SPSTDTD 1 P 
EVD\LFPACQVNT\LR\RYKRH* 
QVARPRPGFNKAPVSRQL*VDT 
FRNIPVD*KETLALLSSSMVKSN 
KSRLDQKSGGWQAA 


7826 


38194 


A 


7881 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 
QAITKHFSPKISDLILCLKKKIM 
NRHFSKEDIYAAKKHMKKCSP 
SLA1REMQIKTTMRYHLTPVRM 
A11KKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DL\DPA1PLLG1YPKDYKSCCYK 
DTCTRMFIAALFTIAKTWNQP 


7827 


38195 


B 


7882 


446 


625 




7828 


38196 


A 


7883 


1 


1875 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7829 


38197 


A 


7884 


31 


809 


KPRLENYVKNAEASGADAINW 
KKGY/LVMEDEMNEMKREGKF 
REKRIKRNEQSLQE1WDYVKRP 
TLHLIDVPETLNAH KRKQE RS K. 
TDTLTSQLKELEKQEQTHSKAS 
RRQE1TK1RAELKEIETEKTLQKI 
N ESRS WFFERINK 1DRPLARLIK 
KKREKNQIDAIKNDKGDITSDP 
TEIQTTIREYYKHLYANKLENL 
EEMDKFLDTYTLPRLNQEEVES 
LNRPITGSEIVAIINSLPTKKSPG 
PDGSTAEFYQRYKEEL 


7830 


38198 


A 


7885 




2142 


M1ILIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KG1QLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKJNVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNK1KEDTNK 

WKNIACSW1GR1N1MKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARA1RQK.KEIKGIQLG 

KEEVKLSLFADDM1VYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FT1ATKRIKYLGIQLTRDVKDLF 

KENYKPLLKE1REDTNKWKNIP 

CSRIGR1NIMKMAILPKVIYRFN 

DI PIKLPM TFFTELEKTTLKF 1 W 

NQKRACI A KT1LSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRD1DQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K I H S RWI K.D LN V RPKTIKTL E EN 

LGNTIQDIG MG KDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTI RVSRQPTEWEKI F AI YPS 

DKGLISRIYKELKQIYRKKATNN 

P1K.KWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLVIREMQIKTTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7831 


38199 


A 


7886 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK.*RKKC*GQ 
PERKVKLPTKGSPSD*KR1SRQ/ 
KTLQARRQSWFFEK1NKIDRPQ 
ARLIKKKREKNQ1DTIKNDKGD 
1TTDPTEIQIT1REYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSE1EA1TNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEASII 
LIPKPGRDTTKKGNFRPISLMNI 
DAKIL 


7832 


38200 


B 


7887 




3570 




7833 


38201 


A 


7888 


2 


1624 




7834 


38202 


B 


7889 


67 


3156 




7835 


38203 


A 


7890 


1 


1416 


MIIL1DAEKAFDKIQQPFMLKTL 

SKLGTDGTYLK11RAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKE1K 

G1QLGKEEVKLSLFADDMIVYL 

ENP1VSAQNLLK.L1SNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILP\R 

DIDQW/NRTEPSEIMPHTY1MYL1 

FDKPEK.NKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

K1NSRW1KDLN1RPKT1KTLEEN 

LG1TIQDIGVGKDFMSKAPKAM 

ATKAKIDK WDL1 KLKSFCTAKE 

TT1RVNRQPTTWEKIFATYSSD 

KG LI SG 1 YNELKQI YKK KTN1MPI 

KKWAKDMNRHFSKED1HAAK 

KHMKKCSSSLAIREMDIKTTMR 

YHLTPVRMA11KKSGNNRCWR 

GCGE1GTL 


7836 


38204 


A 


7891 


1 


1932 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7837 


38205 


A 


7892 




2347 


MELK.TK.ARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPSII 

L1AKPGRDTTKKENFRP1SLMNI 

NAKILNKMLANQIQQHIKKLIH 

HDQVGFIPGMQGWFNIRKSINV 

1QH1NRTKDKNHM1IS1DAEKAF 

DK I QQHFMLKTLNKL VLE VLA 

RAIRQEKEIKGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRJ 

KYLGIQLTRDVKDLFKENNKPL 

LKEVK.EDTNEWKNIPCSWVGRI 

NIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRAC 

IAKS1FSQKNKAGGITLPDFKLY 

YKATVTKTA WY WYQNRJDI AQ 

WNRTEPSE1MLH1YNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

A1CRKVKLDPFLTPYTKMNSR 

WIKDLNVRPKT1KTLEENLGITI 

QDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQ1YKKKTKNPIKKWAK 

DVNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQ1KTTMRYHLTPV 

RMA11KKSGNNRX1Q/GGIWCD 

R1L*R*TTCRVAKE1QSL*RRI/W 

KRLQRTLSIPVLDAV*PPMF*AS 


7838 


38206 


B 


7893 




1710 




7839 


38207 


B 


7894 




2265 




7840 


38208 


B 


7895 




2142 




7841 


38209 


A 


7896 




1791 




7842 


38210 


A 


7897 




1878 




7843 


38211 


A 


7898 




2091 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7844 


38212 


A 


7899 


1 


1751 


MI1SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFK1IRANYDKPTA 

NIILNGQKLEALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

1KGIQLGNVEVKLSLFADDMIV 

YLENPIVSAQNLLKLISKFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

KWKN1PCSWVGRINIMKMAILP 

KVIYRFNAIPIKLPMPFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

A WC WYQNRD 1 DQWN RTEPSEI 

TPH I YNYLIFDKPEKDK.QWGKD 

SLFNKRCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFTIQDTGMGKDFM 

SKTPTA MGTKDKI DKWDL1 KL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGLISRIYNELKQIYK 

KKTNNPI KQWAKDMNRHFSIE 

DIYAAKKHMKKCSSSLAIREM 

Q1KTTMRYHLTPVRMAIIKKSG 

1MNRNHLDFKHIR1LG1CYL/D*KI 

YQP*LHLVSRNRKPEKLSPKQA 



928 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7845 


38213 


A 


7900 




2540 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQPDL1D1YGTLHP 

KSTEYTFFSAPHHTYSK.IDHILG 

SKALLSKCKRTEIITSYLSDHSAI 

KLELRIQNLTQNHSTTWKLNNL 

LLNDYWLHNEMKAEIKMFFET 

NEN KDTT YQN L WD AFKA VC R 

GKFIALNAHKRKQERSKTNTLT 

SINKIDRPLARLIKKXREKTQID 

A1KNDKGD1TTDPTEMQTTIRE 

YYKHLYANKLENLEEMDKFLN 

TYTLPRLNQE E VES LNRPI TG AE 

IVAIINSLPTKKSPGPDGFTAEFY 

/HEL\LKENK1PRNPTY/RGCEGP 

LQGELQTTAQ* NKRG YKQM E E 

HSMLMDRKNQYRENGHTAQG 

NLQIQCHPHKATNDFLHRSGKN 

YFKVHMEPKKSPHRQVNPKPK 

EQSWRHHAI * LQTI LQG YSNQN 

SMVLVPKQRYRSMEKNRALRN 

NAAYLQLSNL*QT*EKQAMGK 

GFLI**MVLGKLASHM*KAETG 

SLPYTLYKNQFKMD*RLKH*T* 

NHKNPRRKPRHYHSGHRHGQG 

LHV*NTKSNGNKSQN*QMGSN 

*TKELLHSKRNYHQSEQATYKL 

GENFCNLPI*PRANNQNLQ*TQ 

TNLQEKNKQPHQKVGKGHEQT 

LLKRRHLCSQKTHEKMLSITGH 

QRNANQNHNEIPSHTS*NGNH* 

KVRK*QVLNGLDDVQLFR*NK 

QPCCSHKACLVVSSYRRA*SLV 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7846 


38214 


A 


7901 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEK.C 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRJKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDHQENFPNLARINKI 

DRPLARLIKKKREKNQIDT1KN 

DKGD1TTNPTEIQTTIREYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRP1TGAEIVAIINS 

LPTKKSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLS1QNQCTKITSI 

LIHQQQTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQGYRSM EQNRALRNNAA YL 

QLSDL*QT* EKHAMGK/EFPI* * 


7847 


38215 


B 


7902 


1 


2337 




7848 


38216 


B 


7903 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7849 


38217 


A 


7904 


1 


1722 


MAGYPSEMKLPEELSGSNICCS 

AVFTVLQPLLLIPRQTGSGVDL 

RQTPTDLQLRVLTVRRKNNKQ 

KRTSTPKPHL YVTII KDQRSKK.L 

TQNHSTTWKLNNLLLNDYWV 

NNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKFIALNAH 

KRKQERSKI DTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAEQKEI 

ETQKTLQKINESRSCFFEKINKI 

DRLLARRIKKKREKNQIDA1KN 

DKGD1TADPTE1QSTIREYYKHL 

YTNKLEN LEEMDKFLDTYTLPR 

LNQEEDESLNRPITGSEIEA1INS 

LPAKKSPGPDRFTAEFYQRYKE 

ELH1NRTKDKNHMTISVDAENA 

FDK.IQQPFMLKTLNKLVLEVLA 

RAIRQEKEIKGIQLGKQEVKLSL 

FADDV1VYLENP1VSAQNLLKLI 

SNFSKVSGYK1NVQKSQAFLYS 

NNRQTESQIMNELSFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEIKDDTNKWKNIPCSWVGRTN 

IVKMGILPKVVYRFNAIPIKLPM 

TFFTELEKVTTLKFIWNQKRARI 

AMT1LS*KNKAGG1TLP 


7850 


38218 


A 


7905 


1 


2310 




7851 


38219 


A 


7906 


195 


791 


GILSFAKDMNRHFSKED1YAAK 

KHMKKCSSSLAIREMQ1KTTMR 

YHLTPVRMAI1KKSGNNRCWR 

GCGEIGTLLHCWLDCKLVQPL 

WKSVWRFLRDLELEIPFDPAIPL 

LGIYPNEYKSCCYKDTCTRMFI 

AALFT1AKTWEPPKCSNMIDWI 

K7KMWH/IYTRDTMRPKNDEVQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7852 — 


38220 




7907 




984 




7853 — 


38221 


— 


7908 




2076 




7854 


38222 


A 


7909 




1872 




7855 


38223 


B 


7910 




3309 




7856 


38224 


B 


7911 


133 


3213 




7857 


38225 


A 


7912 




1364 




7858 


38226 


A 


7913 




3249 




7859 


38227 


A 


7914 




2757 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7860 


38228 


A 


7915 


1 


2268 


MAGYPSETKPPEERSDSNICSSA 

IFTVLHPPLLIPRQTAFGMDLQQ 

MPTDLQLRVLTVKRKTNKQK.G 

HPHQNPIRTSPSSKTEDFQPTKI 

KRDKEGHYIMVKGSIQQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHTI1MGEFNTRLSTLDRS 

MRQKVNK.DIQELNSALHQADL 

IDISRNLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTEII 

TKCLSDHSAIKLELRIKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETSENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKTDTLTSQLKELEKQEQT 

H SKA SRRQEITK IRA ELQE1ETQ 

RTLQKISESRSWFFEKINKIDRS 

LARLIKKKREKNQIEAIKNDKG 

DITTNPTETQTTIKEYYKHLYK 

NKLENLEEMDKFLNTYTLPRLN 

QEEVESLN RPITGSE1 VAIINSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEGILPNSFYE 

AS1NL1PKPGRDTTKKENFRPISL 

MN1DAKILNKILANR1/WGN*AE 

ERNKEYSIRKRGSQ1VPVCR*H 

DCVSRKPHHLSPQSP*ADKQLQ 

QSLRIQNQCTKITS1LIHQ*QTNR 

EPNHE*TP1HNCFKENKIPRNPT 

YKGCEGPLQGELQTTAQ*NKR 

GHKQMEEHSMLMDRKNQHRE 

NRHTAQGNL*IQCHSHQATNDF 


7861 


38229 


A 


7916 


1 


4729 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7862 


38230 


A 


7917 




2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDH1L 

GSKALLSECKRTEI1TNYLSDDS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITK1RAELKEIETQKTVQKJNES 

RSWFFERINK1DRQLARLIKKKR 

EKNLIDAIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKJLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRA1RQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YK.PLLKEIKEDTNKWKN1PCSW 

VGRIN1VKMAILPKVIYRFNAIPI 

KLPMTFFTELKKTTLNF1WNQK 

\RAHIAKSA'LSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLA1CRKLKLDPFLTPYT 

K1NSRWI KDLN 1RPKT1KTLEEN 

LGIT1QDIGMGKDFMSKTPKAM 

ATKAKIDKWDL1KLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


7863 


38231 


A 


7918 


1 


1205 




7864 


38232 


A 


7919 


1 


2274 




7865 


38233 


A 


7920 


1 


2307 





933 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7866 


38234 


A 


7921 


569 


3030 


RKH*TWKRTSSTSHHKNMPN* 

LEKQEQTH/SKPSRRREITKIRA 

ELKEIETPKTAQKINESRSWFSE 

RINKIDRPLARLRKKKREKNQI 

DTIKNDEGDITTHPTEIHTIIREY 

YKHLYANKLENLEEMDKFLDT 

YTLPRPNQEEVESLNGPIAGSEI 

QAIINSLPTKKSPGPDGFYQRYK 

EELVPFRLKLFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLLNINAK1LNKILANRIQQHIK 

KLMHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLG1 

DGTYHK11RANYDKPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKETEGIQL 

GKEEVK.LSLFADDMIVYLENPI 

VSAQNLLKL1SNFSKVSGYKIN 

VQKSQVFLYTDNRQTESQIISEL 

P\FTIASKRIK.YLG1QLTRYVKDL 

FKER/YNEIKEDTNKWKNIPCS 

WVGR1N1VKMA1LPKVIYRFNAI 

SIQLPMTFFTEL EKTTLKFI WNQ 

KRAH1AKSILSKKNKAGGIMLP 

DFKLY YKATVTKTA WHWYQN 

RD1DQRNRTEPSEIMPHVYNHLI 

FGKPDKNKQWGNDSLFN K WC 

WENWLA1CKKLKLDPFLTPYT 

K1NSRW1KDLNVRPKTIKTLEEN 

LGNN1QDIGMGKDFTSKTPKA 

MATKDKIDKWDLMKLKSFCTA 


7867 


38235 


B 


7922 


1 


3171 




7868 


38236 


A 


7923 


1 


2646 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7869 


38237 


A 


7924 


321 


221 1 


CCQFSMARRGHLPRSVQVSIPG 
QSPVPRAAYQDSGRYKEPTAD 
C/VGPRQT*CMAPHCHLGGWH 
MLALSLGKGAGAGGKESTWEP 
SPG IRMTKTYSTRREQSHPRTI/ 
KGQ1KQMNLRETCSWTFHKKF 
LKTVAFQ1SHPHKNTCLAMAVS 
ANRSMRQKFNKDTQELNSALH 

qvdlidiyrtlhpksteytffsa 
phhtyskidhilgskallskck 
rteiitnylsdhsaiklelrik.nl 
tqnrsttwklnklllndywv 
hnemkaeikmffetnenkdtiy 
qnlwdafkavcrgkfialnah 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKEI 

ETQKTRQKINESSSWFFEGINKI 

DRPLARLIKKKREKNQ1DT1KN 

YKGD1TTDPTEIQTT1REYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVECLNRP1TGAEIVAII 

NTLPTKKSPGPDGFTAEFYQRC 

SRWIKDLNVRPKT1KTLEENLGI 

TIQDIGTGKDI M SKTPKAMATK 

DKIDKWDLIKLKSFCTAKETTIR 

VNRQPTKWEKIFATYSSDKGLI 

SR1YNELKQIYKKKSNNPIKKW 

AKDMNRHFSKEDIYAAKKHM 

KKRSSLA1REMQIKTTMR 


7870 


38238 


A 


7925 


1 


3057 




7871 


38239 


A 


7926 


1 


1830 




7872 


38240 


B 


7927 


1 


3192 




7873 


38241 


A 


7928 


1 


3484 


MGTSEVQNGEERAGTSGQGSV 
EQLSG SSVQLPPGLKLCFEPYFS 
SCASDCILHASPLSLMAASGSQ 
NPNLWASWLCCKWVQCPERQ 
LGCHLTSSVIYGLRYYPQAKRS 
ELELRDCEGLCNQTSPLSSLDG 
MGWKAAAEESNSGIRNIWIPIP 
AFATHKQYNVRQVISPSPPYWS 
HRGNGNNSLCVTRLSGGLKQP 
VAGTGRGLEGGSGTRDLMPFL 
SAAPKEQPPJLA PARRSWFFEKI 
NKIDRLLARLIKKKRE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7874 


38242 


A 


7929 


1 


1946 


NLTQNRSTTWKLHNLLLNDYW 

VHNKM KAEI KMFFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 

AHKRKQERSKIDTLTSQLKELE 

KQEQTHSKASRRQEITKIRAEL 

KE1 ETQKTFQKVNESSS WFFERI 

NKIDRPLARLIKKKREKNQIDAI 

KN D KG Y I TTDPTE 1 HTTI RE Y Y K 

HLYANK.LENLEEMDKFVGTYT 

LPRLNQEEVESLNRPITGSEIVAI 

INSLPTKKSPGPDGFTAEFYQRY 

KEELAGPvDTTKKENFRPISLMN 

IDAKILNKILANRIQQHIKKLIH 

HDQVGFIPGMQGWFNICKSINV 

IQHINRTKDKNHM1ISIDAEKAF 

DKIQQPFMLKTLNKLVLEVLAR 

AI SQEKE I KG I QLG KEE VKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKWVQKSQAFLYTN 

NRQTESQ1MSELPFTIASKRIKY 

LGIQLTRDVKDLFKENYKLLSK 

EIKEDTNKWKNIPCSWVGRINI 

VKMAJLPKVIYRFNA1P1KLPMT 

FFTELEKATLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFELYY 

KTTVTKTAWYSYQNRD\IDQW 

NRTEPSEITPHIYNYL1FDKPEK 

NKQWGKDSLFNKWCWENWLA 

1CRKLKLDPFLTPYTK1NSRWI K 


7875 


38243 


A 


7930 


1 


4801 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRAEI1TNYLSDHS 
AIKLELR1KNLTQSRSTTWKLN 
NLLLNDYWVNNEMKAEIKMFF 
ETK\ENK\DTTYQNLWDAFKAV 
CRGKFIALNAHKRKQERSKIDT 
LTSQLKELEKQEQTHSKASRRQ 
EITKIRAELKEIETQKTLQKINES 
RSWFFERINKIDRPLARLIKKKR 
EKNQIDTIKN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7876 


38244 


A 


7931 


1 


3146 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYRTLHP 

K.STEYTFFSAPHHTYSKIDHVV 

GSK.ALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQN L WDTFKA VS 

RGKFIALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKINES 

RSWFLERINKIDRPLARLIKKKR 

EKNQIDVIKNDK 


7877 


38245 


A 


7932 




2669 


MHNTDGNRFLSHWGYRQALSI 

SKPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITRITNTEKCLKELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSKIDTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQK1NESRSWFFERINKIDR 

PLA RLIKKKREKNQIDTI K\N DK 

GN ITTDPTEIQTTIREH YKH L YA 

NKLENLEGMDKFLDTYTLPRL 

NQKEVESLNRPITGSE1VAIINSL 

PTKKSPG PDGFTAEFYQRYKEE 

LHINRAKDK.NHMIISIDAEKAF 

DK1QQPFMLKTLNKLVLEVLAR 

AIRQEKE1KGIQLGKEEVKLSLF 

ADDM1VYLENPIVSAQNLLK.LL 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKHLFKENYKPLL 

KEIKEDTN K.WKNIPCSWVERIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLYY 

KATVTKTAWYSYQNRDIDQW 

NRTEPSEILPRIYNYLIFDKPEKN 

KQWGKDSLFNKWCWENWLAI 

CRKLKLDPFLKPYTKIKSGWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKAKID 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7878 


38246 


A 


7933 




2962 


MNNSIKEKVKLSLTKWEMQTK 
PNNNTVDLKDAQEVNLTSTDY 
RKQHVMLPTEINSDDSLLKIGVI 
RLANWIKSQDPSVCCNQETHLT 
CRDTHRLKIKGWRKIYQANGK. 
QK.KAGVA1LVSDKTDFKPTKIK 
RDKEGHYIMVKGSIQQEELTIL 
NTYAPNTGAPRFIKQVLSDLQR 
DLDSYTLIMGDFNTPLSTLDRS 
TRQKVNKDTQELNSALHQVDL 
IDIYRTLHPKSTEYTFFSAPHHT 
YSKIDHILGSKALLS 


7879 


38247 


A 


7934 




4220 


MGDFNTLLSALDRSTRQKVNK 
D1QELNSALHQADLIDIYRTLHP 
K.STEYTFFSAPHRTYSKIDHLV 
GSKALLRKCKRTEIITNCLSDHS 
AIKLELRJKKLTQNHSTTWQLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWYVKDTRI 
SGMLWYVKAVCRGKFIALNAH 
KRKQERSKIDTLTSQLKELEKQ 
EQTHSKTSRRQEITKIRAELKEI 
ETQKTLQK1NECRSWFFEKINKI 
DRPLARLIKKKRE 


7880 


38248 


A 


7935 




3229 


MGKKQNRKTGNSKTQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VENFEKNLEEC1TRITNTEKCLK 
ELM ELKTKARELREECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKRIKRNEQSLQEIWDYV 
KRPNLRLIGVPESDVENGTKLE 
NTLRDIIQENFPNLARQANVQIQ 
EIQRTPQRYSSRRATPRHIIVRFT 
KVEMKEKMLRAAREKDRSTRQ 
KVNKDTQELNSA 


7881 


38249 


A 


7936 


1 


3227 


MGDFNTPLSTLDRSTRQKANK 
DTQELNSALHQVDLIDIYRTLH 
PKSTE YTFFSAPH HTYSTTDHIL 
GSKALLSKCRRTEIITNYLSDHS 
AIKLELRJKNLTQNRSTTWKLN 
NLLLNDYGVHNEMKAEIKMFF 
ETNENKDTTYQN L\ WD AFKA V 
CRGKFIALNAHKRKQERSKIDT 
LTSQLKELEKQEQTHSKASRRQ 
EITKIRAELKEIETQKSLQKMNE 
SRS WFFE R11M K. I DRPL A RL I K K K 
REKNQIDTIKN 


7882 


38250 


B 


7937 


1 


2089 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7883 


38251 


A 


7938 


1 


3527 


MELKTKARELREECRSLRSPCN 

QLEERVSAMEDEMNEMKREG 

KFRDKR1KRNEQSLQEIWDFVK 

RPNLRL1GVPESDGENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

Q RTPQR Y S SRR A TPRHII V RFTK 

VEMKEKMLRAAREKAPHHTYS 

KIDHILGSKVLLSKCKRTEIITN 

YLSDHSAIKLELRIKNLTQNHST 

TWKLNSLLLNDYWVHNEMKA 

E I KM FFETNEN KDTTYQN LWD 

TFKAVCRGKFIALN 


7884 


38252 


B 


7939 


1 


5238 




7885 


38253 


A 


7940 


1 


3587 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGKEVENFEKNLEEC1 

TRITNTEKCLKELMELKTKARE 

LHEECRSLRSRCDQLEERVSAM 

EDEMNEMKGEGKFREKRIKRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDG ENGTKLENTLQDIIQENFP 

NLARQANVQIQEIQRMPQRYSS 

RRA TPRHII VRFTKVEMKEKILK 

AAREKDRSTRQKVNKDTQELN 

SALHQADL1DL1DLIYRTLHPKS 

T\EYTFFSA PHHT 


7886 


38254 


A 


7941 




6202 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MG DFNTPLSTL DRSTRQK VNK 

DTQELN S A LHQ A DL I DI YRTLH 

LKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTE1ITNYLSDHS 

A1KLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENXKDTTYQNLWDAFKAV 

CRGKFIALYAHWRKQ\ERSKM 

DTLTSQLEELEKLEQTHSKASR 

RHEIAKIRAELKEIE 


7887 


38255 


A 


7942 


2 


3134 


WRKIYQANGKQKKAGVAILVS 
DKTDFKPTKIKRDKEGHYIMVK 
GSIQQEELTILNIYAPNTGAPTFI 
QQVLSDLQRDLDSHTLIIGDFN 
TPLSTSDRSTRQKVNK.DTQELN 
SALHQADL1DIYRTLHPKSTEYT 
FFSAPHHTYSKIDHILGSKALLS 
KCKRTEIITNYLSDHSA1KLELM 
IKNLTQNHSTIWKLNNLLLNDY 
WVHKEMKAEIKMFFETNENKD 
TTYQNL WDTFKA VCRG K Fl AK\ 
NAHKRKQERS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7888 


38256 


A 


7943 


1 


4455 


MELKTKARELREECRSLRSRRN 
QLEERVSAMEDEMNEMKREG 
KFREKRIKRNEQSLQEIWDYVK 

rpnlrligvpesdaengtklen 
tlqdi1qedfpnlarqanvqiqe 
1qrtpqryssrratprhiivrft 
kvemkqkmlraarekdfk.pt 
k1krdkeghy1mvkgsiqqeel 
tiln1yapntgaprfikqvlsdl 
qrdldshtlimgdfntplstld 

RSTRQK VN KDTQELN S ALHQ A 
DL\IDIYRTLHP\KS 


7889 


38257 


A 


7944 


1 


6108 


MTGSNSHITILTLNINGLNSAIK 
RHRLASWIKSQDPSVVNCIQETH 
LTCRDTHRLEIKGWRNIYQANG 
KQKKAGVAILVSDKTDFKPTKI 
KRDKEGHYIMAKGSIQEEELTI 
LNIYAP\NTGAPRF1KQVLSDLQ 
RDLDSHTLIMGDFNTPLSTLDR 
STRQKVNKDTQELNSALHQAD 
L1DIYRTLHPKSTEYTFFSAPHH 
TYSK1DH1VGSKALLSKCKRTEI 
ITNYLSDHSA1KLELRIKKLTQN 
RSTTWKLN 


7890 


38258 


A 


7945 


2 


788 


CGLAIYNCTIVDLHFPLALYKK 
LLKKKPSLDDLKELMPDVGRS 
MQQLLDYPEDD1EETFCLNFTIT 
VENFGATEVKELVLNGADTAV 
N KQN RQE F V DA Y VD Y I FN TS V 
ASLFRCFS\SGFHKVCGGKGL\R 
LFQPNELQAMVIGNTHF*WKG 
TGKDYRNTKGN 1 WAEHPVTIKIF 
WEVFH\ELPLEKKK\RFLLFLTG 
S\DRIPILGMKSLK\LVIQSTGGG 
E\EYLPVSHTCFNLL\DLPKYT\K 
KETLRS*T*SQAIDHNEGFSLI 


7891 


38259 


A 


7946 


1 


1647 




7892 


38260 


B 


7947 


363 


550 




7893 


38261 


B 


7948 




1123 




7894 


38262 


A 


7949 


1 


3136 


MVTHQQPAARKPNMTSKKPKP 
MGPKAHGIFSGTRKNNLEIYMD 
QTRTGIAKTKLSKNNKSGGMT 
LPDFKLYYKAIVAKIACGGSMY 
NSDTDEDEETEPSSSGQQIIENS1 
TMNKMKLLKAKMKNMNLSKK 
HITQVSDEEEDDDGCDLFADSE 
KEEKDIEDIEENTRPKRSRPTSF 
ADELAARIKGDAVGRVDEEPTT 
VSYEDDRRGKNQDAYTEGGLS 
TIKTVNCSSSLTLRRSKTSEDTQ 
EKKERRTPSDDEED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7895 


38263 


B 


7950 


303 


1010 




7896 


38264 


A 


7951 




280 




7897 


38265 


A 


7952 




514 


F YLKELDPAEHS Y VL 1RKIDPAL 
VWGLTGDQGTPKTRLLMITLD 
S1FMQASCVPEEVVWEVLRVLE 
AH\SSKKHFVFGESMKL1TKAS 
VQQEYLVHK*VSHSNPTLYVFL 
WGLSKETRQMEVPEFVAKVND 
THPSSFSVGSK*GI*EKEGGRYP 
VPEMGSCRLVTVTSASV 


7898 


38266 


A 


7953 


2 


351 




7899 


38267 


A 


7954 


2 


529 


E KGERPH WSN KPSN LKRTH EL 
DIDENPASDFDDSGSLLGFKYG 
SGQKYGGIPYFSHRQVR**EKN 
VKLKAKYLNMRGQIKMKNKHI 
FFTKETEKPFFKKSKILSKVEKF 
LTWVNKPMDEEASQESSSHDN 
GHDASTSCDSEEQDMSVKKGD 
DLLETNNPEPEKCQSVSSAGEL 


7900 


38268 


A 


7955 




1370 


mpvgtsnflllgllenpnlplt 
rpspfpsqreaswgiqkattgp 
gegectrlgfsllldvfcalhg 
prekcve1lrsghllaispggvr 
eal1 sd etyn i v wg hrrgf aq v 
aidakvvekfltwvnkpmd.ee 
asqessshdnvhdastssdsee 
qdmsvkkgddlletnnpepek 
cqsvssageletenyerdslla 
tvpdeqdcvtqevpdsrqaete 
aevkkkknkkknkkvnglppe 
iaavpelakywaqryrlfsrfd 
dg1kldregwfsvtpekiaehia 
grvsqsfkcdvvvdafcgvgg 
ntiqfaltgmrviaididpvkia 
larnnaevygiadk1eficgdfl 
llasf*kadvvflsppwggpdy 

ATAETFDIRTMMSPDGFEIFRLS 
KKITK\NIVYFLPRNADIDQVAS 
LAGPGGQVEIEQNFLNNKLKTI 
TAYFGDLIRRPASET 


7901 


38269 


A 


7956 


3 


560 


R1HTGEKPYDCKDCGKAFGRTS 
ELI LHQRLHTG VKPYECKECGK 
TFRQHSQLILHQRTHTGEKPYV 
CKDCGKAFIRGL\QLTVHRRIHT 
GARPYGVLKECGESLLDSTHS* 
LLHQ\RIHTG\EEPYECKECGKG 
FIHSSEVTRHQRIHSGEKPYECK 
ECGKAFRQHAQLTRHQRVHTG 
DRPYESAED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,21 7 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7902 


38270 


A 


7957 


155 


1288 


HTTASQTTMSQAVR/RRRSDYL 
SSARR/RRDPARSKPTQGGPPPN 
PPPTRQGRPTALTNPSQPRPRHR 
AHPHQHATPKPRTNEEQEGRR 
H TKQPNPTRTEPRPPNRRG RPN 
PQTRRTKQQNTTPQAHTSTRKN 
ARTPGLCP*CVKGKTEGGYDA 
RASARGPYMAGVSWPGEHEDP 
G APE ARRGRRALPG\G SAFPEM 
STHTESTPKTTAHTSNDRRNRE 
QRVKKKTYKTTRSRGANRNST 
ERHEDGYFYGSLTTGPLPWHSA 
I H S V S AGQPWSLKF VTGLQQ AS 
EGYFSQSQERSLPNRKSSVPRLR 
LLFLQQASRLSELPLGTEGPGSL 
L LRPREEL ACTGKRRKTGG AIM 
GEVSVCELSLPAPAFQSPVQLC 
GCQPEKA 


7903 


38271 


A 


7958 




2045 


REAAAATPSFPPSSSVRPSVRAS 

VRSA RSGPKHGRRQLQRPPPG A 

/RWRLTRR*SERRARPTGLCTH 

MKMAPMTSSLQHQEKGACRSF 

RDTLRTRR*CTASAVSRTPK\RS 

AKIRAHQLGGRRCA*CPQVRLC 

QPRG*GGRVLPGCRRDRERQQ 

RGRHRRGCHRAAAL*RAGATL 

QPCAAPTAAARG+ER/SSPWAPP 

TRRRMQLWK*SGLTESSSGSRP 

RRKKSCGRRRSGRRPWMRGSG 

SSRSGWSRSGRSKRSASGATGS 

GSSRSRSTGGNSRL*KRKRPRG 

G*RSSLSLVTIGMRRKRPT*RSQ 

SRRWRRQQLLLPSGLTTQGSSS 

SSRKESHRPLRAAVMYPRPSTI 

DQAATWTATGGWRPLPSPRGA 

RLTPAPPPPLSLSR*SGPWMRSP 

P/PQPPPLPPPPPP\PKRPRSPAPS* 

TVRRPEQQPLRPGPAPWRSPLR 

HRRLPGGQAALQRT*CSWSLQS 

RLSWLLPWSLPQLTPRRSTMQL 

TPLK.LTLPLLTPLL PTT Y PPPPPA 

SLTYGLATGKGPPHSRVSPGPP 

RHPRVLRSPWQRCPCWMRWL 

RSHCCQQAKAVPPFSTLMSCLS 

RQPPSVTQRKWKGSPWLPPRPQ 

LCPQPLRSWSKSRSRSPTC* PM 

ARPPRRRGPRPSEGYFSQSQEEE 

FAQSEELCA KAPPPV F YN KAS E 

NVIHMLGCRPSSRRGGGLRGW 


7904 


38272 


A 


7959 


3 


174 





942 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7905 


38273 


A 


7960 




862 


GVMASRTLLLLLLGALALTET 

WAGTHSIRYFSTAVSRPGRGEP 

RYIAVGYVDDTQF\DAATPRM* 

PQSPWLEQEGPEYWDRSTRNIR 

PAHRLTRVNLPMPRRYYHQS* 

AGTGIFHGIRR/Y1PDTCVQTHM 

1 H HSVSDYKATLRCWALGFYP 

VE1TLAWQ\QDEEDQTRDHE\L 

VETRPAGDGTFQKWAAVVVPS 

GQEQRYTCHVQHEGLPKPLTL 

RWEPSSQPTIPIVGIIAGLVLFGA 

V I TG A V V A A VM/WQ E EEL RTF S 

SHR*SELTSERASSDHAQGSDV 

SLTACKV 


7906 


38274 


A 


7961 


1 


591 


MVTDYAIELFLQASLILLSSTLP 
YNEREMGLS1 F ALLTLTVFLLLL 
ADKVPETSLSVPIIIKYLMFTMV 
LVTFSVILSVVVLTLHHRSPHTH 
QMPLLVPSDLHSQTSAVPASKK 
AQTRERPDAGAPSLFFSRK.WLG 
Y1ARQLQEQEDHD/VAEGGLAV 
CG HGSG PPLPVDFHHLHQR WD 
PSHLPGRHVPLAPSRPLSL 


7907 


38275 


A 


7962 


1519 


1888 


ILKHPTLDKELILTYLFIYLFIFL 
RRNFTLVA*ARVQWCDLAPPQ 
PLSPGFKPFSCLRFPSSWDYRYA 
PPYLANFVFLVGTGF\SMLVRL 
V SN SRPQ/CDPPASASQSAG1TG 
VN HHA\RITFNF 


7908 


38276 


B 


7963 


280 


1977 




7909 


38277 


A 


7964 


994 


1651 


CRGSQPAPPLTPHPPNAPLGPSD 

LHSQTSAVPASKKAQTRVGDLM 

PEPPHCSSPGSGWGRGTDEYFIR 

KPPSDFLFPKPNRFQPELSAPDL 

RRFID/VSKPGCGPASGATGGW 

SS 1 S YIARQLQEQEDHD/VAEGG 

LAVCGHGSGPPLPVDFHHLHQ 

RWDPRSSSW\SHVPLAPSRPLSL 

KTGGLRPGPLPVEVREFGDTVK 

PYPSLPLNSFTRNLGLLFRSG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7910 


38278 


A 


7965 


10 


533 


DEVSLCCQAGVQLHDVGSLQT 

ASQVQAILLPQPPEVAE1SGACH 

HACL1FVFLVEMGFHHIGQAGL 

KLPTSGDLPASASQSAGITGVS 

HRARPASS YLFFF* DEVSLCCQ 

AGVQLHDVGSLQVLPPRFKRFS 

C\PASRSS*DFRRLPPRLPNFCIF/ 

M*RWGFTILARLVSNSRPQ/CD 

LPASASQSAGITGVSHRARPASS 

Y/CIFFLRWRLT1AQAGV**CNL 

SSLQPPTPGFKWVSCLSLPSSW 

DYRSLPPLPANFC1FSRDGVSLC 

SLSWSRTPDFK 


7911 


38279 


C 


7966 


312 


467 




7912 


38280 


A 


7967 


31 


678 


TGLYFLFLFCLRRSLA/SVAQPG 
VQWRDLGSLQPAPPGLRJRFSFL 
SLQSSWEYRCPLPRPADFLYF*S 
RRGFSTLVRLVSNSRPQ/CDPPA 
SASQSAGITGVSHCAR\LFFSFE 
M EFRSW AQAG VQWRDLDSLQ 
PLPPG\LT*FSCLSLPRLGAA/WD 
YRRVPPCPAIFC/IFFFFSRDRVS 
PCWSG WSQTPDPQVI RPPRPSQ 
SAGITGVSHRARPSHIS 


7913 


38281 


A 


7968 


23 


99 


YTMTGPGCWRPL*TGPHPPHT 
WPGGSSSHPQ1PHRPPCVFG 


7914 


38282 


A 


7969 


144 


1239 


ERTEPDH/TTTLT*P/ELPADTTA 
TVEDMLPSVTSVTTNSDTITETF 
ATAQY1LTSETTTLTSS1APPAT 
ATPDSNSVPAGQATPSKGPSAS 
APSPAPASAPKVAPLVDLSDTP 
TSTPAASNLSSSVLANQGAVLS 
PSAPAGVGEASKAPPASKPTPA 
PVPTPTGAASPLAAAAAPATEA 
PQAKQEA PSTKGPDPEPTQPG A 
A K.SPAE AATAL ASPKSEAASVS 
TTNPSQGEDFKMDEGNFKTPDI 
DLAKDVFAALGSPAPAAGASG 
QAPELAPSTADSSVSPAPAKTE 
YGLSLSAVIGLCPVVSGWEDSG 
LPSIKWLLGLKVQEKGLNLSGK 
NTASGINLGLEEERTRSSDSVLL 
NYGCTLESLGCF 


7915 


38283 


A 


7970 


3 


375 


ARQAMKSCLHQCFLTLPRQAL 
EASSCNSTGWGGEGTGKSGLQ 
RGP*NQCWEPSPAQQAAFTSS* 
AVATAAGQGEEELPLLPPSTTP 
GK.NTASGINLWLEEERTRSSDS 
VLLNYGCTLK.SLACF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7916 


38284 


A 


7971 


1 


2230 


MFEASVGWFMRLEERTRLHDI 

QAQDEAVTADLEAAAGYPDLA 

KI1DEGGYTKQQIFSVDDTAFS 

WKKMTLRTFIAKEGTNTDGAS 

SATSSLVSLCLELCFLRAHHDV 

GFYCDLDVYQSAVYAPTCPTG 

YSLPQAKEESDFIPLEYEKGRIT 

STAGQGQDVEPEMEQLEK.GSIK 

GVTETRTGPLGCSNYDNLDSVS 

SVLVQSPENKVQLLGLQVLLPE 

YLRERFVAAALSYITCSSEGEL 

VCKENDCWCKCSPTFPECNCPD 

ADIQAMEDSLLQIQDSWATHN 

RQFEESEEFQALLK.RLPDDRFL 

NSTAISQFWAMDTSLQHRYQQ 

LGSWL*KVLF\KKTHRTLRRLFN 

LCKRCHRQPRFRLPKERSLSYW 

WNR1QSLLYCGESTFPGTFLEQS 

HSCTCPYDQSSCQGP1PCALGE 

GPACAHCAPDNSTRCGSCNPG 

YVLAQGLCRPEVAESLENFLGL 

ETDLQDLELKYLLQK.QDSRIEV 

HSIFISNDMRLGSWFDPSWRKR 

MLLTLKSNKYKPGLVHVMLAL 

SLQICLTKNSTL\EPVMAIYVNP 

FGG\SHSES\WFMPV\NEGQFSL 

TW\ERTNVDAAA\Q\CQNWTM 

HLGG1RWKTFF\ETV\HVYLRSR 

1K.SLDDSSNE1MYYEPLEDDWIP 

LRNLG\YMKINTL\QVFGYSLPF 

DPD\AIRDLILQLDYPYTQGSQD 

SALLQL1ELRDRVNQLSPPGKV 


7917 


38285 


B 


7972 


62 


232 




7918 


38286 


A 


7973 




258 


KLSPPPPPLPPSPPLPRPG PA\GPP 
SRLPSP/PASASPQGVP*LGPAA 
AELPGIRSR*PQVAAPEAETHP 
WCCC*RSSPQQQRISH 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7919 


38287 


A 


7974 


1 


1048 


MAHSQNSLELPININATQITTAY 

GHRALPKLKEELQSEDLQTRQK 

ALMALCDLMHDPECIYKAMNI 

GCMENLKALLKDSNSMVRIKT 

TEVLH1TASHSVGRYAFLEHDI 

VLALSFLLNDPSPVCRGNLYKA 

YMQLVQVPRGAQEIISKGLISSL 

V WKLQ VE VE EEEFQEF I LDTL V 

LCLQEDATEALGSNVVLVLKQ 

KLLSANQNIRSKAARALLNVS1 

SREGKKQVCHFDVIPILVHLLK 

DPVEHVKSNAAGALMFATVIT 

EGKYAALEAQAIGLLLELLHSP 

MTIARLNATKAALTMLAEAPEG 

RKALQTHVPTFRAMEVETYEK 

PQVAEALQRAARIA1SVIEFKP 


7920 


38288 


A 


7975 


1 


782 


MAVTAAACWSLRPLARRDVCV 

GVALASPFVKPTHWFCKTLLEP 

CRPTGMGAQE1ISKGLISSLVW 

KLQVEVEEEEFQEFILDTLVLCL 

QEDATEALGSNVVLVLKQKLL 

SANQNIRSKAARALLNVSISRE 

GKKQVC\HFDV I PN PWSHLLKD 

P\VEHVKV*RCRLPLMFA\TV1T 

EGNKYAALEAQAIGLLLELLHSP 

MTIARLNATKALTMLAEAPEG 

RKALQTHVPTFRAMEVETYEK 

PQVAEALQRAARJAISVIEFKP 


7921 


38289 


A 


7976 


1 


300 


VEQTGRGE/RAYD1YSRLLRNA 
FLCVMGP1DDSVASLVIAQLLFL 
QSESNKKPIHMYINSPGGVVTA 
GLAIYDTMQY1LNP1CTLPRTVR 
MSPRWCRRSL 


7922 


38290 


A 


7977 


2 


470 


RPPQRTLQN GL A LQRCLH ATAT 

RALPL1PIVVEQTGRGEASYDIY 

SRLLRER1VCVMGPIDDSVASL 

V1AQLLFLQSESNKKPIHMYI/N 

QPSGGARGQATD1AIQAEEIMK 

LKKQLYNIYAKHTKQSLQVIES 

AMERDRYMSPMEAQEFGILDK 
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SEQ ID 

NO: 


SEQ ID NO: 


Mer 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7923 


38291 


A 


7978 


3 


864 


SCRYPALGPRLAAHFPAQRPPQ 
RRPPRTACSLQRCLHAVTATRAL 
PLIPIVVEQTGRGERAY\D1YSRL 
LRERIWCVMG PI DD\S V A\SLVI 
AQLLF\LQSR\SNMKPIHMY1N\S 
PG W V W V TAGLG HLTDT1 A VTF 
LQPDFCTW/CSLGPGAASMGSL 
AFFAAGTPGMRHFAPQLPVFMI 
QPALQEGAGGQSPPDIVAIQAEE 
NP* KL\KKQL\YNI*RQRTTQTRS 
LQGDRVPPMAEGTA*HEAPME 
GPQEFG\ILKTRFLVPPSPQDGE\ 
DEAPRLVQKEPWEAAPAAEPV 


7924 


38292 


B 


7979 


1 


2088 




7925 


38293 


A 


7980 


412 


812 


FQSLFTCVLFHFKFSLTIHHMNS 
QPF*RIRSTFFFLKQSL/DSVTQA 
GVQWRDLGSLQPPPPGFKQFSC 
LSLPSSWDYRRAPPHPANFFYF 
F* *QTG\FTHVGRMVPI*PRDPP 
ALASQSPGITGMSHCTRPRJR 


7926 


38294 


A 


7981 


2 


178 




7927 


38295 


C 


7982 


279 


322 




7928 


38296 


A 


7983 


2 


760 


GVRRSGGGR\GRPGGGPRKARR 
GKAEDKE*MPVTKLGHLVKDM 
KIKYLEDV/YFSLP1KESETIDFF 
LGSSLKEEGLKIMPVQKQTRAG 
QRTRF1CAFVATGDYNGHVGLC 
VKCSKEVATAIRGSVILTKHS1V 
PVRRGY/WGNKMDK/PHTVPCK 
VTGRCGSVLVHL1VSAPVPKKL 
LMMAGIDDCHTSARGCTAT/LG 
NFAKATFDT1SKTYSYLTLDLW 
KET1FTKSPYQEFTDHLVKTHT 
RVSVQRTRAPAVATT 


7929 


38297 


B 


7984 


318 


406 




7930 


38298 


C 


7985 


333 


439 




7931 


38299 


A 


7986 


2 


171 




7932 


38300 


A 


7987 


1 


668 


MGGLFWRSALRGLRCGPRAPG 
PSLLVRHGSGTIMGVFVAVGTI 
PVPSRVPCIEADTLKPGGPSWT 
RERTLVAVKPDGVQRRLVGDV 
IQRFERRGFTLWGMKMLQAPE 
SVLAEHYQ\DLRRKPFPPCPSSR 
YMSSGPVVAMVWEGYNVVRA 
SRAMIGHTDSVAEAAPGMIKGV 
DFSVHISRNV1HASDSV\EGAQR 
RJQ\LWFQEQ*SWVSWA\D\GGQ 
HSSIHPA 


7933 


38301 


A 


7988 


1 


897 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7934 


38302 


A 


7989 




142 


MEYYAATKNDEVMSFV/GT/W 
MKLETI1LSKLTQEQKTKHHMF 
SLISGS 


7935 


38303 


A 


7990 


287 


1086 


EPWREMFISVYTLQK.LGALFTI 
AKTWNQPKCPSMIDWIKKMW 
H/IYTMEYYAAIKKDEFMSFER 
TWMKLETIILSNLTQEQKTKHR 
MFSLISGSRTMRIHGHREGNITC 
QGLLGGECVHTVATRGSPSATE 
DESCRM1MVNDYGGNSPSTLQV 
KTSPQGRAEK.GNNVRTWLYSN 
LVCWPSLGSLMGKLRDRVIKR 
V1YTHTAGDVSMHEEGFQFPLK 
QVSLLLCA1AFQPSLVVAAALV 
HITMEAYTYLEVTLLQIHSPLFC 
FLPKCHF 


7936 


38304 


A 


7991 


1550 


1835 


DTISHQLEWQSLKSQETTALLTI 
A KT WNQPK C PSM IG W1KK\M W 
H1HTMEYYAAIKRNEFMSFAGT 
WMKLETI I L SKLTQEQKTK\HH 
MFSL1RGS 


7937 


38305 


A 


7992 


164 


647 


DLPVEPHIGKMILFEALVL/HCL 
DPVLTIAASLSFKDP\FVIPLGKE 
KIADARRKELAKDTRSDHLTV 
VNAFEGWEEARRRGFRYEKDY 
CWEYFLSSNTLQIM/MK1IKAVI 
CAGLYPKVAKIRLNLGKKKKXK 
VKVYTKTDGLVAVHPKSVNVE 
QTDFHYNWLI 


7938 


38306 


A 


7993 


66 


345 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7939 


38307 


A 


7994 


1 


2367 


HRVTVISGETGCGKTTQVTQFI 

LDNYIERGKGSACRIVCTQPRRI 

SAHSSCGKSSCRKGQNLVASGN 

STGY\QIRLPESVAQGNRVLSYT 

VPTRNHPSSGSQSDPYLSSVSHI 

VLDEIHERNLQSDVLMTVVK.D 

LLNFRSDLKVILMSATLNAEKF 

SEYFGNCPMIHIPGFTFPVVEYL 

LEDVIEKIRYVPEQKEHRCQFK 

RGFMQGHVNSQEKEEKEAIYK 

ERWPDYVRELRRRYSASTVDVI 

EMM EDDKVDLNLIV AL1RYI VL 

EEEDGAILVFLPGWDNISTLHD 

LLMSQVMFKSDKFL11PLHSLM 

PTVNQTQVFK.RTPPGVRKIVIA 

TN1AETS1TIDDVVYVIDGGKIK 

ETHFDTQNN1STMSAEWVSKA 

NAKQRKGRAG\RVQPGSLLFICI 

NGS*EASLLGWT1QLPEIFEE\PF 

WEGTLFTK*RFLRLGEIAYFLSR 

*MDPPSNEPVLLSIRHL\RSLNA 

LDKQEELTPLGS\HLARLPVEPH 

IGKMILFVGALFCCLDPVLTIAAS 

LKFQ\SPFV!PLGKEKIADARRK 

ELAKDTRSDHLTVVNAFEGWE 

EARRRGFRYEKD\FCWEYFLSS 

NTLQMLHNMK.GQFAEHLLGA 

GFVSSRNPKDPESNINSDNEKI 1 

KAV1CAGLYPKVAK1RLNLGKK 

RKMVKVYTKTDGLVAVHPKS 

VNVEQTDFHYNWLIYHLKMR\ 

TSSIYLY\DCTEVSP\YCLLFFG\G 


7940 


38308 


A 


7995 


25 


312 


WLIYV1TDARMYRQRGRYYFL 
VSSSLDKVLM1SFLLGWRRSSR 
RLRAFLVLHLRASPWAPRSFVR 
PVSAFSVGMCHMKTRVFENTF 
PFTLGHTVRY VG RE I F/C RR VFT 
RYRESIKISLPTYLTVCPRVKGN 
VFSNTRVFMWHIPTLKADTGRT 
KLLGAQGEARRCKTKKARKRR 
EERLQPNKKEIIKTLSKEEETKK 


7941 


38309 


A 


7996 


2 


417 


QQIRKLIKVGL1IHKPVIVHSQV 
GCQKSTFS/RTRKGRHMGTG*R 
KSTANFQMPEKVTWMRRMRIL 
HWLFGRYHESKKTDHHMYHSL 
YLKVQGN M FTN KQ I LM E HNHK 
LKADKAHKKFLADQAEARSSK 
TNKASKLREER 


7942 


38310 


A 


7997 




124 


KKRPELRDLLNQARKETL/ARK 
EDRSASSGAEGDVSSEREP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7943 


3831 1 


A 


7998 


911 


1497 


SQRKARDQRRKRNKRASSIAK 

HKEPKRPILPSGKNSQEGVATH 

TKPLAQGKVWLDP/NETNEIPN 

ANFRQQIRKLIKDGLILRHRKPV 

TVHSRAQGWKSTLARRKGRHL 

GIESKKIDRHMYHSLYLKLKGN 

VFKHKRILTEHSHKLKADKAR 

KKPLADQAEARGSKTKEARKL 

REEHLQTKKEEIIKTLSQEEKAK 


7944 


38312 


A 


7999 


34 


279 


EVIHAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLKVKGNVFKNKRILM 
EH1HKLKADKARKKLLA 


7945 


38313 


C 


8000 


351 


530 




7946 


38314 


A 


8001 


356 


921 


WRATACTYPSWAPPRILVATGP 
AAVSAGLPSLHGTRAGPQAPCT 
AAVPPAPLPPHRPAS*G/MPAGP 
VQKGAPT/AAAAG*RLLKHGQS 
RRQGRGGAERTEGCQHAVTFQ 
DCFLRCFFG*C*CLSG/ERAIALE 
QGASHAAEQLPRLQAFKRPGPL 
/QVNPDAPQKSAASSSLKVLSG 
LPKHQRPRRFCQNTGS*SGP**T 
TGRRSAAGAA/GKPENPGSPPA 
PHNFKSGTNPAVTTHHPVGSKP 
RPEPHGNSEA 


7947 


38315 


A 


8002 


495 


653 


MTLTSIDPVLTTFFNLECPL/VFT 
ATASSGLGEVE*A1ALN 


7948 


38316 


A 


8003 


1 


1433 


MPESNCSLTWRHSVGRAVAAQ 

GGEHSSQGASLVLGEPRGGSS 

WLLGLEGDTGLWGGLLKEGRL 

TDG KG KTIDCKD AI F IMTSN V A 

SDE1AQHALQLRQEALEMSRNR 

1AEN\LGDVQISDKITISKNFKEN 

VIRPILKVRGLSWHFLLEPKAHF 

RRDEFLGRUGEIVYFLPFCHSEL 

IQLVNKELNFWA\KRAKQRHN\I 

TLLWD\REVADVLVDG\YNVH 

YGARS\IKHEVER\RVVN\QLAA 

AL*SRTLLP\GGCTLRITVEDSD 

KQLLKSPELPSPQAEKRLPKLR 

LEIIDKDSKTRRLDIRAPLHPEK 

G RLTDG KG KTIDCKDA 1 Fl MTS 

NVASDEIAQHALQLRQEALEM 

SRNRIAENLGDVQ1SDKIT1SKN 

FKENVIRPILKVRGLSWHFLLEP 

KVLTTFFNLSVLYLHGNSIQRL 

GEVNKLAVLPRLRSLTLHGNP 

MEEEKGYRRARGHSLHQGIEK 

YICESDDIFRKYCNNQFL 


7949 


38317 


A 


8004 


1 


789 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

119/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possibie nucleotide insertion) 


7950 


38318 


A 


8005 


1 


409 


LRLELSFCSSCLLEPPWS/TTVV 
CLYCRPATDFHPSGSGRVSAVL 
LIQ*G/RPLPLLIRL1CACHCSHTA 
K.CPGSSPSSMSPTAEEQKSGTA 
EERREGASEHGEEFGWGRLERS 
AVEWPNSRGRSSSHSIPFPAPRP 


7951 


38319 


A 


8006 


1 


1787 


MSKGESRKCNEENVSKSSKVV 

KVFIVLTPQFLSRDKDQLTKEL 

QKHVKSVTVSCKSPRKLLSHIT 

RLHPPSKGQGENLTHLVDSIKA 

TIWCQPVWETVEGQRRRVGNC 

IDFTNGCDLVGSSSLHNMLVCS 

SYDINRQDTFQKDRTSEKHLLD 

SVFTALQDSAGQQWPARLHPQ 

RGEEVADPRGAPSRHVEPENSS 

PCQGNGEQAGKAGARALCGQ 

ARRSPATMPPPLTTRSLCEFAVF 

LLHWLFPELFHYRKLGEQDSCY 

GDGG K.QELDPQRLQ1 1 CN FTEV 

YFPHMQEEEAWRQAGPGPAEA 

AD/TSATSRRSTSPTCRRRRPGC 

SGAPSASTTSFRAWGWTQAAK 

ASPPRDNCYNSSSLPDDISLFTH 

DNLHKQHSCSDSLGKKQLDPS 

CIKL1RH*VHLLYLCTKNNRVW 

TLEFMGNLHWMRNRGAPTSSS 

ARSTCWPRV*RHEELCNQS*EV 

QRGV*GSPAAPERSSKDFCKIPL 

DEVVVPH*/DFPVRSPYLLSDKE 

VCKIVQQSLSVGNFAAGLL/LPP 

RTSSCSTT1FGL/DNKKQLDPTQ 

LRLICH*VEAVYPVEKVEEVWH 

CEC1PSNDEQCHCPNRKKCNIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7952 


38320 


A 


8007 


1 


1475 


MAVDFSLAVLMIVSSYDINRQD 
TFQKDRTSEKHLLDSVFTALQD 
SAGQQWPARLHPQRGEEVADP 
RGAPSRHVEPENSSPCQGNGEQ 
AGKAGARALCGQARRSPATMP 
PPLTTRSLCEFAVFLLHWLFPEL 
FHYRKLGEQDSCYGDGGKQEL 
DPQRLQ1ICNFTEVYFPHMQEEE 
AWRQAGPGPAEAAD/TSATSRR 
STSPTCRRRRPGLQRCAQCIND 
KLQGLGLDAGSEGEPPTRQLLQ 
LLQPAR*HLSNQGGG*LQGRAL 
FTHDNLHKQHSCSDSLGK.K.QL 
DPSC1KL1RH*VHLLYLCTKNNR 
VWTLEFMGNLHWNRNRGAPT 
SSSARSTCWPRV*RHEELCNQS 
*EVQRGV*GSPAAPERSSKDFC 
KIPLDEVVVPHVDFPVRSPYLL 
SDK.EVCK1VQQSLSVGNFAAGL 
L/LPPRTSSCSTTIFGL/DNKKQL 
DPTQLRLICH*VEAVYPVEKVE 
EVWHCECIPSNDEQCHCPNRKK 
CNILKKAKKVEK 


7953 


38321 


A 


8008 




3524 


MCNNLIHLSLANNKITTINGLN 
KLP1 KI LCLSNNQI EM ITGLEDL 
KALQNLDLSHNQ1SSLQGLENH 
DLLEVINLEDNK.1AELREIEYIK 
NLPILRVLNLLENP1QEKSEYWF 
FVIFMLLRLTELDQKK1KVEEK 
VSAVNKYDPPPEVVAAQDHLT 
HVVNSVMQPQRJFDRYLLEIQR 
PEFRLVLKLVGNESLP1ASADSL 
ALTSDMVRNGLGDLFYDFRAC 
HTTRPPYFGEGDRVDYHFISQD 
VFDEMVNMGKF 


7954 


38322 


A 


8009 


258 


719 


MTPPSVLP*PSLSY* HPDYSLPF 
PFSPPVLCFPHPVQGLYSVLFVN 
TAAEPREKSAMAILPLSGHACS 
HVCLGSHQSLFQRACGRCPRPL 
SGSLRSHCHWLLILGVKKCSPP 
E AGKA ILLTTDRTETMN I S WKP 
RNPSHTVPHPHH1CCHWRI 


7955 


38323 


B 


8010 


1 


1953 




7956 


38324 


A 


8011 


32 


533 


G RERPLLSPYMETL YRVPFL VL 
ECPNLKLKKPPWLHMPSAMTV 
YALVVVSYFLITGG1IYDV1VEP 
PSVGSMTDEHGHQRPVAFLGL 
QSKMDNNINGKGLCIQAS*FTM 
GGFRFS*ILDP1ECTKYPKTSI\DS 
FFCSIGISSVVLLEFFPWARSNS 
MRNGNCPGL1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7957 


38325 


A 


8012 


670 


1052 


TRRDSRCKGTWLLSVKTLAISA 

VKSQKSKASECRFTNRSSSTAVI 

RVLLPGILLSSKLRCSMVLATA 

LERDDSDVGVTISS1NPQDSHFS 

CLLLLRISSNSC*IC/CNFFAIRV 

HLAEVCPQTSLLL 


7958 


38326 


C 


8013 


40 


186 




7959 


38327 


A 


8014 




1216 




7960 


38328 


B 


8015 


1 


1032 




7961 


38329 


B 


8016 




1761 




7962 


38330 


A 


8017 


108 


708 


LTNQKKSRTRRJHSR1LPEVQGG 
AAADRHCPIDRLGSLQDH HRRS 
RLLSQWSP*KSTHD*HGFS\YQS 
AED1 RRKLQQQAEFAGMNTSEL 
LQIANQAFVNRDAVSRKENHR 
DNERQAQRNTDLLAAA1RGVPP 
KRQGKGGPGKETQPGCQSLQR 
NQCAYCKEIGHWKNKCPQLKR 
KPGDSEQEAPDKDEGALLNLA 
EGLLD 


7963 


38331 


A 


8018 


1 


512 


LSRSSPLLPLVWHQAMVGSMD 
VEPAAWVLMTFCWDTPRQSGV 
PRERMPHTGTWRTVGIRCPKK 
KLRSANSSMMRGKVQPFRP/DI 
QAYGAAPFEDLQVDFREMPKC 
GGNKYVLVLGRTYSGWVEAYP 
TRTEKTREVTPVLLRDL1RRFRP 
PLWIGSDNGPAFLAALVQK.TA 


7964 


38332 


A 


8019 


3 


764 


K.QVLVNGDAVSREEK.RK.ENER 
QARRNADLLVSCSNQSGPPKEA 
REELWTKDYRPGQDLRLLSQA 
TLTFH PT VPSPSTLLGLLPA EDS 
WFTCLDLKDAFFPIRSAPESQK 
LFAFQWEDPESALAKTVRQRC 
VSCRQHHA\GKVQPFRP/DIQAY 
GAAAFEDLQVDFTEMPECGGN 
KYLPVLGRTYSGWVETYPTRA 
EKAREVTRVLLRDLIPRLELPFR 
IGSDNGPAFVADLLQKTATVLG 
1TRKLHAASRPQSSGK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7965 


38333 


A 


8020 


19 


1548 


C1YGAQLCTGPSAPVWYCPLGT 

MAPTGLPGHPAVATATEPHRE 

RGSPL/IDSTVLVPPQDKHILRPP 

TVDKRGGEASGETPPLAARLRH 

KTGIQMPLREQQYTGIDEYGHV 

VERRVFGYQPFTSAHLLNWKS 

NTPSYTEKPQALIDLLQTIIQTH 

NPTRADCHQLLMFLFNTDERR 

RVLQAATKWLEEHAPTDYKNP 

QEDVRTQLLGTYPQWDPNERQ 

DMQRLNRYREALLEGLKRGAQ 

KATNINKVSEVIQRKEESPAQF 

YERLCEAYRMYTPFDPNSPENQ 

CMINMALVIQSTEDIRRKLQKQ 

AGFARMNTSQLLEIANQVFVN 

RDAVSRKENQKENGGWPPCLR 

ALAATALLVQEANKLTLGQNL 

NIKASRAVVTLMNTKGHHWLT 

DARLTKYQTLLCENPRITTEVC 

NTLH PATLLPVSESPVEPDCVE 

VLDSVDSSRPDLRDQAWASVD 

WELYVDGSSFFNPQGERGAGY 

AVVTLDTVVEARSLPQATSAQ 

KAELVAFIRALELSE 


7966 


38334 


A 


8021 


1 


895 


MDGAGICYLHQTNAGTEIQTPH 
VLTYKRELNNENMWAHRGDN 
THWGPEGSTNSPASASGVADV 
SRVGSLQWVLGLADFKNEAKE 
LRLYK.QEKREKAKRWKETEKG 
FNGDYGVTMTPGKWRTYFE1D 
WSKLEVGWPSEGNLERSLVSK 
VWHKVTGKSGHSDQFPYIATW 
LQLVLDPPQWLRGQAAAVLVA 
KGQIVPRKDPTPPGRGKSTPEVL 
FDPTSEDPLQEME/PSDPSGALP 
L PG K DA PHS*AHSPCA STRQT Y 
P*ATRSRQERR*SLERNPYIGSS 
FKTQNWDTNAPERAVVYWDR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7967 


38335 


A 


8022 




1959 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK. 

HIPRPPRVDKRGGEASGETPPL 

AARLRPKTGIQMPLREQRYTG1 

DEDGHMAERRVFVCQPFTSAD 

LLN WKMNTPSCTEKPQALIDLL 

QTI1QTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRMI 

NMALVSQSAEDIRRKLQKQAG 

FAGMNTSQLLE1ANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTI DI 1GAMGVS A KQAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPTIFGEALARDLQK. 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

KVSKKKAAQICQQQVRYLGFTI 

RQAERTLGSGRKQVICNLPEPK. 

TRRQVREFLGAAGFCRLW1PNF 

AVLAKPLYEVTK*GDREPFEW 


7968 


38336 


A 


8023 


2 


367 




7969 


38337 


A 


8024 


3 


687 


GGRRQRRSKVTSTWWQARESS 
CRGTLLYKTIRSCDTYSLSQEQ 
HGPNLH\L1GVPESDGQNGTKL 
ENTLQD1IQENFPNLARQANIQI 
QEIQRMPQRYSSRRATPRHI1VR 
FTKVEMKEKMLRAAREKGRVT 
HKGKPI RLPADLLVETLQARRE 
WGP1FNILKEKNFQPRISYPAKL 
SF1SEGEIKYFTDKQMLRDFVTT 
RP A LQELLKE ALN MERNNWYQ 
PLQNHAKL 


7970 


38338 


A 


8025 


1 


993 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7971 


38339 


A 


8026 


1 


842 


MAEQEQLQSAVPSPLLVIPRQK. 
GSGVDFQQSPTDLQLRDLTDRR 
KTNKQKGIASTLTKRTSTPKPH 
LYVTNIKDQRPNPRLIGVPESD 
G EKGTKLENTLQD 1 1 Q EN FPN L 
ARQANIQ1REIQRTPQRYSSRRA 
TP\RHLIVRFTKVEMK\EKILRA 
A\REKGR\VTHKGKPIRLTTADL 
SAETSTSQKTEWGPIFNILVKEK 
NF\QPRIS\YPAKALSFFISEGEIK\ 
YFTDKQMLRDFCHHQTCLP*KS 
TRPALKELLERKH LNM/EKGNN 
WYQPLQYNHAQICKDH 


7972 


38340 


C 


8027 


320 


433 




7973 


38341 


A 


8028 


9 


189 




7974 


38342 


A 


8029 


26 


738 


VAASSFDTCADHLCALHLLQV 
LHYLA1QKPADLARHLLPCV1H 
AAVLKVKEEESLENISSVKKIIK 
QI 1 SH SSK VLH FPN PEDKKLEEI I 
HQ1TNVEALIARARSLKAKFGT 
EKCEQEEEKEDLERFVSCLLEQ 
PEVLVTGAGRGHAGRI1HKLFV 
NAQNVAVAMTPP\EEELKRMGS 
PEER\RQNS\VSDFP\PPAGREFIL 
RTTVPRPAPYSKALPQRMYSVL 
TKEDFRLAVKIIDGDV 


7975 


38343 


A 


8030 


3 


2961 


MAADSEPESEVFE1TDFTTASE 

WERF1SKVEEVLNDWKLIGNSL 

GKPLEKGIFTSGTWEEKSDE1SF 

ADFKFSVTHHYLVQESTDKEG 

KDELLEDVVPQSMQDLLGMNN 

DFPPRAHCLVRWYGLREFVVIA 

PAAHSDAVLSESKCNLLLSSVSI 

ALGNTGCQVPLFVQIHHKWRR 

M Y VG ECQG PG VRTDFEM V H LR 

KVPNQYTHLSGLLD1FKSKIGCP 

LTPLPPVSIAIRFTYVLQDWQQ 

YFWPQQPPDIDALV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7976 


38344 


A 


8031 




1688 


MREKPCQSNECG K A FNYSSLLR 

RHHITHSREREYKCDVCGK1FN 

QKQYIVYHHRCHTGEKTYKCN 

ECGKTFTQMSSLVCHRRLHTGE 

KPYKCNECGKTFSEKSSLRCHR 

RLHTGEKPYKCNECGKTFGRN 

SAL VIHKAIHTG EKPYK.CN ECG 

KTFSQKSSLQCHH1LHTGEKPY 

KCEECDN V YIRRSHL ERH RK I H 

TGEGSYKCKVCDKVFRSDSYL 

AEHQRVHTGEKPYKCNKCGRS 

FSRKSSLQYHHTLHTGEKPYTC 

NECGKVFSRRENLARHHRLHA 

GEKPYKCEECDKVFSRRSHLER 

HRRIHTGEKPYKCKVCDKAFRS 

DSCLANHTESSILGEKPYKCY\K 

CCGGFL1QKGSLPQHQRVHTGE 

KPYECNECGKVFNQKASLAKH 

QRVHTAKKPYK.CNDCGKPLPD 

QSTLFHHQSNP1GVGKRYQ\CN 

DCHKVFSNATTIANHYRIHIEE/ 

K1YKCNKCGKFFRRHS*LVVHQ 

*THTGEKPYKYHDCDKVFSQA 

SSYAKHRJHTGEKPH K.CDDCG 

KAFTSCSHLIRHQRIHTGQMPY 

KCKGGKVFTLWSFHAEHQKIH 


7977 


38345 


A 


8032 


25 


1091 


1HIYSDSCSLSLQDSGDEKEFNL 
DDNVSFRASLWDLAAGPGQGG 
GGGREKWRAV1SRTMNRKMG 
KMMVKALSEEMVRPADIGDGV 
SRGPGDRSGRM*AEKMALAFS 
EQEEHELPVLSRQASTGE*GMR 
GTPAESGGK.DWVTAVLVAGPF 
CGRARVHTDFTPSPYDHDSLKL 
QVRSASGLLWSLAGCAQKGSW 
TEPVGSFKFIYVDVLPEEAVGH 
ARPSRRQSKG K.RPKPKTLHELL 
ER1GLEV*AWSSLVSSIREAQLP 
QGWGPGHLNELNIMDPQHRAK 
LLTAAELLLDYDSEWL*ERPGE 
GAESSQEPG\GEACPKVD1PRDS 
GCFEGSESGRDDAELAGTEEQL 
QGLSLAGAP 


7978 


38346 


A 


8033 


35 


437 




7979 


38347 


A 


8034 


1 


1845 




7980 


38348 


A 


8035 


1 


212 




7981 


38349 


A 


8036 


371 


915 




7982 


38350 


A 


8037 




2460 




7983 


38351 


B 


8038 


10 


1510 
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SKQID 

NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7984 


38352 


A 


8039 


1 


188 


SASTTLWGLL1FLIHRLGTALRA 
VSS WGTI ILTAKEVQWGH/DCG 
THWSYHHLHQPRAAGHKEC 


7985 


38353 


A 


8040 




2332 


FFFMWDPQHF/TFI/VLPQGYYN 

SPGLYSTVLRDLENLDIL*NIKF 

LYFIDNIMLTGMDE*EEDGTLE 

ALVKHLLSRGVK1NKPYRDSEV 

ATAVK/FLQV*WLGASRG\VPS 

NVKDKLLHLCIVPCKGREAHCL 

G*ALF*VS*HH\IPTCKVVSGFDP 

HF*VT*EECPAFEWSL/QQERTL 

QQIPGHGAVT1LQDPLVLKVPV 

GGVRFGVELNQAPVGESQWKG 

LGIWSKAMSSTAQKYAP/FQSR 

E1CWKQLLACY/W*AL1/E1ECLT 

MGHKTTM*FQ\MPLRN*HLCNS 

♦SHTLDMPQQHP1MRWKSFL*/ 

D+A*IPMLTSPRKHPNLKWP*TT 

KQKH/WKL/GQPSPWVSPGRVG 

WVHKWSKHSGRD/GGYLWVQ 

Q Y * LPPTKV DPDTATSKCPTHQ 

HLNPMIFP/R*GSISLGDQPDPK* 

GVDYIALFPS*KGQRFMFTGIGT 

YSIVGFSCRVVIPSVSTTFWGLL 

IFVIHRLGTASPCSVSSWGTHLT 

AKEVQWGH/DCGTHWXSYHHL 

HQPRAPGP*RMLKRASIGTAQR 

QLAGST/LCGWEGAIFQDMVHF 

KNQRHLYSSV1SVGRTRGSRYQ 

GVEVDVAPYPIPSTHLSWDFAL 

LSQNHHSAG*KVLDSKGGYP*K 

ETNECPLNYTLQLP/PGE/FGQY 

VSRDQRVRRGVPSSPGTWIDPD 

PQEEAWLLSHN/GG*EEFVWNP 

/GDPLGGLLV/LPCPIVSVRRIVQ 


7986 


38354 


A 


8041 


1 


1296 





958 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID ISO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7987 


38355 


A 


8042 


498 


2219 


KSVKTST*DTLRTKAKTGQGHI 

TGLQPWLGLRIRQEP/SAKTEK 

KAAIQAKAGAEREATGVVRPV 

AKTRAKAKAKTGSKTDAVAE 

MKAVSKNK.VVAETKEGALSEP 

KTLGKAMGDFTPKAGNESTSST 

CKNEAGTDAWFWAGEEATINS 

WFWNGEEAGNSFSTKNDKPEI 

G AQ VC A EELEP A AG ADCKPRS 

GAEEEEEENVIGNWFWEGDDT 

SFDPNPKPVSRIVKPQPVYEINE 

KN RPKDWSE VTI WPN APA VTP 

AVLGFRSQAPSEASP/LFIYCSG 

LR*RKCLFFACGNSLPPF*E\PRS 

CSQPIPECRFDSDPCIQTIDEIRR 

QIRJREVNG1KPFACPCKMECY 

MDSEEFEKLVSLLKSTTDPLIHK 

1AR1AMGVHNVHPFAQEFINEV 

GVVTL1ESLLSFPSPEMRKKTVI 

TLN PPSGDERQRK1ELHVKHMC 

KETMSFPLNSPGQQSGLKILGQ 

LTTDFVHHYIVANYFSELFHLL 

SSGNCKTRNLVLKLLLNMSENP 

TAARDMINMKALAALKLIFNQ 

KEAKANLVSGVAIFIN1KEHIRK 

GSIVVVDHLSYNTLMAIFREVK 


7988 


38356 


A 


8043 


. 


453 


MEKLDELK1K1DNINGALICARH 
FSKCSSNAQSHLCPYLQAFPGG 
PG/VRGLPGWPGRTGSRELGHG 
WRGCG/EGLVSGCQTMLSGA\P 
AGSPQ\PTGGTRAHAVRGRP*V 
PARSQGSRPLARPGQED*GAAP\ 
DFDPG A AGVPG VPA LQEAAQI 


7989 


38357 


A 


8044 


3 


690 


SLSLPSSWDYRRAPPRPANFVF 
LVETGFTMLTTIVLIS*PHHPPA 
SASQNAGIV/GVSHSPRPGIACL1 
TRLDF/HQGTQSRVPALGSS*PIP 
HARPRG HTLKALPYRLYTQTA 
RGFGQPRVRIPLLSLLGSLKPSE 
LRGQVGHAFASAIFASA1SLCVF 
TLLVEGKLKPPGASVRRCLQSN 
RDLG FRATFPTSH RG HG A LGLN 
YISQRATGTPNLWLPFRFRVVL 
LQAACG 


7990 


38358 


A 


8045 


106 


299 




7991 


38359 


A 


8046 


306 


445 




7992 


38360 


C 


8047 


570 


926 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7993 


38361 


A 


8048 


47 


988 


ASRPGSRVSLMFGAAGRQPDRS 
SSSPGTSWPFPVEPMEELVHDL 
VSALERELQSKPRGGFAEPGDP 
FSEVY/PCPLKRPARKRRGRKR 
RFV*CASPVGGLVT\A*SEGSDS 
SFRRTKSKKRKLKIIRQGPKIQD 
EGVVLESEETNQTNKDKMECE 
EQKVSDELMSESDSSSLSSTDA 
GLFTNDEGRQGDDEQSDWFYE 
KESGGACGITGVVPWWEKEDP 
TELDKNVPDPVFESILTGSFPLM 
SH PSRRG FPTKTQS AFMECLQRJ 
LKNLEGLQLQWYPFLAQWVTR 
EWFIFPRILITMTIGLALGLGQS 
MTSISF 


7994 


38362 


A 


8049 


3 


476 


LTRPVD* RPGTIHLGRG VRARP 
ANRRRQRARRGAAISPPGPCSV 
AGFLRGRLG/PEPGDNGQHLGE 
PWLGCGSLFA*RA*CSRSTRCT* 
RRRAPGDRELPRAPATWAPPIK 
LVPRVFSSKVGQGVSGLVEAM 
CLGQDSILNQSNKHNSVASSNT 
ITVIG 


7995 


38363 


A 


8050 


2 


143 




7996 


38364 


A 


8051 




161 




7997 


38365 


A 


8052 


3 


1189 


ESPLLGHHSSSDAARRRSVSSFP 

VPQDNVDAHPGSGKEVRVPAT 

ALCVFDAHDGEVNAVQFSPGS 

RLLATGGMDRRVKLWEVFGEK 

CEFKGSLSGSNAGITSIEFDSAG 

SYLLAASNDFASR1 WT V DD YRL 

RHTLTGHSGKVLSAKFLLDNA 

RIVSGSHDRTLKLWDLRSKVCI 

KTVFAGSSCNDIVCTEQCVMSG 

HFDKKIRFWDIRSESIVREMELL 

GKITALDLNPERTELLSCSRDDL 

LKV1DLRTNAIKQTFSAPGFKC 

GSDWTRVVFSPDGSYWAAGSC 

♦RALLY! WXDVLTGKVEKVLSK 

A\HSSSHQCGWPWSPSWART\F 

VSVDK.GCKAVLWGTVLTGLSG 

LGG PQCPPHEEAHG LLQPWS W 

QVNVLGYSMDLPEKLKANVGH 



960 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7998 


38366 


A 


8053 


116 


921 


LSKSNRCW*GCEEKGTLIHCW 
WEC/KFNPLLKAI*RFLKELKVE 
LPLDPAIPSLGLSKIGTGKKVW 
QRLPNCPTISLFSFFHKNRHTGT 
YRRRFLDSLAVRCPCNPATFGS 
KSDVCNFWVMPSTGKKCALPS 
HPLFPNGLNADVVCLSDSENLS 
QKILLILEVSDSVILGKLSHKN11 
QHDCIEEPLTLLRNTQQFRFLC1 
ACHGCTSQYSTFLVKASWTRS 
QGLIQRQPSAGSGYPEKLFSEG 
AGDEGVDLLPLLAKPASPDEQL 


7999 


38367 


A 


8054 


35 


422 


SCSEVTEASWGSVPELRDAQLG 
VGLHSPTYRHPHRETLTCCPAG 
TLQAWPFCGRIRVRVPVSWLGE 
PGRGL1PGSGSAASSECLPGLHG 
RAPLGTSCRPGRPLP/WNQPPPR 
LAQPGHRDPDADAATERPGLQ 
RPSRTACERFPMGVSVRRRVEA 
HSQLGVPELRD 


8000 


38368 


A 


8055 




277 


G PPRPPA * RG H G GRPEN TAP A PP 
RWPPPP\PRSPAPLPPRRACADV 
THPPVPTPGKRTPPP1GGAPAAR 
AAPRRPAPSCFSAPTPGCSLTTG 


8001 


38369 


A 


8056 


3 


179 


PPPHPQGPPPPG RPPGC * RPI/QG 
RQVFSMKPGRTPERTAWS/PPY 
PGCLGSRPRRPSAPA*SGAHCV 
VAPYPGCLGSRPRRPSAPA 


8002 


38370 


A 


8057 


3246 


4682 


ENTLSFASFFFFFEMLSLCRPG W 

SAAAPCQLTAASTYWVKRFSC 

LRLPSSWDYRRAPQHPANSFCI 

FSRDRAL/TMLVRLVSNS*PQVI 

RLPQPPKVLGL*ACCGFCSGSS 

GMAPGCGRVVSHAGAPGGGTR 

PP 


8003 


38371 


A 


8058 


3 


718 


LTRLVLSPDAPD/RATHLIAA/R 

AGTEKVLQ/AQE/CGHFHVVNP 

DWLWSCLERWDKIEEQLFPLR 

DDHTK.AQRENSPTPLPDREGIPP 

TALSHPMPILPKAQPSPEVR1YD 

SNTGKLIRTGARGPPAPSSSLPI 

RQEPSSF/RVDDILGEGSDDSDS 

EKRRPEEQEEEPQPRKPGTRRA 

RTLGAPASSERSAAG/SRG/PRG 

HKRKLNEEDAASESSRESGNEY 

EGSSSEADEMAKALEAELNDL 


8004 


38372 


A 


8059 


273 


468 


NVKGTAANGD*G*RGEAAPA\G 
RSRARVPEDAASESSRESSNED 
EGSSSEADEMAKALEAELNDL 
M 



961 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8005 


38373 


A 


8060 


1 


2886 


MEVPAAGRVPAEGAPTAAVAE 
VRCPGPAPLRLLEWRVAAGAA 
VR1GSVLAVFEAAASAQSAGAS 
QSRVASGGCVRPARPERRLRSE 
RAGVVRELCAQPGQVVAPGAV 
LVRLEGCSHPVVMKGLCAECG 
QDLTQLQSKNGKQQVPLSTAT 
VSMVHSVPELMVSSEQAEQLG 
REDQQRLH RNRKL VLM VDLDQ 
TL1HTTEQHCQQMSNKGIFHFQ 
LGRG EPMLHTRL RPHC KDFL EK 
1AKLYELHVFTFGSRLYAHT 


8006 


38374 


A 


8061 


2 


680 




8007 


38375 


A 


8062 


658 


1657 


PG1LSLRNALLTGVDCKVVVPV 

PPGHTHPQLRLFHFHPKTCSGW 

GEWGDHGVVWAGPAPAVYHL 

HRDVQALWTNDHALAW\P*AM 

TSERTLWPGHELSARPGRSWR1 

SCPTG LVPQGGDDRTRG HWVTA 

TCCSADGLRLCRYGD\GVRGGL 

PTVA WP* LTG SCSLR YG SGQQC 

CYTADGTQLLTADSSGGSTPDR 

GHDWGAPPFRTPPRVPSMSHW 

LYDVLSFYYCCLWAAPDPGKD 

RAGLGCTPT* PSTLTLASAFGDP 

HFVTFDGTNFTFNGRGEYVGM 

G*NQGGRLEPSGSRSAPTTAGT 

ETRGTGLTAVAVQEGNSDVVE 

VRLANRTGPER 


8008 


38376 


A 


8063 


873 


1791 


RCAGCPHSSSFFERGQ*AAVGP 
CCHGGTYRKASSV*RVSV*HPP 
HDRGSRK/QSLSGR* STGLS* MP 
SGVASSASV*FVNVFSLSSSN*L 
AQSTARFPPGSVRGLGQGRAG 
GG*APGHGADHPTGRQHS*GSP 
APVTWLWWPPPRHQAALAPAP 
STTPYDNSPLHCRPSG PSQSSHP 
HSALPGT/SVPGSSPLEIVPGSSL 
YVS*SLIRALAAPISSSSVGKNC 
RCTERLAIKPAAESCRTRSSSAG 
QSVFSRFTSL*AFTG*AR*PSAS 
AADLLVKASILLAQLLILESLAS 
STRMYSFRDCTSSFSA 



962 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8009 


38377 


A 


8064 


2 


935 


YSPARGSGRGDLSRRPGAGRRA 

GQGPQVGAPKPGGAEYVRWA 

AGGMKGAGGSSGSGSGSGSRE 

AG*PGVPRGRRGWRTPAEPPG 

WGPGRRQACGA*G/EGRAAAQ 

VGGAPAAAGGGVAREEAPS*P 

GDAAGGSGTPGAASVQVSAPP 

AQPQINLSAGARAGVARRCVCP 

RGAES*GPGPDPGPGSRR*PPAA 

QSGPPPCPSALFLHPSGFLCRRP 

QPSRAQGGEVSGALRAVPRLSG 

GAGNLAALPCQLPGSGGLTPGC 

/QASQGLGVLGLVRAGPAWSPL 

DGPLDQKVFSPQTSLWNQRCFS 

LAAAGPVI1R 


8010 


38378 


A 


8065 


3 


367 




8011 


38379 


A 


8066 


2 


1246 


TPAWSREILAEELCTPPDPGAAF 

VVVECPDESFIQP1CENATFQRY 

QGKADAPVALVVHMAPASVL 

VDSRYQQWMERFGPDTQHLVL 

NENCASVHNLRSHKIQTQLNLI 

HPDIFP/AAHQFPL*EGGPHPQC 

AHGSG*MPPQVPAPFQE/WSAR 

GMPLLLAILRNS*LRRCSFPTSS 

RALQEYRRSAQDGPAPAEKRS 

QYPEI1FLGTGSAIPMKIR\NVSA 

TLVK\QSPDTSLLLDCGEGTFGQ 

LCRHYGDQVDRVLGTLAAVFV 

SHLHADHHTGLPSILLQRERAL 

ASLGKPLHPLLVVAPNQLKAW 

LQQYHNQCQEVLHH1SMIPAKL 

PSGRWLRSPVLQWKD*FSSLLR 

TNWIWEEFQTCLVRHCKHAFGC 

ALVHTSGUKVVYSGDTMPCEA 

LVRMGKDATRKQADELISFQG 


8012 


38380 


A 


8067 


121 


880 


GAAASQLPAVPQPVPGGPAPH 

QYDSCQMPSGRG*DLQSCSGK1 

DQF A/A WTTC DLEEFQTCLVRH 

CKHAFGCALVHTSGWKVVYSG 

DTM PC E\LL VRMGK D ATLLI H E 

ATL\EDGFRKREA\LEKTHSTTS 

QGHSAWGMRMNAEFHY/VLN 

HFQARRYASKVPLFSPNFSEKVG 

VAFDHMKVCFGDFPTMPKLIPP 

LKALFAGDIEEMVEERREKRELR 

AGAGRPSCSRGAGRRPLEDGEP 

QQKRAHTEEPQAKKVRAQ 



963 
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SEQID 
NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8013 


38381 


A 


8068 




607 


SPGSWETRLWVWSFYRSCKHS 

LCPCLVGEFLVFNSPMQSGSAG 

EPPRLQF/GAPLPGAAPGNYRRT 

GRGREGPWPPPLAPSLFAFSDL 

GSSPGRTSWRPPAVSRRLGPTFP 

PPAPGRGRPRRAA*TGPSAQ/PP 

RSLSTLSPAPAAPAVRTAPPVAS 

PRAA PAPLRAITLL ATKSEELPV 

VSFFSSRLVLAKRPKRLAQMH 

WGH 


8014 


38382 


A 


8069 




290 


QFLDAESGSAGEPPR/LAVPAPF 
PGGAPGNYGRTG RGREERSWP 
PPLAPSLFALSDFGSSPGRTSRR 
PL A V S RRLG PTF PPPPLPPA PGR 
GRPRAAP 


8015 


38383 


A 


8070 


1 


565 


SPGSWETRLWVWSFYRSCKHS 
LCPCLVGEFLVFNSPMQSGSAG 
EPPRLQF/GAPLPGAAPGNYRRT 
GRGREGPWPPPLAPSLFAFSDL 
GSSPGRTSWRPPAVSRRLGPTFP 
PPA PG RGRPRR A A * TG PSAQ/PP 
RSLSTLSPAPAAPAVRTAPPVAS 
PRAA PAPLRAITLL ATKSEELPV 
VSFFSSRLVLA 


8016 


38384 


B 


8071 


475 


913 




8017 


38385 


A 


8072 


145 


275 




8018 


38386 


A 


8073 


1 


310 


VEELTARTGGGAPPGCQADAK 

RMPQFPPQRTPWGHGFAGAPFP 

ISKPHGPPAGQL*PG/PSCEQT/E 

PPSPVNVTVTHLRANSATVSW 

DVPEGNIV1GYSISQQV 


8019 


38387 


A 


8074 


1 


483 


GSHRVGRWAALCDRAAPRGLT 
NRETGGGAPPGCQADAKRMPQ 
FPSQRTPRG HGFAGAPFP1 SKPH 
GPPAGQL*PG/PSCEQT/EPPSPV 
NVTVTHLRANSATVSWDVPEG 
NIVIGYSISQQRQNGPGQRVIRE 
VNTTTRACALWGLAEDSDYTV 
QVRS1GLRL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
nf peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8020 


38388 


A 


8075 


2 


854 


RPPAARARRWLPKPSPARRSRR 

PAHRCSRRRRTCTPQATRPGMR 

♦APAAACGPTGRRS/RLPALKL 

ALEYIVPCMNKHGICVVDDFLG 

KETGQQ1GDEVRALHDTGKFT 

DGQLVSQKSDSSKDIRGDKITW 

IEGKEPGCETIGLLMSSMDDLIR 

HCNGKLGSYKINGRTKAMVAC 

YPGNGTGYVRHVDNPNGDGRC 

VTCI Y YLN KDWD AK VSGG I LR I 

FPEGKAQFADIEPKFDRLLFFW 

SDRRNPHEVQPAYATRYAITV 

WYFDADERARAKVKY/ f RNR*K 

RCEG 


8021 


38389 


B 


8076 


1 


205 




8022 


38390 


B 


8077 


1 


806 




8023 


38391 


A 


8078 


1 


2279 


MKVGLDQ1 IEV VPSH SVTSGAA 

AGECGGVHCDSVCAEGRWGPN 

CSLPCYCKNGASCSPDDG1CEC 

APGFRG TTCQR 1CSPGFYGHRC 

SQTCPQCVHSSGPCHH1TGLCD 

CLPGFTGALCNEAYSQ/SCPSGR 

FGKNCAGICTCTNNGTCNPIDR 

SCQCYPG W1GSDCSQPHC ADKC 

VHGRC1APNTCQCEPGWGGTN 

CSSVKKQSTVCES* K.CEPWEER 

PCGGLHWD1AGVP/GKHGGYL 

NELGAFGLDRSYMGKSLKDLG 

KNSEYNSSNCSLSSSENPYATIK 

/GPTCTYPEKLRVWLCGDEIAG 

TKRFPICRDQ* LN FSQQECL* S* 

TYSECCPRSIQQ*WASFPGSI*PP 

KNSHIPCHYDLLPVRDSSSSLK 

QEDSGGSSSNSSSSSE*/APKDR 

LGLLV**RS*SM*TNRLAKHPK 

QPGRKGPKI * * HGT WKSSQEK/ 

HAEEQSGKLAATLCGKDWLIQ 

REGWPYILSRMFL/CFISTDGRE 

SESL WRKSNGNSKFKF* WGRPG 

FCCGL*EGQREEVWGLGNSLYC 

LAGQL*CLDCECHH/GFQECCP 

VLGHSWGYKS/CLN RN PL KG LS 

SRCAGLAVRDSLAPNSQG WKA 

TFDFPSLECPSGTYGYGCRQICD 

CLNNSTCDHITGTCYCSPGWKG 

ARCDQA/GCYHSWKSEQLKPN 

Q YCS PC * FLPDRG H CRHHH SCP 

SCSLPTGIVHYL*TQAEGKGIKH 


8024 


38392 


B 


8079 


1 


2909 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8025 


38393 


A 


8080 


332 


602 


NSLNSRWLKGLPGAPGIQEIK.E 
MWRCMSSICQKEGWRMTAGS 
LGHHRSLLHVGQ/AGNDVDRT 
GSLPASVR/QHAYYTASSVEGR 
VSYKLYT 


8026 


38394 


A 


8081 


2 


422 


FNISLGFACPLR1DFFGWFFFVFF 

LSWSFTLFAQAGVLWCDLGSL 

QPPPLGFKAKFSCLSLPSSLDYRC 

LPPRLTNF\*FLVEMGFHHVGQ 

AGLELLTSGDPPASASQSAGITG 

MSHRAQSA ALSFK* SGISKNR Y 

FIFWA 


8027 


38395 


A 


8082 


1 


951 




8028 


38396 


A 


8083 


1 


924 




8029 


38397 


c 


8084 


271 


738 




8030 


38398 


A 


8085 




575 




8031 


38399 


A 


8086 


2 


332 




8032 


38400 


A 


8087 


1 


897 




8033 


38401 


C 


8088 


181 


804 




8034 


38402 


A 


8089 


1 


1923 




8035 


38403 


A 


8090 


294 


2340 


EKCRHNCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVKADS 

ASFPYQRRYPLRLEAQQGLQKI 

VKDLK.AQGLVKPFNSPCNTPIL 

GVQKPNGQWKLVQDLRJINEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTLVLRYLDDLLLAAI ILETLCH 

QATQKKTG1ALGVLTQVQGTSF 

QPVAHLSKEIDVVAKGWPHCL 

WV V AA V A VL VS E A VKI IQGRE 

LTVWTSHDVSGTLTAKGDLWL 

S DNL L LN Q ALLFKRP V L RLHTC 

ATLNPATFLPNNKEKIEHNHQQ 

V1VQTYTIQGDLLEVPLTDPDL 

NLYTNGSSFVEKGLRKAGIHPS 

RQWTPLWPKAGPEMLSKRQVL 

ESGILKAFLVPYLLVAVLGSIDF 

NGKPPVAVFSLSQAHRFLCAT 

WLLLGYGEVW1HSHTA1KTYQ 

RRRSQDGRIGTAPVYSSQRERR 

RRRVISAFPSEGIPTDLQLRVLS 

VRRKTNKQKGHPHQKPICTSPS 

SRPKVDKTTKMGKKQNRKTGN 

SKTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTEK.CLKELMELKTKARELR 

EECRSLRSQCDQLEERVSAMED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8036 


38404 


A 


8091 


158 


865 


NPAARTPFFVIKKGGKRGEGCL 
AKAGAIIHLNIG/GTPVCCPLLE 
EGINLEDWATEGQYGRAKNAR 
PVQVKLKDSASFPHQRQYPLRP 
EAQQGLQKIKDLKAQGLVKAC 
NSPYNNPTLGVQKPSGQWRLV 
QDLRIINEVTVPLYLAVPNPYIL 
LSQIPEEAEWFTDLDLKDAFFCI 
PVHPDSQFLFAFEDPSNPMSQL 
TWTVSPQGFRDSPHLFGQALA 
QDLSRFSYLGTLVLWYVD 


8037 


38405 


A 


8092 


1 


748 


MNQSDQEMTGAFVHMKSYTG 
L1SGVAVKMERHIYQDRRJAIEK 
EFNSCRTGCMGDWSFTITQ1RL 
LENTGIRVFKDNLVEEAEWFTV 
LDLMDAFFCIPVHPDSQFLFAFE 
DPSNPASQLTWTVLPQRFKNSP 
HLFGQALAQDLSQFSYLDTLVL 
RYMDDLLLAAYSETLCHQATE 
ALLNFLATCGYKVSKPKAQLCS 
QQVKYLGLKLSKGTRDLTTFLP 
VNEEKIE/P*LSTSNCSKLRCSRG 
TSRGSLG 


8038 


38406 


A 


8093 


194 


1377 


NPAAQTPFFVVKKGGKRGAGL 
LHRQYPLRLEAKQGLKKIVKDL 
ICAQGLVTPCSSPCNTPTLAVQK 
PNGQWRLVQDLRIINEAVVPLY 
P A V PN P Y I LL SQ IPEE AE WFT V L 
DLKDAFFCIPVHPDSQFLFAFED 
PSNPMSQLTWTVLPQGFRDSLH 
LFGQALAQDLSQFSYLDTLVLQ 
YMDDLLLVTHSETLCHQATQV 
LLNFLATCGYKVSKLKAQICSQ 
QVKYLGLKLSKGTRALSEERIQ 
PILAYPHPKTRKQLRGLLGITGF 
CQIWIPRYSEIARPLHTL1KKTQ 
KANTHLVRWTPEAEAAFQVLK 
KALTQAPVLSLPTGQDF\SLYVT 
EKTG IALG VLTQH YGEERNS* L 
PTEYLSNIRKPLGDYYWLYRNL 
KRWQSYTARVIRKERKGK 


8039 


38407 


A 


8094 


3 


521 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8040 


38408 


A 


8095 


1 


3203 


DSPLSTKAMLGMLVKDHWSPA 
AQTPFFV1KEGGKRGAGLLHGQ 
L1LKDKFITQSAADIKEKLQK.ST 
LGPERNLKTLLNLATSVFYNRD 
Q E EQ AERDKRG KK K ATTL VM A 
LGQADFGGSGTRKAWANRMP 
NRAYFQCGLQGHFKKDCPSRK 
PQVCLTIESQEVNCLLDAGAAF 
SVLLSCPGQLSSRSVTIRGVLGQ 
PVTRYFFQPLSCDWGALPFSHA 
FLIMPESLTPLLEREILVKAGAII 
HLNIG EGTPICRLL 


8041 


38409 


A 


8096 


13 


183 


VHLHPQGHVPVKHTPTGLGYS 
SCRHLLLGRACY*KGEVGAKA 
GMQVSDALPRLGGVS 


8042 


38410 


A 


8097 


1 


2427 


MSKFSCASLTATESDGTPLMEQ 
YVPCPVCETAWAQHTDPSEKS 
EDVQYFDMEDCVLTA1ERDFIS 
CPRHPDLPVPLQELVPELFMTD 
FPARLFLENSKLEHSEDEGSVL 
GQGGSGTV1YRARYQGQPVAV 
KRFH1KKFKNFANVPADTMLR 
HLRATDAMKNFSEFRQEASML 
HALQHPCIVALIGIS1HPLCFALE 
LAPLSSLNTVLSENARDSSFIPL 
GHMLTQKIAYQIASGLAYLHK 
KN1IFCDLKSDNILVWSLDVKE 
HIN1K.LSDYG1SRQSFHEGALGV 
EGTPGYQAPEIRPRIVYDEKVD 
MFSYGMVLYELLSGQRPALGH 
HQLQIAKKLSKGIRPVLGQPEE 
VQFRRLQALMMECWDTKPEK 
RPL ALSVVSQM K/APDFCHLH V 
♦TVLWEADSLLLIPGPGVHRGV 
LGWKRGVQELHGG\NTEKGLM 
EVQRMCCPGMKVSCQLQVQRS 
LWTATEDQKIYIYTLKGMCPLN 
TPQQALDTPAVVTCFLAVPVIK 
KNSYLVLAGLADGLVAVFPVV 
RGTPK.DSCSYLCSHTANRSKFSI 
ADEDARQNPYPVKAMEVVNSG 
SEVWYSNGPGLLVIDCASLEIC 
RRLEPYMAPSMVTSVVCSSEGR 
GEEVVWCLDDKANSLVMYHS 
TTYQLCARYFCGVPSPLRDMFP 
VRPLDTEPPAASHTANPKVPEG 
DSIADVSIMYSEELGTQILIHQE 


8043 


38411 


A 


8098 


1 


1641 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for las) amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8044 


38412 


A 


8099 


1 


1075 


VLHKFPYRMVPALPPKRMLGA 

DREFIEARRRALKRFVNLVARH 

PLFSEDVVLKLFLSFSGSDVQN 

KLKESAQCVGDEFLNCKLATR 

AKDFLPADIQAQFAI\SRE\LIRNI 

YNSFHKLRNRAERIAS/RA1DNA 

ADLL1FGKELSAIGSDTTPLPSW 

AALNS\STWG\SLKQALKGLSV 

E\F ALIAADKA AQQG KQ\E EN D V 

\VEKLNLFLDLL\QSY\KDLCE/R 

GHEKGVF/HTKHQRALAQSTA* 

LKRPD* L SATG AEPRSPE VRG S 

KLKSRI RGAREN AI\QTMELRN 

Y\FSLYCLH\QETQL1 HVYLPLTS 

\H1LR\AFVNSQIQGHKEMSKVW 

NDLRPKLSCLFAGPHRTNLTPPC 

SPPEDGVLCPH 


8045 


38413 


A 


8100 


1 


974 


MPQVPAP/PLPS1TSGHPGEP/PA 

RPSCSCLFSPQPCNS1TPSSLLLR 

QLAVAAAGGCGGHGAPALSST 

GWQQVCKSPQVRSVPDNPTTA 

DSTASLAWKFGEVLRSH1NCGY 

K*KQQPLLPVHAQRRAQVSAP/ 

APPAGLSCGQHSLPQPPRCSDLS 

LGLHPGRLPCDRGHCPPLPPVT 

PTPDKAGPILDPAQSCPFCSP1PA 

PPKQPSPPARFPEMKRKKTLM 

MPPSEGSLSLASGMEASVFQRL 

LSRCTCLDQATV1WGFCYMQV 

QASQGIPCRGKDELLRLAPLPV 

KEARRTKPRSPG KHAKAPPSSS 

ACSPHLCCSSPILQALD 


8046 


38414 


A 


8101 


1 


460 


SLQAPRRNSRAEHTRTLNSECP 
RRRRCCIKGCTYT*LDAVP\PPP 
VLDWLVQPKPRWLGGNGWLL 
DGPEEVLQAEACSTTEDGAEPL 
LCPSGYECHILSPG\DVAEGIPN 
RGQCVKQRRQADGR1LRHKLY 
KEYPEGDSKNVAEPGKG\QQRH 


8047 


38415 


A 


8102 




219 


NNHRLDRTLPRDYCHAATAYT 
THELAFGDFRLPTEGHQELCHN 
SHLIYFRRDK*THCTWRSVDSL 
TGVTHR 


8048 


38416 


A 


8103 


230 


555 


NVRPS*ALQAPWGRHHLCVTP 
MQLRMTLVVSSLGKGTCGLSL 
AQ/CAPVQEGTHGGSPPVEGWL 
AATRTCEGCRRENTMKNVGSR 
K.YAFNSLQLKAFPKHYRPPEDL 
RKS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8049 


38417 


A 


8104 


23 


304 


KGFYLFNKQT1EQTNNGSKSFA 
KRNTEGHDDLLLQGFQGSQTPS 
FLSSSGRCYSWGAIGP\QFGALS 
GVFSPFPHSAANRQSSALDFWIT 
TSISF 


8050 


38418 


A 


8105 


99 


375 


VLEFGALSGSLSISPLCT1PALVE 
PPCGPQPSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSSSSSSSSSSPQGVQ 
LPLGPR\RLKMNTEPPTRP 


8051 


38419 


C 


8106 


5 


376 




8052 


38420 


A 


8107 


545 


990 


GLCHVLQPCDPCLPGTMQEAQ 
PPEVLKTAGKAGGQEPG*L*RIP 
*GSLCPPCPVAFGAAAELPLPSS 
DPVSRTGAPPGQG*WLGFGYFS 
SNEGPSQAGG 


8053 


38421 


B 


8108 


252 


801 




8054 


38422 


A 


8109 


169 


1226 


PNGLRPPCPSPASETPGNAPVCD 
PGSSSQGAQGK1AKPGGLPGWL 
FPFFAQPSPSEG/GLCPPCPVAFG 
AAAELPLPSSDPVFRTGAPPGQ 
GSW/PI*SPGSRSGTRADPVKGE 
VAGRERCLPL1E*ASPGPPHSG* 
AGQVPGAGPPRTAG*GV*TGTA 
PCPKAQPRK*QR*R*RCSS*VG* 
ESAEIVCPQGDAEG*RKGSP*G/ 
SHRRNVPS/RYSNSHGPYDSNQ 
PHRKTK.ITFEEDK.VDSTL1GSSS 
HVEWEDAVHI1PENESDDEEEE 
EKGPVSPRSPRKRP/PSATRAAA 
SRLRGS*TLGGLLGCIFAFFAPP 
SPTEGACAHPAQSLSGPLRSFRC 
HLRILCPARGLHQGRDDG 


8055 


38423 


C 


8110 


58 


504 




8056 


38424 


C 


8111 


203 


1874 




8057 


38425 


A 


8112 


32 


1026 


KLLEQCLHSVSTWETPQYRRPP 
SPS*RGSREQPCSFSSPRDTPGE 
NHWLSLPQRD*AGPPVR/PSAG 
GFMTP/PPRGVPTVEVPPDPTC/S 
PNHTRPFRPFPSKNPCFRFPEPL 
RAPTLVPGPLPPTHPGRVPHLE 
RNLSALGLGKSEGLKRNPCVEP 
/PAPTPIRFPKITGTLPLR/PAADH 
ALLGMRDQSLSGQSPGPKSPDA 
DDQLQNRDHTETEQR1SSGRSS 
ALAPESQLQQGCAGIHFRGRFC 
KAPPLASGPA/RPPCLSLPPPPW 
APVRPKPPR*APPPAP/PVPSPIN 
HPRAEECGRTARDWQAAPLAA 
LVRDPLDEASWAPESGGDVEN 
LYV 



970 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8058 


38426 


A 


8113 




909 


TEGGASHRAHPVGPAPRG\KRH 
SGATEPANGTWARRRGPGRDS 
SNQSSGGGERSQLRHRGWRRL 
SRPLLPPGAASPLAGEDPERNA 
G\GWRGGAAPMRPKRGPMNGG 
GCGPGAGSGAGGEALGRGRGA 
VSGCRPAPPVRPPPPPPPPPPGG 
WLRRTAGSGPEYV/GSRCARGS 
GQVSAGGGLCARAARGGKLAP 
RLRALRG RPSPWPA PLG RSPAR 
A PA RV PAGRCGPGA*RG RC AL 
GGQGEEGPAGSEGAGRPLPGRP 
GCPGTSPRLLPRRPVRKTDVGN 
RSSFFPRAPGRAPHAQCPTQFL1I 


8059 


38427 


A 


8114 


1 


454 




8060 


38428 


A 


8115 


2 


172 


MFIYTSAFI*QFTNS1N1PI*TSFC 
*TASVHLSCIVAVFCFHPCQCSS 
SFIQCTTN 


8061 


38429 


A 


8116 


1 


594 


LAPVFKLIPMPVS/YGIFLYMG 
WAALSSIQFTNRVKLLLMPAK 
HQPDLLLLRHVPLTRVHLFTAI 
QLACLGLLW1 1 K.STPAAIIFPLM 
LLGLVGVRKA LERVFSPQELLG 
LDELMPEEERSIPEKGLEPEHSF 
SGSDSEDSELMYQPKAPE1NISV 
N * LE* ESG SGDPRKQHEVLTQE 
VRTFLAFGLTSRCSVGLGKD 


8062 


38430 


B 


8117 


1 


3402 




8063 


38431 


B 


8118 


1 


4614 




8064 


38432 


A 


8119 


3 


435 


DHAKLGTRTSGMRPHSLSLCFF 
SSSYD1LMR1TKDRVKNLTCITY 
Tl LPTDLQPGCGLPRSFYPSSKP 
TSFWLWACKLFPPLPISFNPSPA 
HSKTAHGHSGKHTEAGM*WS* 
TGEG 1TGRCCFVS1 KAPPLPSSG 
PVGGPVGG 


8065 


38433 


A 


8120 


1 


525 


MALL PTV LCL WAQ AQFL VDLG 
QSNSKHQEHQLAPDVAFAK.MK 
GACVCAAGFRGWRCEELCAPG 
THGKGCQLPCQCRHGASCDPR 
AGECLCAPGYTGVYCEELCPPG 
SHGAHCELRCPCQNGGTCHHIT 
GECACPPGW/IG/TV*GPPSPGSL 
LGCLPRETSISLIISSIQLCLYLLL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8066 


38434 


A 


8121 




1050 


MLIMTFHGLLPCMQMACKWQ 

LRVLVAG1RCDSTCPPGRWGPN 

CSVSCSCENGGSCSPKDGSCEC 

APGFRGPLCQRTVHILYPRGCGI 

RDVGESGNRKQKAVEQYREH 

WTVSPEVQCSASHFSSVRPKSA 

CPPGFWGPACFHACSCHNGAS 

CSAEDGACHCTPGWTGLFCTQ 

RCAPGTFGYGCQQKCECMNNS 

TCDHVTGTCYCSPGFKGIRCDQ 

GIMLLL/CPHCGAAGPICLASAA 

AEREG PRPG SPC LL HTCHEDDQ 

HRLLPLSGANSIPTYR*SGRPDS 

PLRTEALILPQ\CQKFSGSQGEV 

CAVSCAAGTYGPNCSSICSCNN 

GGTCSPVDGSCTCKEGRIICLQ 


8067 


38435 


A 


8122 




732 


IRCDSTCPPGRWGPNCSVSCSC 

ENGGSCSPEDGSCECAPGFRGP 

LCQR1CPPGFYGHCCAQPCPLC 

VHSSRPCHH11G1CECLPGFSGAF 

CNQG\QAPTGNPSPGWYRS*EM 

TDPRCSCR/CLSGESTRHTSPVL 

LGTDASETQV1GFVNLAQFLIIC 

PRKLHYKAQNSKKSNGSDASS 

DWKDWGIWDRESCEELCPPGS 

HGAHCELRCPCQNGGTCHHIT 

G EC AC PPG WTVG A/HC* ALCCP 


8068 


38436 


A 


8123 


77 


864 


PAVPEL*VFQAKPERKSRYWQL 
HFPPHSSSPTSWRKSLEPMYRC 
TCPPLTPYGCTCPPLSPYRRTCP 
PLTM Y R Rl CPPLTPY RCTCPPLT 
PYRMFSSPLHKEITSAQRSPEPS 
SRPHSSKAAALR*QPRIMEKQRI 
YGPSPTSVQPASPPPCLDDPRK.K 
AERPDHRATGKRHLPETSL/YA 
ELVRRAVENPEDSEAPAPAPAA 
LSPASEHRTDPIQETKKARKSSD 
NDGSTPLAQTPTRRSSQWPRLG 
QFQQQEDDSSGLYSTG 
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SEQ IE) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 
location of lirst 
codon lor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8069 


38437 


A 


8124 


314 


1188 


KHFLNFCLPYMILNKYRNQYCT 

FNDDIQGNKIFTAYGSITCLKLV 

HNC1KKIWLVDSKGLIVKVRIC 

HF*PE*R*LCHSGWPSNLEA1VQ 

EIKPTALIGKHFLLSLLPYPLF*P 

DCFFNERP1IFALSNPTSKAECS 

AEQCYKITKVK*NYNRYFNNQ1 

FIHYREATLYPGQGNNSYVFPG 

VALGVVACGLRQITDNIFLTTA 

EVL*NPLSLPRV*NTKCAQPRN 

Tl RD VSLK I AEK VKPL LFKLH YF 

SFLFLLNMQEAFVRSQMYSTD 

YDQ1\LPD\CYSWPEEVQKIQPQ 


8070 


38438 


A 


8125 


1 


1115 


SPAQVMFQCLWK.SCGKVLSTA 

SAMQRHIRLVHLGRQAEPEQSD 

GEEDFYYTELDVGVDTLTDGLS 

SLTPV SPTA S/I A AC LPPPG A AR 

AAGAPSPA*SPAAACPAPAPAP 

CPEHRC*PPVLSQ*PCLPRAA*R 

PPAWSRMPRRLEPAHPPCPPGS 

ESS*GSPAATRISAGM*YGMEA 

PGPPGAQPAAGRKP\PAVPGLK 

SG SFKN1KLPPSPSPPPPG PG AET 

ARRNKPQGAGPSPAAGSAFNW 

VGVPDLTLEPFPPPGPGEGSPPT 

QS/SPLKKPSFLH*SPNPHPLSPF 

TPKGPGGSHPSRLSARRFIKGV 

MGPALGGQSRCTLRGVGEGTP 

PLALNSTALGPWGCFYPCLFLK 

LQVSHVWAATRRREKLK1 


8071 


38439 


A 


8126 


116 


333 


KLRDRCLSH*K*NGASPPRPTN 
VSIMRPSLV/SLVHHSGL*FPQM 
LRALS*LRVFGVAVSSP*MVPL 
NPCI1SH 


8072 


38440 


A 


8127 


5 


829 


KPSPQPPCPRPGPPRARFLRRSP 

DVEKI PF A*RPCD VRG RPPAGG 

ARRRAASLG/PWVRRRLQARPG 

/LFRPRDFYLRSPRSYGTRP*KSP 

QSSPRGSARPDP\GPA\PPPEPPV 

KRRARGVLESSRHAAPRRVFHL 

GREREQSQEGPAWPKLRGRPAPS 

PQRTATWRPAAGGGK*GSAAT 

S * A RAGPARRG KRRG * EPREN R 

RAGRPATRGRPPGRRCCPPA*S 

PRPSKRSSPLCSPRPSWPPTRPS 

KSSYGASLARTTTLQWKFSVNL 

IRKQIRDAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8073 


38441 


A 


8128 


5 


844 


KPSPQPPCPRPGPPRARFLRRSP 
DVEK 1 PF A* RPCD VRGRPPAGG 
ARRRAASLG/PWVRRRLQARPG 
RFAPGTFTCGAPRSYGTRP*KSP 
QSSPRGSARPDP\GPAASARATR 
EAQSARGLGELAARGSQAGLP 
LGKGARTEPGGSS/CSQGPAWP 
KRGRPAPSPQRTATWRPAAGG 
GK*GSAATS*A RAGPARRGKRR 
G*EPRENRRAGRPATRGRPPGR 
RCCPPA*SPRPSKRSSPLCSPRPS 
WPPTRPSKSSYGASLARTTTLQ 
WKFSMNLIRKQIRDAQ 


8074 


38442 


A 


8129 


795 


914 


RG1RLASEMYPLTCFWRS*LYR 
RG SLARIALVNCRRNAL 


8075 


38443 


A 


8130 


4073 


5350 


YSLKSG S VTPLALFFLLKIDLA 

MQALFWFHVNFKVVFPNSVKK 

AIGSLMGMTLNL*ITLGSMAIFT 

ILILPTHEHGMFFHLFVSSFISLS 

NGL*FSLKRSFTSLVSWIPRYFIL 

FEAIVNGSSLMIWVSVCLLLVY 

KNACDFCTLILYPKTLLKLLISL 

RRFWA\GQWGFLDIQSCHVQTG 

TI * LPLFL1 EYPLFP\LLPNCPGQN 

FQHYVE*QW*ERTSLS\LPVFKG 

NTSSFCPFSMILAVGLS*IALIIL 

RYVPSIPNLLRVFSMKGC*ILSK 

AFSAS1E/YNHVVFVFGSVYMQ 

FLLVPLVEFGCES1WSWTFFGW 

*AIDYCHNFRSCYWSIQRFNFFL 

V*S\GRVYVLRNLSISSRFSSLFA 

*RCL*YSLMVVCISVGLVVISPL 

SFFIASI*FLSLFFFTSLASSLSILL 

IFSKNQLLDSLIF 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8076 


38444 


A 


8131 


1 


1715 


MDGISGGKRALRERHSKSKAL 

GRCFPWTNITPPALPGITNDTTI 

QQGISGL1DSLNARDISVK1FEDF 

AQSWYW1LVALGVALVLSLLFI 

LLLRLVAGPLVLVL1LGVLGVL 

AYGIYYCWEEYRVLRDKGASIS 

QLGFTTNLSAYQSVQETWLAA 

LIVLAVLEA1LLLVLIFLRQRIRI 

AIALLKEASKAVGQMMSTMFY 

PL VTF VLLLICI A Y WAMTALYL 

ATSGQPQYVLWASNISSPGCEK 

VPINI\SCNPTAHLVNSSCPGLM 

CVFQGYSSK.GL1QRSVFNLQIY 

GVLGLFWTLNWVLALGQCVL 

AGAFASFYWAFHKPQDIPTFPLI 

SAF1RTLRYHTGSLAFGALILTL 

VQ1ARV1LEYFDHKLRGVQNPV 

ARCIMC*FKCCLWCLEKFIKFL 

NRNAY1M1AIYG\KNFCVSAKN 

AFMLLMRNIVRVVVLDK.VTDL 

LLFFG KLL V VGG VG VLSFFFF\S 

GRIPGLGKDFKSPHLNYYWLPI 

MRNP1TPTGHVFQTSILGAYVIA 

SGFFSVFGHVCGTRSFLCFLGK 

DLGSVNNGFPGDRPYY/MVPRA 

FLKILG\KKNE\APPDNKKRKK 


8077 


38445 


A 


8132 


1 


208 


GTRASSPAPCPSSSAPAHSFEAC 

CCRMSLWGSCGGSGDGSSACG 

SGWNLSMAGTSCSSPAMCSPSR 

APS* RS A SRPRTWR ATTS AASS 

WAPRRCWCGWA*SAT*PSSTTT 

ISSSPHCGWPCPASCASAAAWL 

SSTWATASVAGSCWGPIM*SSA 

PAHSFEACCCRMSLWGSCGGS 

GDGSSACGSGWNLSMAGTSCS 

SPAMCSPSRAPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8078 


38446 


A 


8133 


28 


1956 


SRAARERGRSDSGGRSDPGCPA 

VPACVPRSRPSMTAPAGPRGSE 

TERFLTPNPGYGTQAGPSPAPPT 

PPEE/VRPSPSS/TNTFS*VPATSF 

EPRAASPAS*CCKWSRSWWSR 

CSSSCLGSV1SWL*HSGKRTPSP 

SDTSSCWATRTERMTPSQPTRG 

SSCTRPSSMLWTASAGGRAGAG 

GQAGAVPGVA/WTCHWAGLLS 

ASGTTTEATWTRPTTHLTLIRW 

WLLTASRWIPPSGPLRPPATISP 

SWKAAPVTRTSRSNSTSTACSL 

EGGPGVSTWQGTLALGAGRDP 

KTPLTLTR A SCLG WSM SPSTSG 

*RPLTSRASSIMRSRTAIPSAS*S 

RLTTKHTVGGSPSAWRPRPTSR 

SVSTPVSSSTGGQQLPGSCLTW 

WSYSPAPCTSSSVSPLTPSRLPAA 

EQSLWGSCGGSGDGSSACGSG 

WNLSMAGTSCFVTSDVLHHLG 

HHS*RSASRPRTWRSLRRFAAS 

SWAPRRCWCGWA*SAT*PSSTT 

T1SAHSPWCLSACSRSSMGTTC 

L*RSPPCRRSRAAAAWCGSSPS 

STFTPSSSLF1LHGAQPLHRAHH 

RAPTYTIK.HSRRRRRKRRASCR 

PY1AQCPGQPHLRQVPPRERAR 

P1AILLLLRKGPLGGAFAAGELI 

RPDCRWTVGPGLQRPPPPTPLIY 

L 


8079 


38447 


A 


8134 




2994 


MQRPCLCVEPMRLCFDSFLLLV 
NQGEEEEGVVPCLEENGRAAA 
DPGPQDQDCLLPTLTPSLSGDE 
APDRTQSSGDPRERCGYLSVTC 
EEGDNRFAAFCLCGSWRLNHG 
HADWCDQRRSQISNRLPASLGI1 
VGTRGSRHLLAALRGVKEDRQ 
TKGCVQTPASLSPWLPGLSSET 
RAQKTCSVLLIDYATFLKLAND 
DDDGCLDCLQPGVRTAWASSQ 
HGIRAPRKSVQGSASSPSLRTW 
ALTCTQNWFCCVLLVK 


8080 


38448 


A 


8135 


215 


418 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8081 


38449 


A 


8136 


767 


1458 


WREHLTKFNVWGKQHLESLNS 
QQKNMRCPVRSQTRPPTDVKP 
VSRSGRREDRRAAGGEGGADR 
QG PGT ARA RA PG SPQRG G * G R 
NLR\QAGPPGKHGRGIPPPQTRG 
RSRGAPPGTPEGPRHPPRPASRA 
PGPATGAPKRPQPQTQRQGHIA 
RDSRPSSDPVPLRETGAPPPWD 
A\SQGQAARPRATQTPSSAPVA 
TRQGSGRRADSRRRGVTRRTER 
CAQPSLAVSRVPTR 


8082 


38450 


A 


8137 


3 


424 




8083 


38451 


A 


8138 




813 


MVQKELEEEGRKSTPQSWGRE 

NMEKALNSSLKASLGSGGVMI 

CASVKALLTVVIAKVLGRLL\ES 

LFLLLQTQTAL*QTL/RHTNRNI 

SHQYQDEIHLDGSDLPRMSPRR 

KYEPPVFPGRKTYKISIRGKAN 

KKCEEARQEKEAM VM KYVRG 

EKESLDLRKEKETLEKKLRDAN 

KELEKNTNKIKQLSQEKGRLHQ 

LYETKEGETTRL1RE1DKLKEDI 

NSHV1KVKWAQNKLKAEMDS 

HKSFKNPLVRCNFAATFGYYK 

KL1PEIKTGSSH 


8084 


38452 


A 


8139 


3 


808 


NVRVEPTDSSFMEA1EFAQKGA 

FDAYVAVGGGSTMDTCKAVAN 

LYASSPHSDFLDYVSAP1GKGK 

P VS VPLKPLIA VPTTSGTG SETT 

GVAIFDYEHLKVKIGITSRA1KP 

TLGLIDPLHTLHMPARVVANSG 

FDVLCHALESYTTLPYHLRSPC 

PSNPITRPAYQGVRNPISDIWGYS 

TRWGFVG*VS*RRAVQEIPMDL 

*KARSHMHLASAFAG1GFGNA 

GVHLCHGMSYPISGLVKMYKA 

KDYNVDHPLVPHGLSVVLTSP 

AVFTFT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8085 


38453 


A 


8140 


2 


1154 


1DPLHTLHMPARVVANSGFDVL 

CHALESYTTLPYHLRSPCPSNPI 

TRP A YQG SNPI SD1 WA I H ALRI V 

AKYLKRAVNSTDK*RRRMSLR 

APSWEWPSPSRGPARCLPRRFY 

1 T* G S* QRYLL WPLLET VDEK Y 

VSLQFSFRRQGVV*ITCL1FLPTE 

*HFFFFHHIFP*GSSLFCRNCQC* 

CV1VRYLYHSQGWQKSR*S*RQ 

GLIWHLGKCFLLGIGFGKCWVF 

I CG HGN V/S YPISGFRWKD VIKG 

KG1YNVG1HPTGWPPWAFSVVP 

HVPQRCFTFHGPRCFPERTPWR 

WQEILGADTRTAQ/RSQDAGLV 

LADTLRKFLFRSG/IVDDGLAA 

VGYSKAD1PALVKGTLPP/QER 

VTSFAPRPQSEEDLAALFEASN 

ETVLNVHLN 


8086 


38454 


A 


8141 


2 


990 


WENWISIC*RMKL/DPYFSPYTK 
IKSKWIKDINVKPQTMKLLQEN 
IRETLQD1GLGEDFSQAQATKA 
KVDKLDHVKFKNFCTAKETIN 
KVKRKPKEWEKILIFADYPSDK 
GLITRILF1DHSWVFLGEGNLAG 
SSDNSGGKAWKHLLPLLASRCS 
GTHSNLRAKLRLSQGTVATWP 
VLKREG EKSCGPSESPDLG APQ 
ARDVTPCLG1CSSWLLQASGHH 
H I PWCQLWKLF V V YLVQLQPH 
REVALVPAPGAAHPTTASVPVC 
AQWLDPMVIHSHTLCCSEPDSP 
LAGMGFRPVAQAKHNPARPSG 
WNESSRPEQNLDKGATSHRGF 
WLAR 


8087 


38455 


A 


8142 


1 


196 


GQYPWPLETNPRFLRE*TLPKS 
LQKSLL*DSPVPE*SLCGTCQQA 
RSLSEEVDESSISQQVCCPT 


8088 


38456 


A 


8143 


3 


413 


ITLGKDCIMHGYML/K.LGNPFL 
TQ WQRRYFTLFPKN I * WRRRG E 
S\RQNLLTM EQILS VEETQI KDK 
KCILFRIKGGKQFVLQCESDPEF 
VQWKKELNETFKEAQRLLRRA 
PKFLN KPRSGTVELPKPSLCHR 
NSNGL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8089 


38457 


A 


8144 


705 


1983 


EIKVDSSLLKSFLDLMNGKQNL 
ENLNALKDFAMMLNLSYATEII 
LGLEHMHNRFVVYRDLKVRTI 
DRLILHSRYCVNGPLEDKVTEK 
DFPGNPEIKPS\GKWLGCPS*KS 
PTLSQRGLMTLPCQTLGSG*LSF 
PE/VLDLP* WTNAHFADWFSLG 
CMLFKLLRG * VEMHPSSA VLM 
AAGAWMKTTVVRGFKTVFLSV 
W*LSCFIPSKRDVSKRLGCHGG 
G*AIVPAFRYLYQKSKIVILNFQ 
YPPPLIPPRGEVNAADAFDIGSF 
DEEDTKG1KVHM\CHLFLYFYF 
WM/VMISVGKQEVTETVYEAV 
NADTDKIEARKRAKNKQLGHE 
EGKIAHVSQNISNAVNFQNFLY 
LTQWQRRYFYLFPNRLEWRGE 
GESRVSLRQPHRACFPVRTMAY 
GYWLLRRAPKFLNKPRSGTVE 
LPK.PSLCHRNSNGL 


8090 


38458 


B 


8145 


156 


281 




8091 


38459 


A 


8146 


2 


181 


VWCCSRTATLRTRNCARRRCS 
RGSRTWKRSGRSSSRRRAH/SQ 
YDLERLRAAQKQLEREQE 


8092 


38460 


A 


8147 


3 


670 


ETGLKNEGRVLVRHSAWCPLL 
WGREGSRSSLSSWPELQGSPLC 
ASQGVVLQQDSY1EDQKLVLSE 
RALTRSLSRPSSL1EQEKQRSLE 
KQRQDLANLQK.QQAQYLEEKR 
RREREWEDRERELR\DGRPSWP 
SARRRCSRGSRTWKRSGRSSSR 
RRAH/SQYDLERLRAAQKQLER 
EQ\EQLRREAERLSQRQTERDL 
CQVMGLPAESNLMMILIKTPCV 
LSKVRK 


8093 


38461 


B 


8148 


47 


699 




8094 


38462 


A 


8149 


1 


242 


MNRGGFAVKILALLDALSTVCS 
QRVQKAKKQQHLQNKEHFKA 
LLKQKEKLKQQEDL/RKKLF*1Q 
G 1 RCPQATPHHGQCSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8095 


38463 


A 


8150 


3 


929 


ASSCVVRAVPPG/SGVWGFRCG 

LCGPDCESGLLISGSRMFAGPQ 

G/PPGAGTAVTLLAAGEEGLES 

STAQHGSG LCSE EPPW PRRH A 

WQGKSYSRNWLPPARPRPALA 

MSSDTRGQAQLSPSWQLEK.KG 

LSSSTAQRGCRALQGRAASARR 

\QRGKANPTAGTGWLRLAPGLP 

LLCPQTPGGRHSCHPPG/K/PGK 

EGLEQFYSSARLQGFAGKSRQV 

PDVTRGKANPTAGTGWLR/HR 

GPRGGEACAMAVRGPRSHEQR 

CPWSAGADSVS*GHCEGTDGR 

VASGACLQVDSRGSAGQNLPL 

DPEH WH VFCFDFP 


8096 


38464 


A 


8151 




1749 


WVQGASLCVRASRAPLPLARP* 
VQGAELTHPWGPAAHP*TRNQ 
KPALGSSGPHSPH\GNPQTPTQA 
GQP*PHTARHGPVQEHGRGQR 
GPHLHKTETPQEATP*EVGSIAT 
EQA WLPHLCL* RPPPFHQGLFP 
RGPCMEGAQQRVEGSSSAQGT 
QVCMGPKTAGDWDGPWLVCW 
FH*GEAAARILRPGLG\GLSGHP 
LWPQGGGQMTVGYGGASEAC 
GAGELLMRRAPPQSPGKARGL 
PA/HYWHQGQTGPRKAE1 


8097 


38465 


A 


8152 




583 


MAAVVAATALKGRGARNARV 
LRGKERDPGEGRTAEDPFSFTS 
SPTIAGGIL\AGATA\NKAS\HNR 
TRALQN/HTASPEGKEEP*/DPLS 
PELENTFPRKEGQRTPMESCGN 
LPWAMGFPLWLFLPLSSFTQAG 
KWDK7VTVLKAD*RLRAEHCG 
FSNTGRV*RARRFRAFLPEVAPF 
PLMFGSGVSGGADLRSVCDPP 


8098 


38466 


A 


8153 


141 


341 


GTRGSPSKKGERVRRDAQQTA 
TW*TRSPASGCFQICEGNKQDE 
ACDVRGLQHCERHSLAGPREY 


8099 


38467 


A 


8154 


1 


521 


MKNRSRNKGNVEWQAEGIRSK 
RSVGKQRPSKAKIPSGDKNGVS 
LTHNEVINNDNPLESNDEKEGQ 
EATCSRPQIVP/EFQQ**LFRPE* 
WRRASGNLQLIPKKRVSA*GTR 
GSPSKKGERVRRDAQQTATW* 
TRSPASGCFQICEGNKQDEACD 
VRGLQHCERHSLAGPREYMP 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8100 


38468 


A 


8155 




619 


PEAELHNHGIQINSCSVRLVDIK 

KEKPFSNSKVECQAQARTHHN 

QASD11VISSEDSEGSTDVDEPLE 

VFISAPRSEPVINRATPCELKC* 

KEG\QEA1C/SRPRDVPRALGFR 

KFASPFEESFRKGLLGQDPDFPD 

SIEKKPPAEASSG\ALRSKHGEK 

APMTSRSTSTWRIPSRKR\RFSSS 

DFSDLSNGKELQETCSSSLRRG 

SGKE 


8101 


38469 


A 


8156 


362 


1043 


PTTPPSAGSSWTTASPPS*G1CA 

WLGTGRPPSPWRRMSASMRTAS 

EEDGRLQPQLPL*AHPSESSGQ 

DRGNQVSVGREADCGQD/SPVS 

TMTRSHPGRPCAEGC**PCCSSR 

P*PCPCGSGSLVTSPLSLPAPSF 

WLPLRPSVSPPGLPPLQSSLSFPP 

PPPPVPQPPAPPALQWGLHLPG 

VPQPGVPAGRRVVRLSAKHLPR 

LPDHSV*GAPGRRSLREHLPQH 

RPGDQ 


8102 


38470 


B 


8157 


52 


633 




8103 


38471 


A 


8158 


15 


3054 


AGPDGLAAPASCQGARGQTRV 

PGAFSWLAPGSHHASEGLAPG 

VPPAGGVSAQELTAPPQEGWG 

LGAPPAAPRPESDEKRAGSDAV 

RSFSRGARDSLGQRRLGGTRGA 

GPAGKGAQRTMGPASGFHSFPP 

RPHQEPSPRSSCWQHLLWHCP 

WPQPSRLPRLTPAQLLQGPGVL 

AAPPGP* H VPGFLAQSPWPLPS 

GPRSP*DPLHQGALVPLPQGGS 

PHTAPHCLPSVLSPA1QQPLLPT 

AST/SSRSPPASTMAP 


8104 


38472 


B 


8159 


748 


3111 




8105 


38473 


A 


8160 


1 


463 


GGGGGRGQRGRPSRPRYLCPGP 
G PTG/G PG AC A AGG VTVG PS ED 
NGRPLLPPQRHPPVGDFSRRRC 
RFRLPKHKERSPDARFKEGPGG 
A A/G PG A RGQ * DS A RTPD S\A LK 
LVRPPLPIPTGRPSCASGGR*PA 
GKRGHLSAPPRPGRSSPGPSQP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
nUSSN 
09/540,217 


Nucleotide 
ocation of first 

sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8106 


38474 


A 


8161 


1 


2733 


MALRRAGAGRTGCF1AIDTML 
DM A EN EG VVD1 FNCVRE/LRAQ 
/RVNLV/QTEEQYVFVHDAILEA 
CLC/GNTA I PV/CKLQNLFQNTK 
CTAMSNYTLTQGLLQHWLS*T 
T*F1WLAGTMRLCLSLCVDAAS 
APWVLKTLNIVT/PRVRPEDCSI 
ARPNHDK.NRSMDVLPLDRCLP 
FLISVDGESSNYINAALMDSHK 
QPAAFVVTQHPLPNTVADFWR 
LVFDYNCSSVVMLNEMDTAQR 
GQSFVGPLEFGGAQL 


8107 


38475 


A 


8162 


1 


307 




8108 


38476 


A 


8163 


3 


969 


GLFCSRKTPPSK*\KHNVIASDK 
AAEKSVVHEHEHSHDHTQLHA 
YIGVSLVLGFVFMLLVDQ1GNS 
H VH STDDPE A ARSSNSK ITTTL 
GLVVHAAVFYVSLFPNIADGV 
ALG A AA STSQTS VQLIVFVAIM 
LH KAP A AFGL V S FLMHAGLER 
NRI RKHLL VFAL A APVMSMVT 
YLGLSK.SSKEALSEVNATGVA 
MLFSAGTFLYVATVHVLPEERL 
KLVTVLGAGLLCGTALAVIVPE 
GVHALYEDILEVVPSFYYCHLY 
VYEYLMFSSHFCSPDPWQDQL 
LTLRVCSSTSASLGEGCLGVSSI 
RKGMELSVQAQHHVEVAKA 


8109 


38477 


A 


8164 


164 


240 




8110 


38478 


A 


8165 


2 


417 


QQIRKLIKVGL1IHK.PVIVHSQV 
GCQKSTFS/RTRKGRHMGTG*R 
KSTANFQMPEKVTWMRRMR1L 
HWLFGRYHESKKTDHHMYHSL 
YLKVQGNMFTNKQILMEHNHK 
LKADKAH KKFLADQAE ARSSK 
TNKASKLREER 


8111 


38479 


A 


8166 


1 


86 


RTRGCLSHrINHH*HLHRHHLH 
HHYPYSY*HHHCLNYH/APYLF 
HWLYH/APHHLNQHAHYLHLY 
YHHHYNHHHHLHHHHRSHCH 
HHHHHLTIHLLCQHHHHHFHPT 
KH L LL AHPQ ALQTH HVNHHDM/ 
HHHYPYSY 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8112 


38480 


A 


8167 


50 


1156 


LLLQFSRATFILFQPPANTFTSA 

FSQTRARRGGSGRGGGQESAEE 

TSEFGDRHAPEAAAATRGSAR 

APEPKHASSCGTRGQCACARRE 

VEAQVRAKGDTVAERARRGGR 

WLTRSG MEHLERC E WLLRGTL 

VRAAVRRYLPWALVASMLAGS 

LLKELSPLPESYLSNKRNVLNV 

YFVKVAWAWTFCLLLPFIALTN 

YH/HDRQG WLGP A A/D*/ CTLL V 

GTAIWYICTSIFSN1EHYTGSCY 

QSPALEGVRKEHQSKQQCHQE 

GGFWHGFD1SGHSFLLTFCALH 

DCKKRCLCLQ*R*KTDRSHCLH 

TAITTLVVALGILTFIWVLMFLC 

TAVYFHNLSQKVFGTLFGLLS 

WYGTYGFWYPKAFSPRTSSPEL 


8113 


38481 


A 


8168 


2 


926 




8114 


38482 


A 


8169 


2 


1053 


TRERFSVANRVTGSETVPKAEA 
GPESAAGGQEEEEGEDEEELSG 
TKVSAPYYSFWGTLEYHNAMV 
AGTEEARDGSAGVRVLYLYPT 
HKSLKPRPVSLEGKCRFKENCR 
FSHGQVVSLDELRPFQDPDLSS 
LQAGSACLAKHQGWPLERQHA 
SPMWDNGYLHSQV*LAAA\RE 
AVVGGGRHPAPTAHKRPQESD 
SDS\EVRVTPAMPEWWGQMLW 
TLGPAALPLLGWEVHTRGIGSR 
LLTKMGYEFGKGLGRHAEGRV 
EPIHAVVLPRGKSLDQCVETLQ 
KQTRVGKAGTNKPPRCRGRGA 
RPGGRPAPRNVFDFLNEKLQGQ 
APGALEAGAAPAGRRSKDMYH 
CQQECQAGP 


8115 


38483 


C 


8170 


166 


419 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8116 


38484 


A 


8171 


55 


1157 


ALDEPHGAGASEERAGDVFGPP 

RRVPGPSLWPLEAWPTSSQKV 

MPQVRCLHLHQVWGQRGGPPR 

\KRWAWAARGHTGLGPTPHGP 

S\WTHSNFLKEKIF*KMFA\KQV 

GPEAKQSLPNGFPGVATAWSP 

VRSSVCPLFIKARPSC*QLQDSC 

WDPGGTETADPGHTGLELRFPE 

PPKPTLPLALSEAPVPQREEKTQ 

GRGHYPAPQCLPGDPCSPHHPA 

PQPHQPHPAR/HN * PPPPRPSSHP 

PTTVPPTRPQPWQPGCCAQPPR 

PCLH*RGGN*VY*GMQLHQKS 

V SWPH SQ WPQKREGNG SS H El 

HPSCPPSGFHGPSPEGRMPTQA 

GALHSWVPGLSLSHGSGPHPPP 

RWTATVQAARPRVPPLTNL 


8117 


38485 


A 


8172 


1 


362 


LFDNTVYCPRTERLLKNDTKH 
QRHAQSACQLSTTLVCSQHRK 
VSDFIFQHKHSAPLPQKSKRKQ 
NQQSFMLKTLNKLGIDEMY\RA 
IYDKPTAMllLNGQKLEAFPLKT 
GTRQGFSLSPLL 


8118 


38486 


A 


8173 




655 


MIISTDAEKAFDKIQQPFMLK.TL 
DKQGIDGTYLKIIRAIYDKPTAN 
IILNGQKLEAFPLKTGTRQGCPF 
SQLLFNLMLEVLTRAVREEKEI 
K\GIKYLGIQLTRDVKDLFKRN* 
KPLLNEIKEDTKKWKNIPCSWI 
GRTNTVKM A I LPKFR* WTR* RQ 
FSTVHKD*KLSETVSHSYLKIKF 
WKLKRPFLLHSEPLKERQQDSV 
SLMNWVCMSSKTGQY 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8119 


38487 


A 


8174 


2 


1936 


DKPTAN1 ILNGQKLQA FPLKTG 

TRQGCPLSPLLFN1VLEVLARAI 

RQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIVSAQNLALKLIS 

NVS\KV*GYK1NVQKSQAFLYT 

TNRQTESQIMSELPFTIASKRIK 

YLG1QLTRDVKDLFKENYKPLL 

MEIKEDTNKWKNIPCSWIGRIN 

IVKMAIL\PKVIYRFNAIPIKLPM 

TFFTEL EKVTTLKFI WNQKRA R I 

AKSILRQKNKAGGITLPDFKLY 

YKATVTKTAVWYWYQNRDIDQ 

WNRTEPSEIMPHIYTILI\F\DKPE 

KNKHGGKASL\F1KW\CW\ENW 

LAMCRKLKLDPFLTPYTKINSR 

W1KDLNVRPKTIKTLEENLG1TI 

EDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQIYKKKTNNPIKKWAK 

DMNRHFSKED1YAAKKHMKKC 

SSSLAIREMQIKTTMRYHLTPV 

RMAIIKKSGNNRCWRGCGEIGT 

LLHCWWDCKLVQPLWKSVWR 

FLRDLELEIPFDPAIPLLGIYPND 

YKSCCYKDTCTRMFIAALFT1A 

KTWNQPKCPTM1DWIKKMWHI 

YTMEYYAAIKNDEFMSFVGTW 

MKLETIILSKLSQEQKTKHR1 FS 

LIGGN 


8120 


38488 


A 


8175 


2 


1105 


LPTKKSPGPDGITAEFYQRYKE 

ELVPVLLKLFQS1EKEGILPNSF 

YEASI1L1PKPGRDTTKKENFRPI 

SLMNIDAKIP**KY*QN*IPAAH 

QKSLSHHD\KVGFHPPGMQDW 

F\N1HKSIN\LIQHINRAK.DK.NHIV1 

IISIDA EKAFDKIQQPFMLKTLN 

KLGIGGTYFKI IRAI YDKPTANI I 

LNGQKLEAIPFEMLKVMYRAF 

RQNKQIKGIILEKEEVKLSLFAD 

DMIVYLENPIVSAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNT 

QTESQIMSELPFVFIASKRRKYL 

GIQLTRDVKDLFKKNYKPLLKE 

IKQDTNKWKNIPCS*VGRINIVK 

MAILPK*DVLASPSPFTMTVTC 

RKQVQVL 


8121 


38489 


B 


8176 


120 


2036 




8122 


38490 


A 


8177 


3 


316 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8123 


38491 


A 


8178 


1 


1447 


MSIRVTQKSYKVSTSGPWFFSS 
CSYLSGPSAH1SSLSFSRAGSSSF 
QGGLGRGYGGASGMEVITAVM 
VNQSLLSPINLEVDLN1QAMHT 
*EKEQIKTLNKFASF1DKVQFLE 
QQNKMLENKWSLLQQQKMAQ 
SNLDNMFESYINNLRWQLETLG 
RKKLKLEAELGNMQGLVEDFK 
NKYEDEINKYTEMENEFVLIKK 
DVDEAYMNKVELEYRLEGPTD 
EINFLRKLYEQEIRELQSQILDM 
SVVLSMDNSHSLDMDSIIAEVK. 
VQYEEIANRSWAEAERMYQN* 
YEELQMLAGEHGDDLLSTKTEI 
STINQNISWLQAEIEGLKGQRA/ 
SLESTITDVEQRG ELVIKDAN A 
KLSQLEAALQRAKQDMALQLH 
E YQELMNFKL AQDI V1TTYRKL 
LESEGSWLESGMQSMS1HMKT 
TSGYAGSLSSAYGGLTSPSLSYS 
LGSSFGSGAGSSSFSHTSSTRAA 
VVKKIEAQNGKLVSKSSDVLPK 


8124 


38492 


A 


8179 


272 


1813 


KCGLRSRSSFSAPSRJSAWFGPP 

ASTPASTMSIRVTQKSYKVSTS 

GPRAFSSRSYTSGPGSR1SSSSFS 

RVGSSMFRGGLGGGYGGASGM 

GGITAVTVNQS\LLSPLVLEVDP 

N1QAVRTQEKEQ1K.TLNNKFAS 

F1DKVRFLEQQNKMLETKWSLL 

QQQKTARSNMDNMFESYINNL 

R RQLETLG QEKLKLE A ELGNM 

QG L V EDFKNK YEDEINKRTEM 

ENEFVL1KKDVDEAYMNKVEL 

ESRLEGLTDEINFLRQLYEEEIR 

ELQSQ1SDTSVVLSMDNSRSLD 

MDSIIAEVKAQYEDIANRSRAE 

AESMYQIKYEELQSLAGKHGD 

DLRRTKTEISEMNRNISRLQAE1 

EGLKGQRASLEAAIADAEQRGE 

LAIKDANAKLSELEAALQRAK 

QDMARQLREYQELMNVKLAL 

DI EI ATYRKLLEGEESRLESGMQ 

NMSIHTKTTGGYAGGLSSAYG 

GLTSPGLS\YSLGSSFGSGAGSS 

SFSRTSSSRA VVVKKI ETRDG K 

LVSESSDVLPK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8125 


38493 


A 


8180 


1 


3519 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAE1EQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPP\RLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8126 


38494 


A 


8181 


208 


445 


AACVWRERHHRAEECGCPGVH 
LPPLLHP* KSKWPGRC/RLRGN 
A AHHPPWG QG Q ATP ALCGGLQ 
QPESSQ*GLSSLGGSR 


8127 


38495 


A 


8182 


1 


1607 


MDMFRSGIRRDGGLGDGIVRA 

RRRRQGALAGSSQP1QAAAVPR 

G P\G PAPRDPRS WPSCQG SSGEA 

*PYWKLEGAGLE/RKRGTE1RA 

VGEQLESWRSWRKDVAGCSSP 

TPI PEFG A AAPTKS/GPAGPSSTQ 

QPSSR1WAAPRKRLAG*DTAHK 

NHP/SA A P* PAPQDRARPK*PPR 

ADPQRSVTPPRSPKGS*GSPFFP 

KQ/PRIPKSGAASEASNPLLAITS 

QVVGGSESETRVEGLMKEESV 

REGNAAFSRFLRK.SV/ACKPPAS 

EKDRGSRAAEGDEHASSNLQEP 

IPHLP*TALGERPEARGQP1RFRP 

PGEPCSHPRSVNELGTGEPHTF 

QLGCLQRHPGAVDQAGPRGPG 

AGSRARETGKTGTNSEAAVRQ 

EPKQRILSK1HTSSTPGHRL/EPT 

AFRTRSARSPELASGHQAGKVV 

AG PRVRARG A\PPTGRPG L A AR 

PTEAERASRAPCP\PPQTDARLFI 

TARPRGKSGCRLPAHSPPDPPSR 

LPGPRSRSR/LSPAVRVVAAGEK 

EASGAETAFPAWGTMALFWSL 

QPRALQAL 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in L'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8128 


38496 


A 


8183 




683 


ERGITAGPPGVHPPTARSAGAA 
LPVWDSSACVEGVRPAPAMDP 
*EHQLR\SGLGCQDTLMLIESGP 
QVSLVLSKGCTEAKDQEPRVTE 
HRMGPGLSLISYTFVCRQEDFC 
NNLVNSLPLWAPQPPADPGSLR 
CPVCLSMEGCLEGTTEE1 CPKG 
TTHCYDGLLRLRGGG1FSNLRV 
QGCMPQPVCNLLNGTQE1GPV 
GMTENCNRKDFLTCHRGTTIM 
THGNLAACI 


8129 


38497 


B 


8184 


230 


252 




8130 


38498 


A 


8185 


29 


316 


GRVSRCLPFKLVTPVLCFCLWH 
RSY*EYRNF*MNQISKTQLKQR 
PTRFTG**QPWPRWW/PAPPRPS 
QGRLAGREWSTQAHPRDSQGP 
RLCGEGRGA 


8131 


38499 


A 


8186 




57 


SRPVQAGPKATGTPQPPPS*PEP 

VERPLSMASSGTHAQGPSPPSW 

PQLTGAVAQDSPSPGLLPPRDT 

APAPSMPTADGVQRCARQSGN 

TGPRVAT*PVAPTSFPAGPDSGE 

MG/ESCRRRPGT*PTPFQSRLFR 

RRPSASRIYGLLGPCVISL/HKK 

QKSLPPLAPPGT1TVD1 LFTWAS 

SLFSLNATEGHTVRHV*CSRRN 

YQKANAPRTPTASPNTRSHSLG 

NAKTPPQTVPHRDH PTPQEHTG 

DTSSCVAVLSANTRERAAVEC 

GVTVLNLD*LK*TARSYSMSSA 

STGVAGSVQGKR/LRTSALSSG 

G*GPKATGTPQPPPS 


8132 


38500 


A 


8187 




3564 




8133 


38501 


A 


8188 


154 


256 




8134 


38502 


B 


8189 


1 


1206 




8135 


38503 


B 


8190 


1 


1311 





988 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Mer 
hod 


SEQIDNO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8136 


38504 


A 


8191 


2 


2491 


EAGEWEEGPSQNGLVLQGEKL 
PPDFMPKLVKNLLGEMPLWVC 
QSCRKSMEEDERQTGREHAVAI 
SLSHTSCKSQSCGDDSHSSSSSS 
SSSSSSSSSSCPGNFGDWDPSSF 
LAEHKRLGLWNSPHSIGAMPGS 
SLGSPPTIPGEAFPVSEHHQHSD 
LTAPPNSPTGHHPQPA/LSNP/AL 
TPAPLAP/APHPHLLPTTPAAPFP 
A Q ASECPV A AATAPHTPG PCQS 
SHLPSTSMPLLKMPPPFSGCSHP 
CSGHCGGHCSGPLLPPPSSQPLP 
STHRDPGCKGHKFAHSGLACQ 
LPQPCEANEGLGEEEDSSSERSS 
CTSSSTHQRDGKFCDCCYCEFF 
GHNAPPAAPTSRNYTEIREKLR 
SRLTRRKEELPMKGGTLGGIPG 
EPAVDHRDVDELLEF1NSTEPK 
VPNSARAAKRARHKLKKKEKE 
KAQLAAEALKQANRVSGSREP 
RPARERLLEWPDRELDRVNSFL 
SSRLQEIKNTVKDSIRASFSVCE 
LSMDSNGFSKEGAAEPEPQSLA 
PSKLSGSSEQQPDINLDLSPLTL 
GSPQNHTLQAPGEPAPPWAEM 
RGPHPPWTEVRGPSPVFVPENG 
LVRR/HEHRAQPIPGDLGQDTQ 
AG\HPSSEEASSKEVPSCKQELP 
EPVSSGGKPQKGKRQGSQAK.K 
SEASPAPRP/TSQPRGSQCQGPG 
RWP/TSSQAGS*SLPK*AAVLKL 
ERGAGGAGQDQVGLAVPKLRR 


8137 


38505 


A 


8192 


277 


434 




8138 


38506 


A 


8193 


4 


168 




8139 


38507 


A 


8194 


26 


219 


PRLQCIGQPRLTLPPGFK*FLCP 
SLPSSWDHRQTPT*LANF* KNY 
F**IWGFTMLGMGSGTCNP 


8140 


38508 


A 


8195 


1 


498 




8141 


38509 


C 


8196 


105 


251 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8142 


38510 


A 


8197 




1620 


MWGVGKITDPKDVDTLIPGTC 

GCVTLHGERHFVDVIKAGPTRS 

VQGNPKLGSKKMEVSIMKTQE 

SIKLTVKATTQRRNRNESNGPT 

TEFHQSTMTNTHSDTWMVVLD 

PMKPGGPFEVMAQQTLEKINFT 

LRVHDVLFGDVWLCSGQSNM 

QMTVLQTLSCGVVTVIFIMTLA 

GAHGSTLSSGIFSIYQSDSLKCK 

SGRKAPVGPRVLRTGYTWSQE 

NSTGNPDLFVQDHTWQFCTKH 

SGSYVASMETVDETAFILSTHT 

SFRTDWELKCFITVRRQLGRQY 

ERTCYLSFRPVANTVEYCIGFRF 

ASYINNDMVLQK.EPAGAV1WG 

FGTPGATVTVTLRQGQETIMKK 

VTSVKGLISLLVCLSQFE1VPED 

DPQNA1VSSSADACHAELLRTIS 

TTMGKLMPNLLPAGADFFGFS 

HPAIHNL1QSCPGARKCINLPAS 

RPVGLSIGPLSPLDSYQWVKPD 

VCKPGDGQLPEGLPENDAAMS 

FEAFQRQIFDEDQNDPLL*SSL* 

PWLVIIMVPL/WSSGIFS/TISK*L 

FEV*VGSEGSSGSPCAEDRLHM 

VSRXFHRKSRPVCSGSYLAVLH 

*ALR]LCCFHGNSG*NCFHSLHP 

H*/HSALTGNSSASSQ*DASLGG 

S M REH ATCLLDPLLTL* STVLV 

FALLHTS1M1WCCRRSLLGQ*Y 

GASVHLEPQ*P*PCAKVRKPS*R 

K*PV/CKGL1SLLVCLSQFEIVPE 


8143 


3851 1 


A 


8198 


1 


900 




8144 


38512 


A 


8199 


915 


986 


11TDRPGFHDESA1YPVGYCSTRJ 
YASMKCPDQKCLYTCQIKDGG 
VQPQFEIVPEDDP\RNAIVSFFW 
QMLVMQN\SQDYKALLWGKL 
MPNLLPAGADFFGFSHPAIHNLI 
QSCPGARKCINYQWVKFDVCQ 
TLEMGQLPEGLPENDAAXRALK 
PFQRQIL* * RIDKRNLLLKI KQL 
KVFPGKTITTRTFHDEIPLVSSLP 
SELLPSFIYPKILV 


8145 


38513 


A 


8200 


3 


414 




8146 


38514 


A 


8201 


1 


2445 




8147 


38515 


A 


8202 




248 


ENGNLGP1QAEVKGATGECNIS 
ERKSPGVEIK.SLRELDSGLEVH 
KIAEGFSESKKRSSEDENENKIE 
FRK/KGGF*GGGFLRRK 


8148 


38516 


C 


8203 


70 


324 




8149 


38517 


A 


8204 


I 


675 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8150 


38518 


A 


8205 


692 


808 




8151 


38519 


A 


8206 


1 


1954 


PGTGEETVRLGFPVDPRKVLIV 

AGHHNWIVAAYAHFAVWYRI 

KESS*WQQVFTSPYLDWTIERV 

ALNAK.VVGGPHGDKDKMVAV 

ASESSIILWSVQDGGSGSEIGVF 

SLGVPVDALFF1GNQLVATSHT 

GKVGVWNAVTQHWQVQDVV 

PITSYDTAGSFLLLGCNNGSIYY 

IDMQKFPLRMKDNDLLVTELY 

HDPSNDAITALSVYLTPKTSVS 

GNWIEIAYGTSSGPVRWIVQHP 

ETVGSGPQLFQTFTVHRSPVTKI 

MLSEKHLVSVCADNNHVRTWT 

VTRFRG\MISTQPG\STPLASFKI 

LSLEETESHGSYSSGNDIGPFGE 

RDDQQVFIQKVVPITNKLFVRL 

SSTGKRICEIQAVDCTTISSFTVR 

ECEGSSRMGSRPRRYLFTGHTN 

GSIVQMWGSGPLLWDMVNKSE 

DKDVSGPTVEEELLKLLDQCDL 

STSRCATPN 1 SPATS V VQHSHLR 

ESNSSLQLQHHDTTHESATYGS 

MRPYRESPLLARARRTESFHSY 

RDFQT1NLNRNVERAVPENGNL 

GPIQAEVKGATGECNISERKSP 

GVE1KSLRELDSGLEVHKIAEGF 

SESKKRSSEDENENK1EFRKKG 

GFEGGGFLGRKKVPYLASSPST 

S\DGGTDSPGTASPSPTKTTPSP 

RHKKSDS\SGQEYSL 


8152 


38520 


A 


8207 


2 


383 




8153 


38521 


A 


8208 


13 


332 


SKGFIVLLKCLQILKTPSLGPGN 
QG LNAGKESRGGGLS VKA* RA 
RPDSWRPGPPLSISITLRRLKEG 
RRHHRALPLCC1ITLLASSPNCI 
AP/TSVP*1PRLHPFWL 


8154 


38522 


A 


8209 


1 


1839 




8155 


38523 


A 


8210 




364 




8156 


38524 


A 


8211 


3 


3723 


M1PAGGRAPGPPYSPVPAESESL 
VNGNHTPQTATRGPSACASHSS 
LVSSIEKDLQEIMDSLVLEEPGA 
AGK.K.PAATSPLSPMANGGRYL 
LSPPTSPGAMSVGSSYENTSPAF 
SPLSSPASSGSCASHSPSGQEPG 
PSVPPLVPARSSSYHLALQPPQS 
RPSGARSESPRLSRKGGHERPPS 
PGLRGLLTDSPCTT\VLAEA\RR 
ATAETPRLGGQLPVVAISLSEYP 
ASGALSQPTSIPGSPK.FQPPVPA 
PRNKI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8157 


38525 


C 


8212 


398 


415 




8158 


38526 


A 


8213 


3 


45 




8159 


38527 


A 


8214 


1 


929 


IAAAPELLERSGSPGGGGGAEE 
EAGGGPGGSPPDGARPGPSREL 
AVVARPRAAPTPGPSAAAMAR 
PLVPSSQKALLLELKGLQEEPV 
EGFRVTLVDEGDLYNWEVAIF 
GPPNTYYEGGYFKARLKFPIDY 
PYSPPAFRFLVTKMWHPNIYETG 
YVCISILHPPV/DTDPQSGELPSE 
RW\NPT\QNVRDHSS*V*SSLLE 
RRPNTFLRPANVGRLPWMLQG 
S WEREQGG RI REL H RTS FRK.Q V 
LGTKVDAERDGVKVPTTLP\EY 
CVKDQGRRAPDEGSDLFYDDY 
YE\DARVE\EEADSCFGDDEDDS 


8160 


38528 


A 


8215 


80 


430 


IAQGPFYPPGWPCSGPGGNTSSP 

RPPPTGGK.GK/PGGPQK/PLAPRI 

PAVFTRGDSG*RSCPATTPLSA 

GSPSLPHR1PEPK.PPHRIPEHKLH 

RACAHAPDPGSGGLRIFLTAVH 

HGKL 


8161 


38529 


A 


8216 


3 


645 


FSVSHLLDLEEAGDMVAAQAD 
ENVGEAGRSLALESPGLTSGTAT 
PQQDNDQLNSEEKKKRKQRRN 
RTTFNSSQLQA\LERVFERTH*T 
PSSLFFLSFLMPSCLLTILQVWF 
QNRRAKJFRRNERAMLANKNAS 
LLKSYSGDVTAVEQPTDLQLCE 
TNACYSPCSLLCPYSAMATYSA 
TCA\NNSPAQGINMANSIANLR 
LKAKEYSLQRNQVPTVN 


8162 


38530 


A 


8217 


3 


907 


RVDDFVAVQLGRP1GSCFGGRA 

QLQEGVQKPQAMAVGNINELP 

ENILLELFTHVPARQLLLNCRL 

VCSLWRDLIDLVTLWKRKCLR 

EGFITEDWDQPVANWK1FYFLR 

SLHRNLLHNPCAEEGFEFWSLD 

VNGGDEWKVEDLSRDQRKEFP 

NDQVKKYFVTSYYTCLKSQVV 

DLKAEGYWEELMDTTRPDIEV 

KDWFAARPDCGSKYQLCGHLS\ 

DAAQGPHGTFQPDPATIQQKSD 

AKWREVSHTFSNYPPGVRYIWF 

QHGGVDTHYWAGWYGPRVTN 

SSITIGPPLP*HPLSPHLLNPDW 


8163 


38531 


B 


8218 


117 


398 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8164 


38532 


A 


8219 


1 


3063 


MSLEVDRSVETMCSGDEILLPD 
LPKADVADPLWGPFPVQNCLS 
LARSDSREQGLVLVMESRNRE 
VVPPGVSYSKDGAKSLKGDVP 
ASEVTSKDSTFSQFSPISSAEEC 
GDDEKIKVDDPLTRRTCNQASG 
SAPQQDYDKLKAFGGENSSKT 
GLSPSGNMEKNKVVKREAEAN 
SINLSVYEPFKVRKAEDKLKEN 
SDNVLENRVLDGKLSSEKNDT 
CLPGTAPSKTKSSSKLSSCSSAI 
MALSAKKAASDSCKEPV 


8165 


38533 


A 


8220 




1188 


MPLDEDPSKLCRHNLK.CLECNE 
IFQDKTSLATHFQQAADMSGQ 
KTCT1CQMLLPNQ/CQRIHQHKS 
P*TCPECRAICR\SHCEVFYKCPI 
CPMTFKSAPSTHSHTYTQHPSIK 
IG ESK11 YKCSMCNTVFTLQTLL 
YRHFDQH1ENQKRDVYISHVRK 
EHGKQMKKQPCCQRDKPFSSS 
HSLCWHNRIKHKVIRKVYTCSH 
CSDSRGTFTKQLM LEKH VQLT 
HGIKDPDLKE/TDRRHQ*GGNR 
NKRRPQGPQSQVEVERTGSGV 
QASQ\GA1TQPKLEINVFKVHKC 
AVCGFTTENLLQFHEHIPQHKS 
DGSFYQCREHLFVAHKLKEPQP 
VSKQNGAGEDNQQENKPSHED 
ESPNGAMSDRKCKVCAKTFET 
EAALKTHMQTHGMAFIKSKRM 
SSDEK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8166 


38534 


A 


8221 


842 


2687 


KGECLPSALSLNGNGRESLESL 

ESLSLEGFTRGRAGLRTCSPPCL 

SLPAPPWAPVLPEPPRGAPPPAP 

RRPVPSTTQGLRSAGARRGTGR 

QLHLRPRC/ADPLGEASWAPES 

GSAPAILKVRIKTIKMSSGEIKR 

TVTRVLPEVDLDSGKKSSEQTA 

SVMASVTFLLSSPASAAILS/SSP 

QGASPVHGHDQCSFTC/SSSPLN 

RAPA/GAIIKAANAIQQQTVVVP 

APSRANAKLVPKTVHLANINLL 

P/HGSATN/ISRQ*SMQQ/RSQPP 

KKVSRVQVVSSLQSSVVEAFN 

KVLSSVNPVPVYIPNLSPPTNAG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMRJEAADTRGQK 

TCTICQMLLPNQCSYASHQRIH 

QH K.SL YTCPECGAICRS VHFQT 

HVTKNCLHYMRRVGFRCVHCN 

VVYSDVAALQSHIQGSHCEVFY 

KCPICPM ASNQNKED TKSMNG 

KEKLEKKSPSPV KKS VETKKV A 

SPGWTCWECDRLFIQRDVYISH 

VRKEQGKQM K K H PCRHLCQH 

NR1KHKGIRKVYACSHCPDSRR 

TFTKRLMLEKHVQLMHSLKDP 

DLKE/TDRCHQ*GGNRNKRRH 

QVPQSQAPLHCTQVKGTSASV 

QAKWSWGR 


8167 


38535 


C 


8222 


1 


438 




8168 


38536 


D 


8223 


98 


463 




8169 


38537 


A 


8224 


1 


2679 




8170 


38538 


A 


8225 


1 


1209 


AADTRGQKTCTICQMLLPNQCS 

YASHQRIHQHKSLYTCPECGAI 

CRSVHFQTHVTKNCLHYMRRV 

GFRCVHCNVVYSDVAALQSHI 

QGSHCEVFYKCPICPMASNQNK 

EDTKS MNGKEKLEKKSPSPVK 

KSVETKKVASPGWTCWECDRL 

FIQRDVYISHVRKEQGKQMKK 

QPCCQRDKPFSSSHSLCWHNRI 

KHKVIRKVYTCSHCSDSRGTFT 

KQLMLEICHVQLTHGIKDPDLK 

E/TDRRHQ*GGNRNKRRPQGPQ 

SQVEVERTGSGVQASQ\GAITQ 

PKLEINVFKVHKCAVCGFTTEN 

LLQFH EHIPQHKSDGSF YQCRE 

HLFVAHKLKEPQPVSKQNGAG 

EDNQQENKPSHEDESPNGAMS 

DRKCKVCAKTFETEAALKTHM 

QTHGMAFIKSKRMSSDEK 



994 



WO 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8171 


38539 


A 


8226 


58 


391 


FAKNDGFQLHPCPEPL/PWSQT 
RTQSAAWA*GCNYLQPTGAAD 
LLAYFEFLGPEGKTGW*QGLDR 
DATGAPPSPTARQ/RVGKALGT 
AASLIPSFIPL*SKKMARETAAW 
SEW 


8172 


38540 


A 


8227 


993 


2235 


NGGPHLWRLPTAHRRACGERH 

GQAVACGGAVAEVALVGPAPT 

VGLRRGCPHSAPGGYACPVSSS 

TYSGLGQRCVFPHY\SPRAVPN 

LVPALGAPKP*MGPASGL*GD 

MLPAASVKRAPTAAGPWMLYP 

YSPARLDSAA/LQALSTKKVAS 

DSSKEQVANSRESSSLS1CEVND 

SPRA ADK SPESQN L I DGTKKTS 

LKQLDSPRNISSENSIKGTPASP 

AG STPP1PKVRIKTTKTSSG El K.R 

TVTRVLPEVDLDSGKKPSEQTV 

SVMASVTSLLSSPASAATLSSPA 

RVPLQSAVVTAKQFPLQSPPLNR 

SQSSLWLLLSSQCLL*RQQDPK 

SLI*SSLTTPR*KPRSYLLPLSRV 

PAAPSLKLANA1QQQTVMMPA 

SSLANAKLVPK\MHLANLNLLP 

QVAPATSELCPVSIKTQPQI 


8173 


38541 


A 


8228 


1 


3370 


MI1NT1ITTTTTITIIFIIT1MSSSP1T 
lTNIITlIQHHHHHNDQRPSLGK 
CRGLYIRVRKVPGERATANSRC 
P1NAQGIESCWNGVMALWLGP 
NSTCSRLPELTDSEDCQIYGDTE 
RKRRHSRKTCRWEYQVETKDT 
FLEELLFEPALRTGIQSKQGGPL 
LQLAANNYNLEPKQHFGSWFG 
TMKQLGETESIFSFAYEVCLTV 
YE1FGLPGIAPSKTKSFSNFLSCI 
TA1AALSTKKVASDSSKEQVAN 
SRESS 


8174 


38542 


B 


8229 


1 


438 




8175 


38543 


A 


8230 


38 


597 


VPCGPHCRLPSAWRTSPPRLWN 

DTTSRKWKSGVAKSSCYNL*PS 

AGMRRfCRF*LRAPSTLSGSALL 

*NRLMRSRRFCATSSCAS**CEQ 

RTSLSFEGSLWRST1TSRPPPSA 

ARISSASAPTRRRCASESAACRR 

STGRAGPGPGGGKQQMKAGR\ 

RGTAQPSSPHPLGIPTHHPDTRG 

ASRQTGHL 


8176 


38544 


C 


8231 


1 


1062 





995 
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SEQID 
NO: 


SEQ ID NO: 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8177 


38545 


A 


8232 




595 


WSSAQPRSASRAASRSSRLHSS 
RRLCLRCRAPRRPQLVASAKGR 
ASSARSRRGRSRSRR*RGRARS 
GGGMSPLAQRRLK*ASSSSGRG 
AAWSRASRGAARGSGPLTGRR 
SAPLHSSSTVPCSPRYARPGPPR 
ATA/RGPTRATCLPSHRSTITSRP 
PPS\LPVAVQPALPPGAAAPPSP 
PRAGGALAALGPGLTVGAGR 


8178 


38546 


A 


8233 


2961 


3005 


SRLQQTIQADAFAECAKGCWP 
GGM/DELEAETSSSLFLLAMQV 
WMCGGRMEDIPCSRVGHIYRK 
YVPYKVPAGVSLAR/SKNLKRV 
AEV WMDE YAEYI YQRRPEYRH 
LSAGDVAVQKKLRSSLNCKSF 
KWFMTK1AWDLPKFYPPVEPP 
AAAWGE1RNVGTGLCADTKHG 
ALGSPLRLEGCVRGRGEAAWN 
NMQVFTFTWREDIRPGDPQHT 
KKFCFDAISHTSPVTLYDCHSM 
KGNQLWKYRKDKTLYHPVSGS 
CMDCSESDHR1FMNTCNPSSLT 
QQWLFEHTNSTVLEKFNRN*A 
ALLFDDESQFDSSNCQHSCYPR 


8179 


38547 


A 


8234 


203 


314 


VPASSPALGSTLEFQLCEP1NSG 
FCLNQID*GFGYL*ARFMSWPY 
WSLLSPFPLIPLH 


8180 


38548 


B 


8235 


1 


1008 





WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8181 


38549 


A 


8236 




1495 


clvvtstdsirfqi i pwagtem k 

qe/i1klkdgsmeehlkkpledy 

malfpsvrilrtkkreglir.tr 

mlgasvatgdvitfldshcean 

vnwlpplldriarnrktivcpm 

id vidhddfryetqag damrg 

afdwemyykripippelqkadp 

sdpfecqlvrdtlgdadsqqh 

DVSHLARCQADFLFPWSPVMA 

GGLFAVDRKWF/WELGGWAFS 

HGDPQQPWKESLFFPSSCTSPQ 

VESHWPAGPMP1PEQYCNWSP 

A VTCPVTAGRVCLG WG WR* RK 

* WGTKDLLGARWKSKPF* SP*T 

NQDVKPNPHDL1EQFQRKEHFC 

TESAWLGCPQNGSWLLQSQRS 

HRERWNHG1FMTVISAVSCGLH 

GVVCGGRMED1PCSRNLKRVA/ 

EVWMDEYAEYIYQRRPET/GHL 

SAGDVAVQKKLRSSLNCKSFK 

WFMTK1AWDLPKFYPPVEPPA 

AAWGEQKDMPLSQYTSKGAG1 

KSYLGSCTHHWGHRGRQKQG 

N1L1AHQ 


8182 


38550 


A 


8237 


1126 


1603 


T1MK1TGRAGDAIMGADICH/N 

KDRKVRRKEPKSQDIYLRLLVK 

LYRFLARRTNSTFNQVVLKRLF 

MSRTNRPPLSLSQMIQK\MKLP 

GRENKTAVVVGTITDDVRVQE 

VPKLKVCALRVTSRARSLILRA 

GGKILTFDQLALDSPKG*GTVL 

LSGPRKGR 


8183 


38551 


A 


8238 


504 


737 


QLCWAGGK1LTF\DQLAVDSRK 
GCITVLLSGPLKGRKVYGHFGK 
APGTPHSHTAKPYVHSKGRKFE 
RARG*RAS*GYKN 


8184 


38552 


A 


8239 


1 


360 


MLGFALLPAPPGPGLV/GSG*SP 
DDQ\GRTGPALAPSCLSRPSPAT 
LNSAGSEIHDRPRSGAPPTPCLR 
GSAQASTSACSPGANGPEPKPG 
LGTLRQQLEHIMATNRLDEAG 
WVACYPTDVR 



WO 01/075067 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8185 


38553 


A 


8240 


3 


666 


MSFRQLFQDLKRYVQDADVR 

WEYCVRAKRGQTDTSLGRLFQ 

QGPGVPGRHRAHSATSPDHRFP 

VADLTGQGVL*GCGPPAAPWG 

AG*YPGAPLHAGLGTLPAAAG 

AHHGHQPAG*GGAGSPATRLM 

SVEGCSQRPWTEAPDRPLEHEA 

VCSVRPRPRCFLGGVGRAGAFL 

EEEWQHQSVCVPCQPPWGLGT 

CSSMSGKLSRPPASSSLLSRGKA 

WGQEES 


8186 


38554 


A 


8241 


2 


443 


RTSLEFFFFFFF*DGSFTLVAQA\ 

G VQWRHLG*LQP\RPPGFK* FS 

YLSLLSSWDYRHALSHLANFV 

VYVLFCFYETKSRSVTKAGVQ 

WCDLGSLQAPPPGFTPFSCFSLL 

SSWDYRHLPPHLVNF\CIVSRDG 

VSLCWSGWSRTPDYK 


8187 


38555 


A 


8242 




354 


VSLQPVSQEGVSQRTLGQSSRS 
SGSG/CPGELNSPIFSGVPHRWD 
AA*EESRAAGVPWPSGQISGMC 
SKFR1*NW*DVSWAGWSEDLRS 
*VDLSHGAKSRRTGD*SPKGGP 
PIRVTAP 


8188 


38556 


A 


8243 


2 


241 


WSTGLLRRSGS/NQSSAGKPRR 
SQSESPGP\GSRSSGSGCQESGT 
CH*G*RRRG*GVLAPAPGKRDL 
PPRVKDQVRHPCVV 


8189 


38557 


A 


8244 


5 


282 


AKKESVREPWARVPGALGVAA 
R*VEQSDFQCGPAQMGHGLGG 
IPGCG/PFLGLVVRFLALVASSC 
PFPRKAGLAAKGEGPRQASLRG 
LTPLKRG 


8190 


38558 


A 


8245 




302 


LSREGVGQKALGQSSRGSGSVC 
/LGELNSP1SSGVPQRWDTA*EE 
SWAAGIPWPGGQIDFWHL*QA 
PCPRKSREGVETRREGVGVLAP 
SPEKRDL PLRVKD 


8191 


38559 


A 


8246 


1 


200 


LSPKGVSQRALGQSSRGSGSG/C 
PGELNSPISSGVPHRWDTA*EES 
WAAGIPWPGGQISGTCSKLHS 


8192 


38560 


A 


8247 


23 


187 




8193 


38561 


C 


8248 


1 


1764 





993 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8194 


38562 


A 


8249 


1 15 


872 


LRRGRTYPPP*ELPKARHP*WS 
TGLLRRSGS1SLQPVSQEGVSQR 
AFGQSSRGSGSG/SPGELNSLISS 
GVPHRWDMA*EESWAAGIPWP 
GGQISGTCS/RAPGGGGSGGMP 
GCCGSGVWKFLCASRKAGKGS 
G H RDTRSGCGHKG LGRRDMRL 
GCGNKGSGHRD1RGWGTCPFP 
RKAGLAAKGEGPRQASLRGLT 
PDLKLVRC\PWAGWSEDLRS*V 
DLSHG AKNRRTGD* SPKGGPPI 
LGRPLRACSAAAVHF 


8195 


38563 


A 


8250 


85 


529 


SGSISLQPLSREGVSQRALGQSS 

RGSGSG/CPGELNSPISSGVPHR 

WDTA*EESWAAGIPWPGGQISG 

TCS/RAPVGGGSGGTPGRCGSG 

VWKFLCAGDVAGVCLTVEAR 

NCNFFLLLYTLKARLIKSCPCPR 

KAGLAAKGEGPRQASLQ 


8196 


38564 


A 


8251 




552 


MEARETGPWKEGNVERVASVL 
IK.KGTGLPSTVRVTGSSASVMV 
YGASEAIGQHQSSAAKPRRSQS 
ESLGPEFQGLWEWLPGPRAVK 
RLRVIFDEKEPKRYLIWDKEKG 
ALTLTMPLAPATFLRVNCWAG 
GGGLVTERNCKP*WSTGLPRRS 
GSISLQPLSREGVSQRALGQSSR 
GSGSGCQGLGL* SVLIKKGTGL 
PSTVRVTGSSASVMVYGASEAI 
GQHQSSAAKPRRSQSESLGPEF 
QG LWEWLPG PRAVKRLRVIFD 
EKEPKRYLIWDKEKGALTLTM 
PLA PATFLRVNC WAGGGGLVT 
ERNCK.PDQKMKGIEIKRRERLK 
CGSKIERRKRLRDSEGGWRRVE 


8197 


38565 


A 


8252 


535 


710 


KCFPACHHYHNHHHHHYHHH 
HQHHHHYHH HHH HRITIIIITIIF 
TIITTIIINIirNIIITNITIVIFMRVR 
VKRPPNRLCVSNMAVYFTWVQ 
KKKSSLAFSSVVTSDLKSKKRR 
LSGKSLETSSASLMVYGASEAT 
GQRQSSAAKPRRSQSESLGPEF 
QGLREW*YGDGGDDDNDDGV 
DGGDDSGGGGGCGSGGK.QESI 
SIFD 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


8198 


38566 


A 


8253 


54 


563 


AEKESVREPRARVPGARGVAA 

RPSA/RPR*GRPLLCSPTYPK.H* 

NCAWHQQAGCWLGTGPAAPA 

SPPACAAFSWGYGGLPAPIQTA 

FQAGWXGAPGQRGRSKTTRPGV 

QSVSNPGEPAPEPRAAASSGLSS 

GAFPAPATDPG1CSWAEGLVM 

GKGHHHRPS1SARIPCFHV 


8199 


38567 


B 


8254 


232 


987 




8200 


38568 


C 


8255 


1 


1812 




8201 


38569 


A 


8256 




1035 




8202 


38570 


A 


8257 


2 


664 


SL1KLIPPPRPFGRNRHLPVIRQN 
ERTQRGKRRGVTRYM FSRPFVR 
KHGVVP\LATYLCE1YKQRCDF 
VD1QGEWGTCSKKGMP/HHKC 
Y\HG\KTGRSLTIVTPACLLPLFN 
TTQFRRKILAK.\RINV\R1EHI*AL 
LRARD*LP*NRVK.ENDQEKERS 
PKRKGT WG ST*SRQPYAPPR\EA 
HFLEEPNGEGALSCWEPFPYWI 
SLGLLGVK.K.1CNKKDLWATKK 


8203 


38571 


A 


8258 


1 


747 


MSESFLKPLPEVDAGAILLVQP 

AELYSKASRLDDCYQKDSYTH 

RCQEKRTCHTTGGHSGKHQSL 

SGASVSPTCSAKTRDKINCFDFS 

PKSEVITLSSNDDS1VLSDCQEG 

KPKPCSGPFATFKMQYDRTCE 

WTALK1SNGGK.LILISTNVSF1R 

LIGAFKGVVIHTFGSYANSEAV 

TLEASFTADSQFVMIGSEDGKI 

HVWNEESG\KK*LGWMVNTQA 

QLP VCN STPSSMTF A S ACSNMA 

FWLPTIDD 


8204 


38572 


B 


8259 


50 


260 




8205 


38573 


A 


8260 


1 


541 


EVWGPGLASEGAVGITHGPFPK 
AKRNPGKVRSKRRDPPIQFQNL 
RRS*WRSIPRKPGRQTGSRRSL 
WT/ALHPG AGTAKH PPPAA/CA 
GRET*CKSKSPAGRKWSFHRSS 
SRRASE*DASQFAVPAGVTSRE 
PFGSRRTGAPTGGTGTPTRTAR 
SRTWSSSWVRLSGRTGAVGYS 
RSPSCSS 


8206 


38574 


C 


8261 


177 


236 




8207 


38575 


A 


8262 


1 


417 





1000 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEO II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleoiide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8208 


38576 


A 


8263 


2 


475 


GIHTRLNSELLKEEESNKRLEAE 
IEYYQSRLTA A ISKH S ES VKTER 
NVKLALETQDVSVQVKMSSDI 

oc V cL'iS.iNorL, i c^J^blvrvt^lis.r N 
TLKDKFRKKRDTLRKKSLALET 
L/QNDLSQTQQQIKEMK.EMYEN 
AEAKVNNSTGKWSCVEERICQ 
LQHEN 


8209 


38577 


A 


8264 


3 


518 


IFRAPFR1CLG1LLSPPNTEQAQY 
KKQLEQ/FKQGYNTASLNKKEL 
TLKDVECKFYKMKTAYEEVTT 

PT CPVl'PAPA A AT V AMQQU1 V 

KLTKSNKKIAMIS/TQLFMEKEQ 
VK.YFLSTLRARRGRESPCDENL 
TSIG L/NRK Y I PQMPVRI PTS/SPQ 
TSNNCQNYLTEVSHMTVSL 


8210 


38578 


A 


8265 


1053 


3733 


NGRSCCERSSTKKECTD1ESSEF 

VNRKSLTSG\LEEEQQRRERSEK 

KQPQDFHNHEEVKDLMDENCI 

LKTD1AIPRQEICTMKNDNLEK.E 

NKYLKDIKIAKGTOAALENCIK. 

LNEEMITKTAFRYQQELNDLKA 

ENTRLNSELLKEKESKKKLEAE 

1ESYQSRLAAAISKHSEN VKTER 

NLKLALERTQDVFEQPAGLEEA 

ELVLSRLSCGEATEGAARRALA 

AEEAGRWRRGVG/DSWLAPES 

RLHVLKTCGSCWWENLELGRH 

H*LCLWAVKNFQKRFLPGQKK 

SPFQLMSPQREFQHTL*1TQKQN 

RVMNNF1KKYLRLMSSV*CMP 

LT/1KHSIDKEVRSTSARLPCLGS 

EER1CPAALSGKYKKLLEMTIN 

VLSVFGNEDFDCHGDLKTDQL 

KMM1LIKKLKHKFDDLTAEKEA 

VSSKCVDLAKDNQVLQQELLS 

MKKVQQQCEKLEKDKKMLEE 

EILNLKTHMEDNMVELSKLQE 

YKSELDERAMTAVEKLEEIHLQ 

LNKGNTASLNKKELTL KD V EC 

KFSKMKTTYEEVTTKLEEYKE 

AFAVALKANNSMSKK\LTKSN 

KKIAMISTK.LLMEK.EWVKYFLS 

TLPTRRGQESPCVENLTSIVLNS 

KY1PKMTG RIPTSN P* TLNN WQ 

NYLTEEDMVSGDL1SGTWSME 

EWSLGASSLGTWSAAVGQYLA 

RWPLCDLSVTVAESPSPLCCGA 


8211 


38579 


A 


8266 


2 


209 





1001 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8212 


38580 


A 


8267 


1 


1431 


MTQKAAASVEHLAIRCHWSQR 

PAVTGDVLQVYSGSEGTAIIFCE 

TQRSVTE1AMNPHIKQNAQCLH 

GDI AQSQREFTLKDFREG SFK V 

LVATNVAACGLDIPEVDLVIHG 

SPPQD VE/S Y 1 HRSGRTG\FVTM 

TLESLEEIQDVSCAWKELNRKL 

SSNAVSQITRMCLLKGNVRVCF 

DVPTTKSERLQAEWHDSDWIFS 

VPAKLPEIEEYYDRNTSSNSRQ 

RSGWSSGQSGRSGGRSGSRNYF 

AVDTASAIAIALMTFGTMYPMS 

VYSGKVLLQTTPPHVIGQLDKL 

IREVSTLDGVLEVRNEHFWTLG 

FGSLAGSVHVRIRRDANEQMV 

LAHVTNRLYTLVSTLTVQ1FKD 

DWIRPALLSGPVAANVLNFSDH 

HV1PM PLLKGTDDLN PVTSTPA 

KPSSPPPEFSFNTPGKNVNPVIL 

LNTQTRPYGFGLNHGHTPYSS 

MLNQGLGVPGIGATQGLRTGF 

TNIPSRYGTNNRIGQPRP 


8213 


38581 


B 


8268 


128 


1497 




8214 


38582 


A 


8269 




618 




8215 


38583 


A 


8270 




334 


LFH SI FG Y L PFARQTLLPG SIL V F 
TYTQPPKJQFANGTKGLPDPLM 
TPK*QK\APLMPLLVSLGLSAST 
1ALGTRIAGISTSVTTFCSLSNDF 
SASFSPYLHRCFLPWSSL 


8216 


38584 


A 


8271 


1 


2919 




8217 


38585 


A 


8272 


1 


4192 


MR1 P V DA STSRRFTPPST A LSPG 
KMSEALPLGAPDAGAALAGKL 
RSGDRSMVEVLADHPGELVRT 
DSPNFLCSVLPTHWRCNKTLPI 
AFKVVALGDVPDGTLVTVMAG 
NDENYSAELRNATAAMKNQV 
ARFNDLRFVGRSGRGKSFTLT1 
TVFTNPPQVATYHRAIKITVDG 
PREPRNNECVYGNYPEIPLEEM 
PDADG VASTPSLN IQEPCSPATS 
SEAFTPKEGSPYKAPIYIPDDIPI 
PAEFELRESNMPGA 


8218 


38586 


B 


8273 


385 


3930 




8219 


38587 


A 


8274 


830 


906 





1002 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8220 


38588 


A 


8275 


483 


971 


ATMPGHFYLFCETGSNSVSQAG 
VQ* HDFGSLQPPPPG FKQFSCLS 
LLSSWDYRHMPPRPANF/SVFL 
VEMGFYHVGQAGLGLLTSGDP 
PASASQSVGITGMSHHAGPTM 
KLLNPQSEVIFSPRNSHSTLLTP 
LS RHLPHPI SI ST WC I HY APLHT 
VSISAEEAP 


8221 


38589 


A 


8276 


1 


2088 




8222 


38590 


A 


8277 


1 


1822 


MMTKDGLVFGLQRGSPILYVQ 

GLSRFRSFSVASGDSKRTRHRE 

KLPLLEAGERDHNCYGSPQILA 

FQAICKIAKPGKEQSCSKLVGH 

TFDPLLIEA RKPEERQKLPDPCV 

KWGGVGNFPPVKRVGDIRIFVS 

QGGKFSQAPEGPEVTSGSQGLE 

SKTLEVYPVFYCTVAELALNHN 

VQPSHSTLPFPQAEEPHSVATTT 

GPWGVLPGCCQCSLKAQGLFS 

QLVMNAACTGIHTSGQWAPLW 

PSTVPEMPSKSSGLESGTPRTCF 

VLYPAVAKLLPRGTLAYSGKG 

CQNSSANHWDGTQ1HSPCHAA 

AAREYGGKSG1SDSRLSPTLFSA 

SFSNMNLKLDFKVFKYGCFECF 

EATAGANVLIK.IIRESKYKNTD 

D1DILSRQATPVIAQLAHEHSGH 

VAGMEVVFGFSNTDFHLPRQT 

WLQPLSHASLLAAETNTESKND 

TTPQGDQPATWRLNSGYGYAF 

PACNASAKTIHGLTEVLYTVLV 

DGNHNLLTKLSLEEENCLIQLK 

CENLQQKLEQMAA\E*KSLRRK 

RATQEECLMHSNLKFKEKSAE 

YTA L ARQ\LEA ALEEGRQKVAE 

EIEKMSSRESALQIKILDLETEL 

RKKNAEEQNQLVFKNEQ 


8223 


38591 


A 


8278 


1 


5103 


MDESSVHSSVGDRHVDRVSTS 

Q V AERTRCN KM WRIETK SPSG 

DNEGTGTVIEKKTRLSGQGFCL 

QLSEGLQNLQAQRRKIKFREME 

DPSSRPLCSSLDIALCASVKPSA 

GFPQRPKVKPLCVLGSGAGTG 

DAERSLQSSDPLKKQQPLARSL 

RGLCERIVLGGGSGCGARGLRG 

AGGGTALSVPGASRGFEGMFG 

LDQFEPQVNSRNAGQGERNFN 

ETGLSMNTHFKAPAFHTGGPPG 

PVDPAMSALGEPPILGM 


8224 


38592 


A 


8279 




783 




8225 


38593 


A 


8280 


888 


4915 





1003 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8226 


38594 


A 


8281 


94 


757 


APTGCLACNLLLCELGQVTSPL 
*ASAPKCVTVHN*PLCKALPRR 
*SSAWELS*MRKLRLRGVNFLR 
TDGLCFCISTRATPPSSARARCV 
STSLKPASLQLAVSWHHGSRSQ 
GCHLPAGREVCTSQSRGVRETS 
P WGC\EKG SPY A EG FP A VI SLNP 
PSSSTAHDLPANKASASQPGSH 
LQCLSVHCTDDVGDAKARASV 
PTWRSLHSDISNRFGTFVAALT 


8227 


38595 


A 


8282 


2 


374 




8228 


38596 


A 


8283 


260 


500 




8229 


38597 


A 


8284 


98 


828 


RWASVFPHPFPYYLPALLEKKT 
AERRGGAFSRNKQTAGPCGGT 
LQEEGSARTVGDSYGEASAGG 
FSCNKEEGNQRYREG*VTEML\ 
GVGYHRALLQLRGLDPS/PALS 
VT*SRTSGPRPSRLNKKTYCIPP 
RQDCYNNLAACLLQMEPVNYE 
RVREYSQKVLERQPDNAKALY 
RG/SGVAFFHLQDYDQARHYLL 
GCRE*AALKMPNVRRYPPRLTR 
VRTQQPTHRKEKQLLPWACLV 
NKEERCSSS 


8230 


38598 


A 


8285 


396 


602 


GNCGPEKERTCLRSPSWTPMPS\ 
PKQAVPVSSWPPGPHHQ\RCVP 
SRSSNFSKSSKSNSCDGWMSSSS 
SS 


8231 


38599 


A 


8286 




156 


SVVSLSPHR*A1QILSGVAAGW 
GLSDGPSSSPPSPSGARDTGSPG 
SSLGL 


8232 


38600 


A 


8287 


32 


515 


ARGSWGPGAGARPPGTARRAA 
RCATGCGSRSRSSHAPVSPRRA 
APSSVHPGGCHGPALPPPSPRR 
VTQAADARRAAPPLRAASAAP 
SRRWSQAPTP/K/RRLGYPPPRP 
PAHPGPR/PPLRRMVSRSSGEDP 
PRRLT*TGSETPKSTWRELSSRR 
RSLQSKAATR 


8233 


38601 


A 


8288 


30 


460 


RRCPAQRGEIWQSGH\RALLSC 
SGLHPFQTSWLPVYTVRVKLPT 
Q A L AM VDA PPPTKL ECPRLI S V 
CCYAGSENFKPVDLSLLSSIGGS 
GGVGTRGNLLVCELRRPWDKR 
S1WAGV\SRFLRLSPSRFPLA*LG 
LSSYLTTRKT 



1004 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8234 


38602 


A 


8289 


2 


1094 


RMSR1SDDSRTASQLDEFQECL 

SKFT\RYNSVRPLATLSYASDLY 

NGSSIVS\SIEFDRDCDYFAIAGV 

TKKIK.VYEYDTVIQDAVDIHYP 

ENVEMTCNS\KISC\ISW\SSYHK 

NLLASSDYEGTVILWDGFTGQR 

SKV YQEHEKRCWS VDFNLM DP 

KLLASGSDDAKVKLWSTNLDN 

SVASIEAKANVCCVKFSPSSRY 

HLAFG\CSDH\CVHYY\DLRNTK 

QPIMVFKGHRKAVSYAKFVSG 

EEI VS ASTDSQLKLWN VG KP\Y 

CLRSFKGHFNEKNFWGLASSG 

DY1ACGSENNSLYLYYKALSK.T 

LLTFKFDTVKSVLDKDRVEEDD 

TNEFVSAVCWRALTQMGES\N 

VLIAA*QFRVPIKVLELV 


8235 


38603 


A 


8290 




667 


MR1KATSEDGTVIAQAEYGSVD 
IGEEVLKKGFAEKCRLASRTDI 
CEEKKLDPGQLVLRNLKSPIPL 
WGHRSNQSTFSRPKGHLSEK.M 
TLDLKDENDAGNLITFPKESLA 
VGDFNLGSNVSLEKIKQDQKLI 
EENEK LKTEKD AL LE S YKA LEL 
KVEQIAQELQQEKAAAVDLTN 
HLEYTLKTYJDTRMKNLAAKM 
EILKEMRHVDISVRFGKDLSDAI 
QVLG/SKGALLLQLL*MD*R*Y 
GQNTVWLRR1LKL/SEYVSEGNI 
L1AQRNEMQQKLYMSVEDF1LE 
VDESSLNKRLKTLQDLSVSLEA 
VYGQAKEGANSDEILKKFYDW 
KCDKREEFTSVRSETDASLH\LL 
*HGSKEP*RIKVMQTRR*FQIHI 
VKYCKRFIQRKGSLPQYKLSTR 
TVLS/SKKQLIEYLKKIPSVDHL 
LSIK/TDIEKLKSSTQMEIG*KE* 
FGKSQMILMALKLRK*KKK*LK 
KG FA EKCRL AS RTDICEEKKLD 
PGQLVLRNLKSPIPLWGHRSNQ 
STFSRPKGHLSEKMTLDLKDEN 
DAGN LITFPK.ESLA VG D FNLGS 
NVSLEKIK.QDQK.LIEENEKLKT 
EKDALL ESYKALELK VEQI AQE 
LQQEKAAAVDLTNHLEYTLKT 
YIDTRMKNLAAKMEILKEMRH 
VDISVRFGKDLSDAIQVLG 


8236 


38604 


A 


8291 


1 


325 




8237 


38605 


A 


8292 


1 


593 




8238 


38606 


A 


8293 


1 


2013 





1005 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8239 


38607 


A 


8294 


2 


1427 


LLARGAGRTNPAPPLMSCGPW 
GK.FLICCCEVYKSGPYKVQ*EEI 
T1HSRAEAESTYQIKYEELQTLA 
GICHGDDLRCAK/T/EISEMNQNI 
SRLQAETEGLKGQGASLEAAIA 
DAEQWGELAIKDANTKLSELE 
AAMQRAKQDMA/RQLGEYQK 
LALDIEIATYRKLLEGEESRLES 
GMQNVSIHKKTTSGYAGAPAR1 
VSLLQNELLSLEVGVLKGHPTG 
KG EELG AP Y SECSFGLCRRTVM 
LTQAPSSVVRSRNSRNHTVNSG 
GSCLSASTVAIPAINDSSAAMSA 
CSTISAQKRTCCTACEPARKYK 
DTASHQEPAVCQPACQLETADP 
KGGGVLALPQPPSPGMLCWPY 
CRAHATDYFLANFFSEFPCHFL 
HRAGAAQTQATGDGMEHGQS 
RELPKRKAPREESETSEEKSPNK 
WGPVSKQKKQLLVD1LTTI1RPT 
RGNAYTGLSTRKWKPRSEENA 
LMQPNKKDEKGTLTQKLGL 


8240 


38608 


A 


8295 


301 


462 




8241 


38609 


A 


8296 


2 


825 


YPPSPPGRSAAHVSCTLYRTTP* 
WPDQRSAAPPTAWAAS*SPSAR 
RRPSAESMVPREPL*YRPSAATS 
AATPA1SPARALGAGAPCPLFR 
RRSGPFGRTSAIRPPSSAGKAVL 
FPPHGRPVWPVGRLARYATAS 
GWGAHI*ASSGASE/PAVVSVLP 
AGSGASPFHSASWDPPAHPAAA 
ASAAAVIPAL*RSGDRPPVLSFQ 
PLFWFLIRGDNSVSFWLLRGLP 
CPSQAVTTRHRSLQKEKLKRNR 
KSCVMFMQSQVSVSKYSNLVK 
HHHFCIRPL 


8242 


38610 


A 


8297 


3 


251 




8243 


38611 


A 


8298 


208 


307 




8244 


38612 


C 


8299 


18 


197 




8245 


38613 


A 


8300 


1 


1866 





1006 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8246 


38614 


A 


8301 


2 


2558 


FEVLWSDSSITSVTKSSSEVTEFI 

SKLCQLYPEENLEKLIPCLAGPD 

AFYVERNHVDLDSGLRYLASLP 

SHVLKNDHVRRFLSTSSPPQQL 

QSPSPGNPSLSKVGTVMGVSGR 

PVCG V AG I PSSQSG AQHHGQH P 

AGSAAPLPHCSHAGSAGSALA 

YRTQMDTSPAILMPSSLQTPQT 

QEQNGILDWLRKLRLHKYYPV 

FKQLSMEKFLSLTEEDLNKFES 

LTMGAK.KKLKTQLELEKEKSE 

RRCLNPSAPPLVTSSGVARVPPT 

SHVGPVQSGRGSHAAELRVEV 

EQPHHQLPREGSSSEYSSSSSSP 

MGVQAREESSDSAEENDRRVEI 

HLESSDKEKPVMLLNHFTSSSA 

RPTAQVLPVQNEASSNPSGHHP 

LPPQMLSAASH1TPIRMLNSVH 

KPERGSADMKLLSSSVHSLLSL 

EERNKGSGPRSSMKVDKSFGSA 

MMDVLPASAPHQPVQVLSGLS 

ESSSMSPTVSFGPRTKVVHAST 

L DRV LKT AQQP A L V VETSTA A 

TGTPSTVLHAARPPfKLLLSSSV 

PADSAISGQTSCPNNVQISVPPA 

IINPRTALYTANTKVAFSAMSS 

MPMGPLQGGFCANSNTASPSR 

H PSTSFANMATXMPSCPAPSSSP 

ALSSVPESSFYSSSGGGGSTGNI 

PASNPN HHHHHH HQQPPAPPQP 

APPPPGC1VCTSCGCSGSCGSSG 

LTV S Y AN YFQHPFSG PSVFTFPF 


8247 


38615 


A 


8302 


2 


266 


YCGPL*SVWVARNPPGFAFVEF 
EDPRDAAGVV*ELDGRTLCGP\ 
PSWGHRP*DDYCRRGLPPRRRP 
PRRRNLSCSRSRSLYSPWTLSL 


8248 


38616 


A 


8303 


37 


535 


ESWLVLGRRKAGRLIGACGFEP 
PHFLTLDLEMHRDSCPLVDCKV 
YVGNLGNNGNKTELERAFGYY 
GPLRSVWVARNPPGFAFVEFED 
PRDAADAVRELDGRTLIGCVRV 
REE\LSNGEKKK/SRNRGPPPS\W 
GRPPSENDNRKEESFPPRVRRSP 
R\RRSFS\RSRSRSLF 



1007 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8249 


38617 


A 


8304 


2 


668 


EIAERRITQPAPPGPSRPSGPGPA 
GELGGPGTGRALCPADNGGLC 
CGCPLAVP/GPLAVPR/ALKPQR 
TSLSHPTSVTNGGRGVSQPGPR 
RHPGLPTQASTKPPQSRRDAAP 
LGGAGRGGPGSMAAARTPRGG 
GH*GVDGPGRRPRDASRLGRLF 
RPRSRADPVPG*P\PVAIGRDLPS 
PD DN G QRP * G A WK V SE/C PERR 
RVERLAAIGRLVF1LPDFAVGRE 


8250 


38618 


C 


8305 


101 


183 




8251 


38619 


A 


8307 


329 


399 


RERET*SSlNTTFIPGSVLQPDAS 
PSKTGTLTSIPVTIPENTSQSQVI 
GTEGGKNASTSATSRSYSS1ILP 
GV1ALIVITLSVFVLVGLYRMC 

wkahpgtpengndqpqsdk.es 
vklftgktishesgehsa*gk 


8252 


38620 


A 


8308 


192 


537 


KFPTSTPENGNDQ*\PQSDKESV 
KLLTVKT1SHESVILNQNKMDEI 
TEIEFRIWMAMK1TENQKIETHS 
EESEEFNKTIQGMKYEIAILRKN 
KTDLTELKNSPQEFHNTLEVLT 
AE 


8253 


38621 


A 


8309 


1 


789 




8254 


38622 


A 


8310 


1 


423 


EDIWFDDVDPADIEAAIGPEAA 

K1ARKQLGQSEGSVSLSLVKEQ 

AF\AGEELEVVQKEVAEMLK.G 

R1LVGHALHNDLKVLFLDHPKK 

KIRDTQKYKPFK.SQVKSGRPSL 

RLLSEK1LGLQVQQAEHCSIQD 

AQAAMRLYVM 


8255 


38623 


A 


8311 


1 


1077 


MGKAKVPASKRAPSSPVAKPG 

PVKTLTRKK.NKKKKRFWKSKA 

REVSKKPASGPGAVVRPPKAPE 

DFSQNWPCALQEMGSKKKPKII 

QQNKKETSPQVKGEEMPAGKD 

QEASRGSVPSGSKMDRRAPVPR 

TKASGTEHNKKGTKERTNGDI 

VPERGDIEH KKRKAKAGQPQPH 

PPR/1 DI WFDDVDPADIEA A IGPE 

AAICIARKHLTRALALDCEMVG 

VGPKGEESMAARVS1VNQYGK. 

CVYDKYVKPTEPVTDYRTAVS 

GIRPENLKQGEELEVVQKEVAE 

MLKGR1LVGHALHNDLKVLFL 

DHPKKK1RDTQKYKPFKSQVKI 

QDAQAAMRLYVMVKKEWES 

MARDRRPLLTAPDHCSDDA 


8256 


38624 


A 


8312 


3 


640 





1008 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8257 


38625 


A 


8313 




1274 


MGKAKVPASKRAPSSPVAKPG 

PVKTLTRKKNKKKKRFWKSKA 

REVSKKPASGPGAVVRPPKAPE 

DFSQNWKALQEMGSKKKPK.il 

QQNKKETSPQVKGEEMPAG KD 

QEASRGSVPSGSKMDRRAPVPR 

TKASGTEHNKKGTKERTNGD1 

VPERGDIEHKKRKAK\GQPQPH 

PPR/IDIWFDDVDPADIEAAIGPE 

AAKIARKQLGQSEGSVSLSLVK 

E\QAFGGLTRALALDCEMVGV 

GPKGEESMAARVSIVNQYGKC 

VYDKYV KPTEPVTDYRTA VSG I 

RPENLKQGEELEVVQKEVAEM 

LKGR1LVGHALHNDLKVLFLD 

HPKKKIRDTQKYKPFKSQVKSG 

RPSLRLLSEKILGLQVQQAEHC 

S1QDAQAAN*GCYVMVKEGVG 

RA WPETG APCLTASRPLQ* RRL 

SSPALLAACPPRLQRQC 


8258 


38626 


A 


8314 


2 


414 




8259 


38627 


A 


8315 




621 




8260 


38628 


A 


8316 




885 


MGEKPGPLLFSSAKPKNPQEGE 

HKDEGDHPNNSFSPCSAHDRRC 

LQKHFAKIRDRSTSGGKMKVN 

GAPREDARPVNKGTYLVSTGG 

QTVAFTTGSWDQDDSESSLGC 

QEDSTALHPTSTSPGPSETVPPS 

LLPEATKRLLSLDFESFGQTQR 

NLSCPLCPAGVWQEKTLCEWR 

DAGGNRQAGVPQAPCMKSNN 

ALIVILGTVTLDAVGIGLVMPV 

LPG/SPALLQRQAEESPGRRTQG 

/RRVTTPTTASAPVAPMTAGAC 

RSTSPKFETGAPVGAR*RSMGR 

PG RM PG L * 1KA PTWCPQVGRLL 

PSLLAPGTKTTQSPA/SGCQEDS 

TALHPTSTSPGPSETVPPSLLPE 

ATKRLLSLDFESFGQTQRNLSC 

PLCPAGVWQEKTLCEWRDAGG 

NRQAGVPQAPCMKSNNALIVIL 

GTVTLDAVGIGLVMPVLPGLLR 

DIVHSDSIASHYGVLLALYALM 

QFLCAPVLGALSDRFGRRPVLL 

ASLLGATIDYAIMATTPVLWIY 


8261 


38629 


A 


8317 


1 


396 





1009 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8262 


38630 


A 


8318 


186 


2123 


CPAHCWQEAMLSAWRLVMSP 

GGPCTQHPAPACHPSVLTTPRK 

AGEPRP*WPPCPAWGPLADSSK 

PH RWRPKPPASCRPLVRRPWGP 

QRTLTPTLTSHWRASIR*SWNW 

TPPSSCFPQGLGAPRLSWPRAPC 

Q* ERRRNLKPWT* STSR* PPPDQ 

GATMAPSTAPAPLSPRPSAPFA 

VVASSFPETSPERHEAAVRASSS 

LGTRAGGTSALCPPQRVSP/HRP 

PNSPSISIPCMGSKASSPHGLGSP 

LVASPRLEKRLGGLAPQRGSRI 

SVLSASPVSDVSYMFGRTPHSP 

PLAKEHAVAAAPHPSPTPWWTY 

PLC* STAAQN/RGSSPPQRTPGH 

QNSVQPGAASPSNPCPATRSNS 

QTLSDAPFTTCPEGPARDMQPT 

MKFVMDTSKYWFK.PN1TREQG 

CPGGAVSISDSRIVPA1ELLRKE 

EPGAFVIRDSSSYRGSFGLALK 

VQEVPASAQSRPGEDSNDLIRH 

FLIESSAKGVHLKGADEEPYFG 

SLSAFVCQHS1MALALPCKLTIP 

QRGCHTLYLSSVSVETLTGALA 

VQKAISTTFERDILPTPTVVHFK 

VTEQGITLTDVQRKVFFRRHYP 

LTTLRFCGMDPEQRKWQKYCK 

PSW1FGFVAKSQTEPQENVCHL 

FAEYDMVQPASQV1GLVTALL 

QDAERM 


8263 


38631 


A 


8319 


15 


909 


LHVSHPGHADARGGLLQPCAA 
PPLWLCPJQCPPRWFQTPSQVF 
YHAATEHGGKDVYPGQCLWE 
GCEPFQRQRFSFITHLQAANCR/ 
EAQ/RSTPRAQK.AIVNHPSAAL 
MALRRGSRNLVFRDFTDEKEG 
PITKHIRLTAALILKNIGKYSEC 
GRSWPRASRYQQGHQDLFILRS 
DLPSQVFIRDKLMERRNRRTGR 
TEKARIWEVTDRTVRTW1GEA 
VAAAAADGVTFSVPVTPHTFR 
HSYAMHMLYAG1PLKVLQSLM 
GHKSISSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 



1010 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8264 


38632 


A 


8320 


189 


4419 


KPGLFP* RVY* EYVFRLSQSLGE 
FHQF*FK.RGQY/ATTSSPPFSPW 
ANI I RICATRC*CRWRFRFIMPFV 
MASMSA/GMLNELQQYCDEW 
QGGAAVVAQHVAPPPGIVEIDS 
EK.FACQWLNAHFEVNPDCSVS 
RAEMYSEYLSTCSK.LARGGILT 
STG FYKCL RTVFPN HTVKRVED 
SSSNGQAHIHVVGVKRRAIPLPI 
QMYYQQQPVSTSVVRVDSVPD 
VSPAPSPAGIPHGSQTIGNHFQR 
TPVANQSSNLTA 


8265 


38633 


A 


8321 


27 


674 


GPQNTPMPPSPSVRVQGQPNSS 
QPSPFSGSSQPGDPMRKPGQNF 
MCLWQSCKKWFQTPSQVFYHA 
ATEHGGKDVYPGQCLWEGCEP 
FQRQRFSFITHLQDKHCSKDAL 
LAGLKQDEPGQAGSQKSSTKQ 
PTVGGTSSTPRAQKA1VNHPSA 
ALMALRPGSRNLVFRDFIADEK 
EGP\ITKHTPTNSCP*Y*KISGKY 
SECGSADWLK.ETMENNLSSA 


8266 


38634 


A 


8322 


16 


341 


PPG RG S AHPA ARQLQTPG SAAP 
LS*HQGPASRGTGPPGPIKARAP 
SKSRARGLRAAQRARLSARAR 
AGCA/PP*ARGAARKLGAPGTF 
QETLPPGTRDRKCCSGDAVVH 


8267 


38635 


A 


8323 


1 


400 


MAEGM AMLRWTRLGTWPDDS 
FDEMDSTLAVQQYTQQNIR/AQ 
DCSNTDKNLEPPEGQDADCHG 
F*APRWHCSASYVASSEFAGDD 
RR 1 * IPLDPWVKXFCEC WCSGPT 
PFRE/CPRELN * HLKDGCSCRYL 
RARN 


8268 


38636 


A 


8324 


3 


179 


1 S WPSPSLLGQTA ALCANG AGP 
AGTPPGRGPVSARFGRRGAAC 
VCSPPSPSPLAPLSR* RFAVMW 
WQEA* RRGPRLPLLSSLPAAAG 
SGRAARAAAELPGGGRAGAR/P 
L/LLTP AQ VQGES ARG/AG A EG 
GRGTPGP/GCPLPAGRSLCQP\G 
PRSPP*TAALCANGAGPAGTPP 
GRGPVSARFGRRGAACVCSPPS 
PSPLAPLSR 



1011 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8269 


38637 


A 


8325 


1 


1744 


DFQERLSMKDQLIAQSLLEKQQ 

IYLEMAEMGGLEDLPQPRGLFR 

GGDPSETLQGELILKSAMSE1EG 

IQSL1CRRLGSANGQAEDGGSST 

GPPRRAETFAGYDCTNSPTKW 

EAPGTES/DPRLPTVLESELVQRI 

QT/LSQLLLNLQAVIAHQDSY/V 

ETQRAA I QEREKQFRL/QSTRGN 

LLLEQERQRNF/EKQREERAAL 

EKLQSQL/RHEQQRWERERQW 

QHQ/EL E RAG ARLQEREGE AR/ 

QLRERLEQERAELERQ/RQAYQ 

HDLERLREAQRAAQPPS/HPPSF 

NGEGLEGPRVSML/PSGVGPEY 

AERPEVAR/RDSAPTENRLAKS 

DVPI/QLLSATNQFQRQAAVQQ/ 

QIPTKLAASTKGGKD/KGGKSR 

GSQRWESS/A*AGPPLRLGLEG 

ATGQALAAAGSQEIRDTCAILW 

RGNQKAQLASWLRPPHTGPVW 

SPGPKLR* STLHLLTSTLKTVG 

WGPGALERARARRQRSLATWD 

QHSRTGTASFDLKQQLLLNK/L 

MGKDESTSRNRRSLSPTCPGRH 

SPAPPPDPGFP/APSPPPADSPSE 

GFSLK7AGGTALLPGPPAPSPLP/ 

ATPLSAKEDASKEDV1FSKRAV 

TQANH 


8270 


38638 


A 


8326 


147 


536 


WAQEGSGRNTHQQYK1LDVML 

KGLFKVCAGRGQLMAGPVFDL 

GTDG * TG VQLKDGWVS ALPRPV 

LRTTRSSLAAPSLLF/YYFDHNS 

NWNLL1RWGISFCNQTGVFNQ 

GPHSPILSLVRTGVEVAREPSVG 


8271 


38639 


A 


8327 


59 


339 




8272 


38640 


A 


8328 


43 


510 


LLLWGGLRELTIMVEDEGEQM 
SIWVLDKDLGAPHLVLVGSML 
TARSRCWTPWRSSHATAATSE 
GEGWGVGVL1ADRPGWASDEG 
DGEGGGGGLLTSAEFGELAAV 
G EAGSAHPMFSFRPRYSTWCLT 
HIGQGGLELLTL* STRSASQSAG 
VTGMSH 


8273 


38641 


A 


8329 


98 


493 


FFYFLFIYFFETESRSVTLAGVQ 
WYDLCSLQPLPPRLKRFSCLSLP 
SSWDYRHPPPHPANFCSFLVVT 
GFHHLGQAGLELLTS*S/IPSSAS 
QSAGITGVSHHARPGPLSLANN 
PRSQTRTSATVCPEQLGLD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8274 


38642 


A 


8330 


3 


328 


HSAARRPSSRRSSPRPETSCANS 

VNAGWNQDPTHVIRFNRSMAT 

AGSTRYR*GLHAAPSPPHPRRP 

RSPPGAE*A/RREARSLKR*SPPC 

HPTKKATMCRC1IYVPLIIK 


8275 


38643 


A 


8331 


24 


593 


FEQQWGWAAAAAPPGKAHTR 

*TGRSPHRPHRTQPR*NPSGTA 

APGPVPS*AGSSH*AGSG*RAW 

GPGSSRR*RSCT*RLRSRGRPPR 

*GPSRR*VRSARPSRA*RAPPGS 

HRPGCGAAAPAPAASAPARAP 

WAGADSSAPPRTAD*SLPTRVC 

CSLSALHTGSESGDLGPGTQIEG 

KQNYSVTVWFLAR 


8276 


38644 


A 


8332 


24 


832 


FEQQWGWAAAA/CSSRQSTYSL 
RTGRSPHRPHRTQPR*NPSGTA 
APGPVPS*AGSSH*AGSG*RAW 
GPGSSRR*RSCT*RLRSRGRP/TS 
MRAFSPLSAIRSPKSGRDAHHQ 
ASHRPGCGAAAPAPAASAPAR 
APWAGADSKRASSYSRLEVLK. 
V1PEAAAWTSAGSFRT*/PENLPI 
PVNEIMLLSMCPGRMGSVPLKR 
RLI LGVRVLG ERGPG\A WCTCG 
PPTSMCTGALDLVSWAGRGMP 
WASQRR/PQGDRVRDKPGTCFL 
PSAVPVLPCV 


8277 


38645 


C 


8333 


153 


269 




8278 


38646 


A 


8334 


615 


1275 


QKRKTFNTTKCYNKEK.GSWPR 

WPTGSS*CAQLSWRGMEGTSK 

YRTF/ILKHPGQE1PS\EPTPPGP/S 

SLTCRATWSLSRAAPQPHMKPR 

EP*ILSIYVAPSPSTIEKPS1GERF 

AIFITLLMRNGDLGEASCDAVK 

ALRQPWGKAQVEKNQLSQTKC 

PAMWHFESQNPALLIVRECLEG 

WKAYPQSTKEERLLHPEEGAG 

FTSSSQEKYVRVRGQRLWPTPF 

FSLQMIDRKERHLIPPNVIIKKR 

GVGQDGRLEAVSVHSSHGEEW 

KGQ VNTE PSTETSRSG DPI MNP 

LHQGLKSDMQSYMESQQSSPS 

ATHEAQGALDTQASWKKQQQ 

LRKSRRAISSPQADGVQHGHEA 

RHCHDVLKRDRQTSWPCKMSS 

LAEEVVAADTWLLDNGTMQA 

TGRAAQVREQGKGMDLGQYIS 

CYLMTLSRAIKQKENKKVCFQ 

RLGKPRVKTASVQKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8279 


38647 


A 


8335 


423 


998 


PPSAVPHDHSSPART*\PQSLSV1 

TAELEPVRAPSLIAFFHGHSAC 

MCPFRWRYSRFSLKQQRILAHD 

PVNTFG1DRRHTIKFCLSAKQRP 

YPTITIRWQLSDNMVYTEKHIRI 

ISVTTAAAIHPV1GSFPIPG/PIRA 

RALSTFLPVHIQRLL*GVHFPSF 

SCRAGAGVL*SASWRQQVQRQ 

EQPVLRRRQQ 


8280 


38648 


A 


8336 


2 


218 


HPSPSPGLKHRSSLGSVVPNPLL 
LPSGSFSLLPAGHSHGDGPSAS 
QMH*FQNQTHPVP*PDPASLPA 
VQSHQ 


8281 


38649 


A 


8337 


76 


129 




8282 


38650 


C 


8338 


1 


410 




8283 


38651 


A 


8339 


651 


741 




8284 


38652 


A 


8340 




612 




8285 


38653 


C 


8341 




729 




8286 


38654 


B 


8342 




313 




8287 


38655 


A 


8343 


705 


990 


TRSSCWGKEASLGDGNRGVVA 

ALHHFTGAAARQHSGSPLERGP 

HPQL*SPRS*VEGHWLEI/LQA* 

S*VLPQKQPHQPARCWQLLSH 

WLPRPALLC 


8288 


38656 


B 


8344 


1 


588 




8289 


38657 


A 


8345 


220 


678 


MNAIPVASPCMVCSLIVHVLGS 
RPM*PW*RPPTRFQWSEVQE/V 
MELTTMRPRQPPPPPPPPPP*QQ 

QQQQQQQQQQQE * L * L A ATPR 
APGTLAQGSLTPSQIFSA*RLKT 
DAAGSP\GSPQTITDAELRVTLT 
VEGKSVPFWAVLPQSFTDSPH 


8290 


38658 


C 


8346 




411 




8291 


38659 


C 


8347 




534 




8292 


38660 


B 


8348 




774 




8293 


38661 


B 


8349 




705 




8294 


38662 


A 


8350 




297 


MPGHQKAPLRPAVSKK\ESMLE 
KGKIK*LLKPEGILPI SEPPSNRI F 
ACWGKPAWTACCNSLRARR*R 
AISCCPSH W* KEKPPWRPIRKPP 
LPARWPIH 


8295 


38663 


A 


8351 


616 


988 


DPQLQAGSGHIPGRNVCPGERI 
C WRGTPD/SDPSTPTY* PPLEKE 
VAQGRDLIHASGCLWS*IPLEA 
LQGPQGCPQFSQVCCIPVIPTVE 
MKQGRQQLASDFQDQQDLEFY 
E1LSWKPGILIIPP 



1014 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8296 


38664 


A 


8352 


1 


1668 


MELVPEEATAVSARAYTGRWP 

LDAAARTILVTAPGVGHTNIVL 

CGQASLDAY1KS1CLKKEGRKE 

GK.1CKGRKERKRDKYGK.KEKK 

RKKGRKKGRRKKEKKKKEREK 

ERRKEEKEGKKRKKEKERKKE 

KERKKLSIGKGVVYCLSSNTQK 

KQVSQTKIRVISTILFILAGCIVF 

VTIPAVIFKYIEGWTALESIYFV 

VVTLTTVGFGDFVAAHPSDHL 

CWVIVTCKGKYLLPDSPQEKAT 

DFSGVAQKRNEPQKPL/IWC/W 

ELRSYPTALMMQERVV*KEKP 

KAAAPNRRGLGTEKLEF*R*EV 

AAAVEPHAVLSMIGDWLRVLS 

KKTK EE/VCRPPLFKSPSPN LRL 

LGVAHHVGEIKAHAAEWKAN 

VTAEFRETRRRLSVEIHDKLQR 

AATIRSMERRRLGLDQRAHSLD 

MLSPEKRSVFAALDTGRFKASS 

QES1NNRPNNLRLKGPEQLNKH 

GQGASEDNIINKFGSTSRLTKR 

KNKDLKKTLPEDVQK1YKTFRN 

YSLDEEKKEEETEKMCNSDNSS 

TAM LTDCIQQH AELENGM IPTD 

TKDREPENNSLLEDRN 


8297 


38665 


A 


8353 




418 




8298 


38666 


A 


8354 


251 


394 


GAQVPTLLVGVLTVTISTVQNL 
AISLLGKAK*GEGILSVSGRMY 
RVL 


8299 


38667 


A 


8355 


107 


250 


EEGHHLLDPRMVDPMAACTM 
QLEKLQTLNASL*KQLGGGLYL 
AKPQG 


8300 


38668 


A 


8356 


331 


893 


SITENCENKNP1PHVENKDIGTK 
YNSLKLPEHIRAEVMQPSKLD* 
VNP/LPSTCKERFVMQSHLART 
VGSSICNL*MSP/CFGIW*QLAE 
ANPAKCFP/GCWKTNSCTSSML 
CSKY VTPNGTV V* ITREG PISDD 
S1LRFLLSMETKRMQGLLV\STA 
QPKGHQSSYQLHKRGPEHIERS 
SSQPPVAAFGIH 


8301 


38669 


A 


8357 


2 


416 


SGFRYG SDI VPFSK VDEEQMKY 

K.SEGKCFSVLGFCKSSQVQRRF 

FMGNQVLK\PFMEDLRQYMFSS 

LKNSKKYAPTEAQLNAADALI 

DSMSLAKKDEKTDTLEDLFPTT 

KIPNPRFQRLFQCLLHRALHPLE 

PLPSIQQ 


8302 


38670 


A 


8358 


1 


2130 




8303 


38671 


A 


8359 


1 


1152 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8304 


38672 


A 


8360 




320 


FKGTAAPWPLSFARAAAGRQA 
GTDTRPSLRVRFPRERSARQKG 
RGRSVRLSAKSPPAKVETKPSG 
GSRTA*IFRQRSKQGKMGAKG 
KQAKWLL1LRAL1CFSLSER 


8305 


38673 


B 


8361 


1 


1231 




8306 


38674 


A 


8362 




2276 


GGRPKRLRTGNMVRSGNKAAV 

VLCMDVGFTMSNS1PGIESPFEQ 

AKKVITMFVQRQVFAENKDEIA 

LVLFGTDGTDN PLSGGDQYQN I 

TVHRHLMLPDFDLLED1ESKIQP 

GSQQADFLDALIVSMDV1QHET 

IGKKFEKRHIEIFTDLSSRFSKSQ 

LDI1IHSLKKCDISLQFFLPFSLG 

KEDGSGDRGDGPFRLGGHGPSF 

PLKG I TEQQK EG LEI VKMVMI S 

LEGEDGLDEIYSFSESLRKLCVF 

K.K1ERHSIHWPCRLT1GSNLSIRI 

AAYKS1LQERVKKTWTVVDAK 

TLKKEDIQKETVYCLNDDDETE 

VLKED1IQGFRYGSDIVPFSKVD 

EEQMKYKSEGKCFSVLGFCKSS 

QVQRRFFMGNQVLKVFAARDD 

EAAAVALSSL1HALDDLDMVA1 

VRYAYDKRANPQVGVAFPHIK 

HNYECLVYVQLPFMEDLRQY\ 

MFSSLKNSKKYAPTR/EAQLNA 

VDALIDSMSL\AKKDEEGQTPL 

KDLFPTTK1PNPSIFRGLFQCLL 

AQELLHPR\EAFYPP1SGRHIWE 

YAGILPAEGGQRKSSGFPLS*N* 

RTLFFL*FEAKEKGFKWTAQGI 

FQGQPWKVG PTAKKLKTG ARG 

EPTFSVSSLAEGSVTSVGSVNPA 

ENFRVLVKQKKASFEEASNQLI 

NHIEQFLDTNETPYFMKSIDCIR 

AFREEAIKFSEEQRFNNFLKAL 

QEKVEIKQLNHFWEIVVQDGIT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8307 


38675 


A 


8363 


624 


1992 


GRKVVVVLPPPLGNQSTPGGIC 

LSAQLPL*RD**SASARCSSPGS 

TSPPSYFLPDPRGPGRALQRFS 

RSPSSPGGNPA\SAAPSPRSKLLL 

GPPGXAAAATAAAAGAKPELRH 

RLPPSSATTASRVRACHFLLAS 

AAATPAFSPPPPPP\PASPSQRTP 

KEVQRAGKAAESCPAAPELLGF 

GGSRDSAGELGGLSSDACV/PD 

SSEPGVRRPARRRTLAHALTHA 

STHTRTLPG SC ARV A VP V A LC K 

GG FT* PIFSPQYVTNTYPGEEG A 

RLGVLIGREQTVSAILLGGSRSK 

APTTTVAVASAPPVTAAGRVTP 

HASIRIPPRMLSKPSPPPQAL*K 

GVMAPAQCPPARRGQAGLEGT 

\GFGKSPTRPHQLTAASSPCNGL 

IRIRQGQGGGKGRRWRGSSGDP 

GAWYCFRGRRRGPSCPSLRTAT 

L1PGLGGHGGGSGDAASPLLGT 

RDGGPEAHLGKE 


8308 


38676 


A 


8364 


123 


248 




8309 


38677 


A 


8365 




540 


MLEALGALNKPESSRPLIPELHL 
ASTAAANLGEHPNQQRLKFAS 
QETPEESANAVPHYHKLCNRVS 
HVWGNRRGQHIRNTMDNPRP\ 
GKTTFV'IIVSPLPALLALTHSW 
DSQVRPAVL/QP/YSHGTGTP*W 
RSSSPCAASST*KSPYP*CH*QR 
LSQSPSA\FRPTLRRLSRSTRCRS 
WRRK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possible nucleotide 


8310 


38678 


A 


8366 


31 


1429 


RETRSCWAHYHAESSKHQKAK 
LKDSRKARRSIELIGPGSSQKGG 
DICSL1HLSSKLGILCYSKTGNM 
GGWEGGMQLRVSSENSMGKSS 
RERAAADLPQGSCWHELPGRLI 
NTRJSLKPRHVWNLSSVLCQVV 
KKVKSMQMFHMPITSAMQGD 
RLGICVTQFDPK.LLERGLVCAP 
ESLHTVHAALISVEKIPYFRGPL 
QTKAKFH1TVGHETVMGRLMF 
FSPAPDNFDQEPILDSFNFSQEY 
LFQEQYLSKDLTPAVTDNDEA 
DKKAGQATEGHCPRQQWALV 
EFEKPV/YLPSAVPGDWLQARC 
GHS\PNTCRLAFHGQSCSTG*RT 
GTTPTA SCPG * RCTS * STSMGL V 
ERAMDDYSV1GRSLFKKETNIQ 
LFVGLKVHLSTGELGIIDSAFGQ 
SGKFKIHIPGGLSPESKKDPDTP 
PSKTGPGWPVGGQPGRRRSPSG 
ANPHKMGWLTRPFKRYVFDTH 
KRMVQSP 


8311 


38679 


A 


8367 


3 


119 


RSPREGGGHRGPSSGGGRCRRR 
PGWAGNEAM*PDRRARVVGIE 
VPAAEEGGAAVAQDGLGMKR 
CSLLRDLL 


8312 


38680 


A 


8368 


3 


389 


SFATHTAGPQPPAA/PAPKRMA 

ARAS WG RNPPRAPVRTS AA A A 

RAAGTRRPAPARVACPLPAGPG 

S PRRPPRA A RTRRARRRPG PGR 

AAQQSAGRRWTPPAPAPSGASF 

AAPAAGSASPPSHRRSAPGGGS 

TQSSLLSPSSSALHSSPPSRPWA 

ARHERSSWS*/PRSALPPTSTEP/ 

GPGPRRAPVLGTRSCGRGAGQL 

E*EA*GAA*APPPLGWTP*LLCV 

HVTLGNAVSHWVSCGAAPPHG 

GVGVGYRARSPREGGGHRVPA\ 

RTREVPPSPRMGWNEAM*PFK* 

VSSRWPPLRLPSRGMAAPRGA 

AAGGARRVEGWEGASLLSGSA 

PGSARWPRAAPAPASQVGARC 

AAGAPCPLRPRVWRRGAVGAE 

NAPSELAASTPAG/GGRGAGSG 

SSDLAGRGAVAARFPGG*GHSR 

QQHGAEKDGGQGFLGSQPPPR 

SCAHQRRRGACSGNAAPSSSAR 

RMSASSRSRQPEKATQSRSNSA 

RSSAARPRSRSTAVSRAQVDTA 

SSCAFWRVFCSSCRRFCESAEPP 

TVSTRWW 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8313 


38681 


A 


8369 


3 


1130 


LDFQHHNYKAMRKLMKQVQE 

QCPNITR1YSIGKSYQGLKLYV 

MEMSDKPGEHE/LGYWHGEW 

GEVGTGQGPRHEPAASPHVSPG 

EPEVRYVAGMHGNEALGRELL 

LLLMQFLCHEFLRGNPRVTRLL 

SEMRIHLLPSMNPDGYEIAYHR 

GSELVGWAEGRWNNQSIDLNH 

NFADLNTPLWEAQDDGKVPHI 

VPNHHLPLPTYYTLPNATVSILR 

A A VE VL WG ADPCLCLLPLLTC P 

IQVAPETRAVIKWM1CRIPFVLS 

ANLHGGELVVSYPFDMTRTPW 

AARELTPTPDDAVFRWLSTVY 

AGSNLAMQDTSRRPCHSQDFS 

VHGNIINGADWHTVPGSMNDF 

SYLHTNCFEVTAVELFCDM FPH 

ENELPHEWENNTDA 


8314 


38682 


A 


8370 


1 


2229 


MWGLLLALAAFAPAVGPALGA 

PRNSVLGLAQPGTTK.VPGSTPA 

LHSSPAQPPAETANGTSEQHVR 

IRV1KKKKVIMKKRKK.LTLTRP 

TPLVTAGPLVTPTPAGTLDPAE 

KQETGCPPLGLESLRVSDSRLE 

ASSSQSFGLGPHRGRLNIQSGLE 

DGDLYDGAWCAEEQDADPWF 

QVDAGHPTRFSGVITQGRNSV 

WRYDWVTSYK.VQFSNDSRTW 

WGSRNHSSGMDAVFPANSDPE 

TPVLNLLPEPQVARFIRLLPQT 

WLQGG A PCLRAE1 LACPVSDPN 

DLFLEAPASGSSDPLDFQHHNY 

K AMRKLM KQVQEQCPNITRI Y\ 

R1GKSYQGLKVYVVEMSDKPG 

EHELG EPE VRY V AGMHGN EAL 

GRELLLLLMQFLCHEFLRVGNP 

RVTRLLSEMRIFLLPSMNPDGY 

E1ALH\RSS*LVGLSEGRWNNQS 

IDLNHNFADLNTPLWEAQDDG 

K VPH I VPNH HLPLPT Y YTLPNA 

TVAPETRAVIKWMKRIPFVLSA 

NLHGGELVVSYPFDMTRTPWA 

ARELTPTPDDAVFRWLSTVYA 

GSNLAMQDTSRRPCHSQDFS\L 

NGNIINGA\DWHTVPG\SM"NDFS 

YLHTNCFEVTVELSCDKFPPEE* 

ICPKEWE\NNKDALLTYLEQVR 

MGIAGVVRDKDTELGIADAVIA 

VDGINHDVTTALGPGI1WRLA* 

PPGDVYMVDLPSSEGYHSVTRN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
or peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8315 


38683 


A 


8372 


409 


517 


HFRSAGVCW*PPPLSVHGPR*H 
FRSAGVCWSSTPDPVCLGITSR 
GCRTAKFAAFSFL 


8316 


38684 


A 


8373 


957 


1230 




8317 


38685 


A 


8374 


1 


2658 


MVEEVLLDNILKSVFRLGSILPI 

TFSFPSDSQGPLLQVCRSLLEIH 

SRPCLPGYHQWRLQNSKDCCL 

FLPLEASSQRGTCQMPAGALFY 

KVSVDPFWEVSSSQETWGSGIH 

LRRQSVPYQSSSAVLGDLLFSS 

EPACKNKSAEAVPTAAPSPRDA 

LSREEESREAVWPQRLSHAPM 

GSAQLELPGGFVYTVRRKLPTQ 

ASVMLDAPPATK.LEHPRSSSDC 

CVGSKNFKPVDLSLLGSMGVG 

SVELDHLAPWLQPPFQESERFC 

LSGVPVSPPLSEE1NHALPKATV 

MASLGAVARKDNADSLHVPPP 

TPLFASRPVTALKYWQAPREDL 

QPFTRVTLHWGKGNDQTFWGL 

VDTSSELTLTPNDPKHHYGPPIK 

VGAYGGQVINGVFAHIQLRVN 

PMGHWTRPLVIFPVPERKISIDI 

LSSWQNHIGSLIGRKTDGSWR 

MTVGYRXLNQVVTPIAAAVPD 

VVSMLEQINPSPESECLKMSHQl 

TMRPELPIMNWVLSDPSSHELG 

YAQQHF1IKWKWY1CDRAPAGS 

ESTTSPFITQWVHEQSGYGDRD 

GGYTWAQQHRLPLTKNDLAM 

AT/AECPI SQQ/QRPTLSP* HG V/I 

PRGDQPATWWRVDYIAPLPSW 

KGQRFFFTRIDTYSGYKFIYPAP 

NASAKNTICGLMECLIHCHGIP 

HS1ASDEGTHFIAKEVQQWAHA 

YRJHWSYHVPHHPEGWGKVLQ 


8318 


38686 


B 


8375 


1 


3258 




8319 


38687 


A 


8376 


3 


196 


DWESCQNQC* PQQPRLHGTH W 
DPC* DME/CPS VCPQSPCPSPLR 
DQWTIPCPDPLSPQTMAAGRW 


8320 


38688 


A 


8377 


248 


423 




8321 


38689 


A 


8378 


407 


683 


LSSYCVHAGCYPREAAMRMISF 
SPSQ\RWKPFGESWRPPARRGT 
CTPGAHPPRPPSPRAAGPAHRP/ 
PPP/PSSEL PRAPQRPG RNRRPG 
NSGPV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8322 


38690 


A 


8379 


1 1 


888 


TGKLHTSVICNSTELTSWDSRR 

LFLKGKPLLSAGAGVNVMPST 

APFPAPCKGSLRGNPSRPTHP*S/ 

RSPQLERDTGGASFRVDEGEER 

GASSGGS\RDTEGGSGAVPFGE 

S WRPPA RRGTCTPG AHPPRPPS 

PRAAGPAHRP/PPP/PSSELPRAP 

Q\GPEAPTLGQPHGRGLFPPLFK 

LSKLYWPLGETRSRPRPRPYCQ 

SPGPGVTERGRRWSAPRAPGAP 

RSPRWRRQSGPGALPRPRVNPC 

IQHGSEASYAPAL*WALRIPQG 

GNTSSADEPADFTPNQQADQM 

PCLHSCSCG 


8323 


38691 


A 


8380 


1 


3135 




8324 


38692 


A 


8381 


44 


2279 


RQTVGDAQPHHH PPQPPRPSFP 

PFPALPCTPAPQLPPSPSCLREEF 

PSSPMGQTPGTWSSSGGPWTSP 

PHSSSRRLASPLAPLSV1PSTSQT 

MARSSSQSQTTRFSPTPTHSQQ 

ASQAGTLWPWWLRSGTMLTSP 

LVGGPHF1RNTRRSMVNTAC*S 

SRPSLGLERSQTTGATRPGGP*R 

SRGSMPTPILPSGPSGATPTKPS 

SPRTGAGPMPCFSTRAVGCSGT 

WPSAQATRCSWASLVEMAISK 

TAH*CPSQCGRGIALIDS*IPTQA 

SKGCSSTGYTGKKGPTTVSSAC 

SG*RASLGGPAGAGTRSPALVP 

GSRDDGTYDSNPSA*VAGASA 

VGSCAASPLGEEACAAATGPGE 

SFSEGWHEQ/TSLAVGPGTGAT 

EL V LPLEG/H SPTS VPCTSRGG P 

TWAVATYRPP\SPPGCSGTPTSP 

PWMVSVTPSMGWGTSCWSGP 

KTGTPPSCFRAAPPRLAQPRPPT 

SSPLRLST/ASSSLGPVTVQWLL 

EPHDAIRVLLDNQTVTFQPDHE 

DGGGQETFNATGVLLSRNGS\G 

SRPASTAGPPSR*SRSPTSSTPPP 

ASRPSTRTARRGSWGSG1TIQRT 

TSGCPMAPPFPQGALRRCFSTL 

E*PGRSTGQASLARGMTSCLPT 

SPLFSTHNCKKTAPGLNPSPTV 

TEI AH A SMTPWPCATQ A SDFTR 

GKSVKTTSRRTPPS1STRPPSMV 

VV*LKPTRGRPR*FSTPAMLRM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8325 


38693 


A 


8382 




2900 


M V WG FTCSTTATLEGQSTA AS 
SRTSNQDISASSQNHQTKSTETT 
SKAQTDTLTQMMTSTLFSSPSV 
HNVMETVTQETAPPDEMTTSFP 
SSVTNTLM MTSKTITMTTSTDS 
TLGNTEETSTAGTESSTPVTSAV 
SITAGQEGQSRTTSWRTS1QDTS 
ASSQNHWTRSTQTTRESQTSTL 
THRTTSTPSFSPSVHNVTGTVSQ 
KTSPSGETATSSLCSVTNTSMM 
TSEKITVTTSTGSTLGNPGETSS 
VPVTGSLMP 


8326 


38694 


A 


8383 




468 


SSPPLGHPRPISQSCPRPAVSCSR 

GPSALLCRPLLGPEDAP/P*GSS 

WP/EGPLWGPRYPSVSVGNGH 

WSGAGVADE/PAAPSRPAGARR 

APSGGRPAAARCSRRRASRSSR 

PGPPAGRAGR* ACPAAARSA V A 

AAPRPPGAP*CGSASSATAPAA 

APP 


8327 


38695 


A 


8384 




1319 


DSSRLCSRRSSRGHTVGLWGQS 

PGLGTKGRGGGG*EDPPPGTPR 

GQQDPSHSAKQ/PPAGLPAGVK 

WGPS\SSPPSPPP\PAKRELQGRC 

PKFGRCSEGRRAGDPGPS/GCPR 

A KQTH SLGTAVPV VVI Y YPPVH 

ALSPAANRTLN*NIISSQPLGTPP 

MVPGE\*HGPRGHA*PRHPLPK 

DPPQG/PAQR*RGCRSEVQRRP 

GTLP*GSPP/GNSHNGLPAMPPR 

*PPTAR/PQFPNPQDPRPLGQSSS 

EPLPRCPKTLCKTRHPDLRGRG 

KQPRGWAQVPPGEVFGGGNGA 

QLEA*EGARMSASP\P*SLESSD 

TTASPPSQGLFTAQKGLWGPQR 

RLGALWLGRRESEKTSWRRLQ 

SQVYWSCREEVEKCSRQGARL 

GQRRGWENVLGKSGSASECLS 

CPFCASLLAMPSGCPWELSKVA 

QCFPLKTGHPGPQEGSNNLKVT 

QQS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8328 


38696 


A 


8385 


1 


771 


HSLIHSLTHSLPSPPVQSPAWLR 
PLCLSAPAT*ATA/CRVCLPGSC 
DSCSDSWQVDDCPESCCEPPCC 
APSCCAPAPCLTLVCTPVSCVSS 
PCCQAACEPSPCQSGCTSSCTPS 
CCQQSSCQPACCTSSPCQQACC 
VPVCCKPVCCVPVCCKPVCCKP 
ICCVPVCSGASSSCCQQSSRQPA 
CCTTSCCRPSSSVSLLCRPVCRS 
TCCVPIPSCCAPASTCQPSCCRP 
ASCVSLLCRPTCSRLSSACCGLS 
SGQKSSC 


8329 


38697 


A 


8386 


1 


453 


AQSLGRARPWRGASSGRVPDS\ 
RLE*TPTVCLA/PEHG1 V A A TA S 
LGTFPLTQWEGHNGCYQRSLFP 
PQSMPTPPCPASETP/PVFRYRPP 
PSPGSSPRSITAHPVPLGS\SVNP 
PHPEVWNLPCTWKRLATSLQQ 
KFTFGPKLG1TNVDSDSLS 


8330 


38698 


A 


8387 


39 


630 


IGTWRFGGSDRQEGQSRQGNC 
EANDWPVSTALA\KPRGATGK 
NKSPGNDPAAAIATAGAAATA 
GPGSPCSLQN/RPHLLPFIS*APP 
EG*TPSTQDRPWYSAGAA*ASV 
KCRTGAVQKQLLL*NRRRFPGS 
PAPAQTADPGRGGGRGTGS/GV 
PSTG SSSDWQERPWPCGGMEPP 
RLRCLLRCSGS1HSPTALQSLRN 
HQ 


8331 


38699 


B 


8388 


1 


2673 




8332 


38700 


A 


8389 


10 


281 


TTSDPYHPAPEIGLG*SPN/GGP 
MQGDLPGASGKEVSFL*GNVN 
EDIHNSGCVWQPSCDHLARQP 
KNKAVTMETKKRQKDTGSSLF 
SSSCS 


8333 


38701 


A 


8390 


3 


416 


EYGQQCQCHKRPRGPFGFHSPG 
PRGGSYISDLSGQESPEAGGGFP 
PRISALRPKSNCSFLRPRGRGS* 
YPAAGRPRAPGGPALQLSPR/PH 
PAAPPCRAAPQPKPPRRDVEPA 
P/PKLHPPP/GGPAPRRQGQDLP 
GRLQP 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8334 


38702 


A 


8391 


98 


1286 


TMPPTRFLAHLPDQAYVCFCCV 

EGKERNLSRSK.HTSPHSSTPAH 

LLSKPPRSSEVVYHSQVLPGTP 

RPTSQLHLELVLPVFARLPGHR 

GIEREQSSPYS/RRGHHRGYTEE 

D*VNS**DGVEPYGKVAAAAG 

PQRGRGYCCPWRRQRHGRHR/ 

RRPPIALQRRQ/PARTPSARPPIA 

LQRRQ/QARTPSPRPP1ALQRRQ 

RHGRHRPRP/RHRSAEKTTART 

PSPRPPIALQRRQRHGRHRHGHN 

HRSAEKTTARTPSPRPPIALQRR 

QRHGRHRPRPPIALQRRQRHGR 

HRPRPPIALQRRQRHGRHRPWP 

PIALQRRQRHGRHRPWPPITLQ 

RT*RH RCHRHGH PL/PLQRT* Q 

HGCHRPWPPIALQRTVPAWTPL 

AMATHRSTKKITAWTPSPRPPI 

ALQRT 


8335 


38703 


B 


8392 


128 


457 




8336 


38704 


A 


8393 


348 


1355 


GNEGKAGTSSCWPDKPAAPAV 

ASSLAS*GASNSTPSPAAGSTVA 

SASWLVESWSPGVTVVGVTEG 

SSKLGPMLLSTSTPDEAWSPESS 

CLLLVAPGVWLLPEAGFLLGIH 

SQGAAPPSPSSSCFSTSSFSLSSS 

SSSSSSSSLPMATPCDLGFSKCG 

SRLSPPAKALLEDALTPRGGA* 

AWMRDRASIGADPVWLCPSLP 

SSFLCFSLKAVCTSSA/PPCYTT 

GFLSPTQKTKPSKQGLGVCSSQ 

VSRHPALGQLLQDIAEDKSPPH 

SGSTICSLWLSSSRAPCDRCTSR 

PSSKVQGYLCQQDSRSRTRAG 

WKTPTVVGRHVPVKIEKESIRP 

ANFG 


8337 


38705 


C 


8394 


154 


219 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8338 


38706 


A 


8395 


3 


1054 


LYLKVCY1*KELFEFSNLYKHPS 

GEEVWERILRV*DNGGRNI\KL 

YQAEFIDLGPVSRDSAFNVAAQ 

GVKKGSNRJLFPWLAEIWITRWP 

TVSELEMPDLPWFNVEEGIKRL 

REIGMVEWISHFRCTHPSWKGP 

EDIPLTNALQNRFVRAAPASLK 

SLVIALVFCMSDATAGTAVTQL 

QNLNTMGIIGSRGVRDQVVAL 

NHQRQVGVANRQGTPR/QRGT 

KKRTR* PGQAKRPGPiCERGTRS 

HAYAHTSVTTPKNNRHDTRPS 

QRTPQQKRDAQHQTETPNTTP 

NTSRPPSHVSFFRSKKRRRRPQ 

HEERNKRTRTEEEARERNRAN 

KDDTKRQPPKKTRENRRQLWS 


8339 


38707 


A 


8396 


140 


398 




8340 


38708 


B 


8397 


15 


192 




8341 


38709 


A 


8398 


1 


1167 


AGTARRAPESSRRRAVAAGHPE 
TMGKLVALVLLGVGLSLVGEM 
FLAFRERVNASREVEPV\EPENC 
HLIEELESGSED1D1LPSGLAFISS 
GLKYPGMPNFAPDEPGK1FLMD 
LNEQNPRAQALEISGGFDKELF 
NPHGUSIFIDKDNTVYLYVVNH 
PHMEVHCGRIF*ILREQQRSSGY 
YLXKTIKTWNFFKSVNDIVVLGP 
E\QFYATRDHYFTNSLLSFFEM1 
L\DLRWTYVLFYR\PREVK\VVA 
KGFCSA\NG1\TVLSQTQKYV\Y 
V\AD V A A\KN 1H I MEKH DN WDL 
TQLKVIQLGTLVDNLTVDPA\T 
GDALAGCHPNPMKLLNYNPED 
PP\GSEVLRIQ\NVLSESPRVSTG 
YANNGSWLQGTLWASVYHGK 
ILIGTVFHKTLYCEL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8342 


38710 


A 


8399 


89 


1685 


KGPLLLSLPCRAGAMAETSVAT 
GACGEAMAAAEGSSGPAGLTL 
GRSFSNYRPFEPQAFGASSPS\W\ 
RLDGAFSGNERAEGCKVPQEG 
RLLKLLAG\LTRP\DVRPP\LGRG 
\LVGGQEEASQEAGLPAGAGPS 
PTFPALGIGMDSCVIPLRHGGLS 
LVQTTDFFYPLVEDPYMMGRIA 
CANVLSDLYAMGITECDNMLM 
LLSVSQSMSEEERErCVTPLMVK 
G FRD AA EEGGTA VTVGQT V VN 
PWDLLIGGVATCSIANQFEFI\M 
PDSAVVGDVLWLTKPFRNPGL 
LFNAHQWLG*FLERWD*S*RW 
WFSREE\VEL\AYQEA\MFNMA 
TLNQNCCRV*MHTFNAHAATD 
IT\GFG\ILGHSQNL\AKQQRNEV 
SFV1HNLPIIAKMAAVSKRASGT 
VWGFFQGTSAVETSGGITGFCLP 
R\EQGGLAFCS\EIQILPKYGRGS 
PICA W\I VGI V EKGNRTA PDPLTS 
PRVIEV\LPRG\ATAAVLAPVDSS 
NALLLSLAREIERTEVVWTLEP 
LSTITDGSQELIVKKFPKKAACI 
VVPAALSR 
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SEQID 
NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8343 


3871 1 


A 


8400 


30 


2391 


ARGRPLLAARSSRPCGPRLPFK 

RAGPAPAAPHRGDQEARWFSG 

AAPSRLPPAPRFSGPAAIFLSAQ 

GPPSGAMQPTLLLSLLGAVGLA 

AVNSMPVDNRNHNEGMVTRCI 

I E VLSN ALSKSSAPPITPECRQV 

LKTSRKD VKDKETTEN ENTKFE 

VRLLRDPADASEAHESSSRGEA 

GAPGEEDIQGPTKADTEKWAE 

GGGHSRERADEPQWSLYPSDS 

QVSEEVKTRHSEKSQREDEEEE 

EGENYQKGERGEDSSEEKHLEE 

PGETQNAFLNERKQASAIKKEE 

LVARSETHAAGHSQEKTHSRE 

KSS/QFSAA*EAGSQENRPQESK 

GQPRSQEKSEEGDEDATSEVDK 

RRTRPRHHHGRSRPDRSS\QGG 

SFPS\EEKGHPQ\EESEESNVSM 

A SLG EKRDHH STH YRASEEEPD 

YGEEIKGYPGVQAPEDLEWER 

YRGRGSEEYRAPRPQSEESWDE 

EDKRNYPSLELDKMAHGYGEE 

SEEERGLEPGKGRHHRGRGGEP 

RAYFMSDTREEKRFLGEGHHR 

VQENQMDKARRHPQGAWKEL 

DRNYLNYGEEGAPG\KWQQQG 

VLQDTK\ENRVEARFQDKQYSS 

HHTAEKRKRLGELFNPYYDPL 

QWKSSHLERRDNMIDNFLEGE 

EENELTLNEKMFFPEYNYDWW 

EKKPFSEDVNWGYEKRNLARV 

PKLDLKRQYDRVAQLDQLLHY 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8344 


38712 


A 


8401 


73 


1922 


ILPVPIIP/CRQVLKTSKCPTRQA 

DLGHCSDPCSYSLHITFPADASE 

AHESSSRGEAGAPGEED1QGPT 

KADTEKWAEGGGHSRERADEP 

QWSLYPSDSQVSEEVKTRHSEK 

SQREDEEEEEGENYQKGERGE 

DSSEEKHLEEPGETQNAFLNER 

KQASAIKKEELVARSETHAAGH 

SQEKTHSREKSSQESGEETGSQ 

ENHPQESKGQPRSQEESEEGEE 

DATSEVDKRRTRPRHH HP\RSR 

PDRSSQGGSLPSEEKGLPQEESE 

ESNVSMASYLGEK.RDHHSTHYR 

ASEEEPEYGEGNKRGYPGVQA 

PEDLEWERYRGRGSEEYRAPRP 

QSEESWDEEDKRNYPSLELDK 

MAHGYGEESEEERGLEPGKGR 

HHRGRGGEPRAYFMS\DTREEK 

RFFGEGHH R VQ\EN QM DKA RR 

HPQGAWUCELDRNFLNYGEEG 

APGKWQQQGDLQDTAKENREE 

A*VFK1NHFS\SHHTAEKRKRLG 

ELFNPYYDPLQWKSSHFERRDN 

MNDNFLEGEEENELTLNEKNFF 

PEYNYDWWEK.KPFSEDVNWG 

YEKRNLARWPKMDLKRQYDR 

VAQLDQLLHYRKKSA\EFPDFY 

DSEEPVSTHQEAENEKDRADQT 


8345 


38713 


A 


8402 


1 


381 




8346 


38714 


A 


8403 




444 


MKL1VGIGGMTNGGKTTLTNSL 
LRALPNCCVIHQDDFFKVPALA 
RGVLESLDMEAMLDTVQAWLS 
SPQKFARAHGVSVQPEASDTHI 
LLLEGFLLYSYKPLVDLYSRRY 
FLTVPYEECKW/KEKYPQLHSP 
*SPRPLRWPRVAHVPEV 


8347 


38715 


A 


8404 


3 


421 




8348 


38716 


A 


8405 


3 


4065 


SAPPDVTTYTSEHSIQVERPQGS 

TGSRTAPKYGNAELMETGDGV 

PVSSRVSAKIQQLVNTLKRPKR 

PPLREFFVDDFEELLEVQQPDP 

NQPKPEGAQMLAMRGEQLGV 

VTNWPPSLEAALQRWGTISPKA 

PCLTTMDTNGKPLYILTYGKL 

WTRSMKVAYSILHKLGTKQEP 

MVRPGDRVALVFPNNDPAAFM 

AAFYGCLLAEVVPVPIEVPLTR 

KDAGSQQ1GFLLGSCGVTVALT 

SDACHKGLPKSPTGEIPQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
lucation of first 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8349 


38717 


A 


8406 


10 


580 


KQCALLTFICSLPMSFGFAPAIT 

VTVVN/PRHPLTRDMLRRIKEDE 

DDKTVLDLAVVLFETATLRSG 

YLLPDTKAYGDRIERMLRLSLN 

IDPDAKVEEEPEEEPEETAEDTT 

EDTEQDEDEEMDVGTDEEEET 

AKMS*ALLTFICSLPMSFGFAPA 

ITVTVVNHFVLCSKTGSQVFRS 

ENWKVWAESSRGDHDDCLDL 

CSVLCWGRTATGAFSCPAQL1F 

AVSSSSSVPTS1SSSSSCSVSSVV 

SSAVSSGSSSGSSSTFASGSMFK 

LRRSILS1LSPYALVSGKRYPDR 

SVAVSNKTTARSKTVLSSSSSLI 

RRSMSLISGCRD 


8350 


38718 


A 


8407 




1967 


MTMAAAAVVARGAGARAATA 

AALRGGCGTAARGRPCAGPAR 

PLCTAPGTAPDMKRYLWERYR 

EAKRSTEGTKKYTTSLNARHY 

YTHFTEENEDE1N SSSSY ASQKK 

TFE1NPRHPL1RDMLRRIKEDED 

DKTVLDLAVVLFETATLRSGYL 

LPDTKAYGDR1ERMLRLSLNID 

PDAKVEEEPEEEPEETAEDTTE 

DTEPDEDEEMDVGTDEEEETG 

KESDDPMAY1HFTAEGEVTFKS 

1LFVPTSAPRGLFDEYGSKKSDY 

1KLYVRRVFITDDFHDMMPKYL 

NFVKGVVIRKKLVRKTLDMIK 

KIADDKYNDTFWKEFGPTTKU 

GVIEDHSNRTAR LAKLLRIQSSH 

HPTDITSLDQYV EKAMKEKQDK 

IYFMAGSS\RKEAESSPFVERLL\ 

KKGYEVIYLTEPVD\EYCIQALP 

\EFD\GKRF\QNV VQG KECKFHE 

S* ENLRK* *CK.S VEQRIS ALCLN 

W\MKDKALKDKI*K/ALWVSSA 

ALTESPVLLLVAQPVRDWSWP 

TLGE/RSMKAQAYQTGQGHLL 

QIYYAESERKHFEINPQTPRL1R 

D\MLRR1K.EDEDDKTV\LDLA\V 

VLV*NRQRLGSGYLFTQTLKAY 

G D W/RLERM LRLS LN I * PLMPK 

VEEEPR/EEEPEETAEDTTVEDTE 

\QDED\EEMDVG\TDEKGRTSKG 


8351 


38719 


A 


8408 


181 


462 


GMASASDSSKTGFRGKQVVAG 
AVGDSAKESQGQPPGAPPRRA 
AGL/WRRHHCSF*AD*TTNAPG 
GKNPRPG KGAGG EQGTAG DFT 
CQMPRTQNTL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


8352 


38720 


A 


8409 


3 


228 


STGVPVSQQNLP\LEKASVLFNT 
GALYTQIGTRCDRQTQAGLESA 
IDAFQRAADMSPPGLTRRSLGP 
TRWHQGTPH 


8353 


38721 


A 


8410 


129 


311 


RCFQPDCSHSTPGTGPRRSGCL 
LSSAAPW*KPPAAPRTPHSRSH 
NRGPRRQQHARHQDDP 


8354 


38722 


B 


8411 


1 


789 




8355 


38723 


A 


8412 


1 


933 


TVVLKDFILEHYSEDGYLYEDE 

I ADLMDL RQARRTPS RDEAG VE 

LLMTYFIQLGFVESRFFPPTRQ 

MGLLFTWYDSLTGVPVSQQNL 

LLEKASVLFNTGALYTQIGTRC 

DRQTQAGLESAI DAFQRA A\GP 

TRGGRASTYEMTPAAS/PEIPGA 

SLQREE/QWTGAWTHQQIYPQP 

GTTP*SPPQAQPSRFLFAMDFA 

ATTSAIGSARPSTNQS*GYFHTG 

RSWQPVA * *ECHILRGN AEN VL 

HDLLSH***RQN**NQENLQEAF 

LPELGHQQEQTEVSQHLVPPIG 

RGCTASGQEEAALPFQPSQLRQ 

FLVL 


8356 


38724 


A 


8413 




389 




8357 


38725 


A 


8414 




506 




8358 


38726 


B 


8415 


125 


700 




8359 


38727 


B 


8416 


19 


338 




8360 


38728 


A 


8417 




3335 


MAALWNTCGAWKNMLIPECH 
SQLLRVAANPKVREQVRLELSF 
VN SDLQM LKEELEG LN 1 S VG V Y 
QNTDEDGYLYEDEITDLMDLR 
QACRTPSRDEARVELLMTYFIQ 
LGFVENRLFPPTWQMGFLFTW 
YDSLTGVLVSQQNLLLEKASVL 
FNTGVLYTQIGTRRYRHTQAGL 
QSAIDAFQRAAGVLNYLKETFT 
HNPSYDMIPAMLSVLVKMMLA 
QTQESVFEKI SLPGI WN EFFML V 
KVAQEAAKVGEVYQQLH 


8361 


38729 


B 


8418 


1 


1689 




8362 


38730 


A 


8419 


2 


722 


CPGGSERGQRQPCGCRSRGRTE 

PGFSPC*KSAPRPQAVSLKSASP 

RPSSSS\GPAGISSPGRESRSCGT 

QN1LGPFQLVSG*PL*GR*CQFP 

AAAEPPAVPL*AEDISA/GPPAV 

*AP/SGLAHLASG/PGPLPPLGG 

AGLV*QSI**GGHQGADEGP*G 

EMDAKEAGPAAQNCDLHVCPG 

ARGAEGAPGEGC1S*QPHAPDA 

L*AASELPKDELLRQCSGG*RC 

SPAGSAAPRAGSSAVLEPQ 
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SEQ ID 

NO: 


SEQ ID iNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8363 


38731 


c 


8420 


144 


439 




8364 


38732 


B 


8421 




4747 




8365 


38733 


A 


8422 


1019 


1880 


YCCLPRGGNAGCQTRQDPSCRP 

GPGSQGLSLPPGRVPGAAVECG 

ARSRGWGQQDGPGPPSPGKAQ 

VPAEPAPPQTAPGPPEDPCLGPR 

NEVPDGG/GARQSHHPGPPPRSP 

GPEGGSPQAAARLVDWRVSRP 

QNQLPNPGP*DQPPRPAIPTATP 

SGCNGPGFPRAPRPRLSSEEEAP 

SRAGPEEEAPPTYTPRLRRGRP 

ARGPVCR/PPAGPPAV*PEFRRF 

ALPRASVSGFQSS\PVAAGGAP 

DPGPGRLLGYTDAHGDLLPLTN 

TTACTGPWPAGPRHCASGAEA 


8366 


38734 


A 


8423 


240 


763 


VLVARRPQRPGHEPAVLQQ/PA 
AGP/PVPRKPNPSPPSRSPAGLRP 
PGRAGPLTSPRCPGLPAFTGHR 
T/P VG P VRPKA AGPRRRTYQG R 
GMGPRPRPRRPVVPVGGERSHS 
HPSGPPLRSPGPEWGLTSSSCPA 
RG LEG VS A/TQNQLPNPGP* DQ 
PPRTCHPHGYTQR1/PSGPPLRSP 
GPEWGLTSSSCPARGLEGVSAP 
R1SSRJQGRRTSLPEPAIPTATPN 
GYIGSGFPAG 


8367 


38735 


A 


8424 


2 


609 


PYS1S1VSTGPSADSVYTKVRLL 
EGETLSVQCSYKGYKNRVEGK 
VWCK1RKKK.CEPGFARVWVKG 
PRYLLQDDAQAKVVNITMVAL 
KLQDSGRYWCMRNTSGILYPL 
MGFQLDVSPAPQTERNIPFTHL 
DNILKSGTVTTGQAPTSGPDAP 
FTTGVMVFTPGLITLPR\P*PPPD 
LPPRQATASLLPAPPARDPGGP 
WGPRQ 


8368 


38736 


A 


8425 


1 


252 
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SEQ ID 

NO: 


SEQ H> iNO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8369 


38737 


A 


8426 


3 


1581 


ALHCA1RHEDKWPTAVRANGH 

LLLNSEKMSKSTGNFLTLTQAI 

DKFSADGMRLALADAGDTVED 

ANFVEAMADAGILARLYTWVE 

WVKEMVANWDSLRSGPASTFN 

DRVFASELNAGIIKTDQNYEKM 

MFKEALKTGFFEFQAAKDKYR 

EL A VG RDAQ\K L V FRFI E VQTLL 

LAPFCPHLCEAHLGHSWGKPG 

LQLWNCFPWACGRVPV*WKFL 

IHSSQYLMEVTHDLRLRLKNY 

MM PAKGKKTDKQPLQKPSHCT 

IYV\AKE\YPPWATLPPCLFLTV 

KHFEGQLTGKTGLDNKAAIASE 

LG SMPELKKYMKK VMPF VAMI 

KENLEKMG PR1LDLQLEFDEKA 

VLMENIVYLTNSLELEHIEVKF 

ASEAEDKIREDCCPGKPLNVFRI 

EPGVSRFLLVN/RPQPIPMAHFL 

NPKLEIRQGDYTVIP1IRRLMK.M 

NRG I * RPFPKV KPG WRI * * SHC W 

GPRRSSCPWEKEYTREDPPFPE 

ACLFS/DVDLMSKK1HLTENGIR 

VDIGDTINLSGSLNSCTLEIYPG 

FLG1LLL 


8370 


38738 


A 


8427 


1 


1052 


MIKNIGPQYLTPSFLGEQEGDEE 

EEGHIVDAEAEEGDADASDAK 

RK.EKQEEEVDYESEEEEEREGE 

ENDDEDMQEERNPHRRGARKT 

QEQDEE VGL/G H * G G P VPS RPP 

DAAPETHPQPGAPGA\EAVERR 

VQAVREIHPF1DDYQYD\TEESL\ 

WGQVTVKLPLMK1NFDMSSLV 

VSLAHGAVIYATKGITRCLLVNE 

TTNNXKNEKELVLNTEGINLPEL 

FKYAEVLDLRRLYSNDIHAIAN 

TYGIEAALRVIEKEIKDVFAVY 

GIAVDPRHLSLVADYMCFEGV 

YKPLNRFG I\RSNSSPLQQMTFE 

TSFQFLKQATMLGSHDELRSPS 

ACLVVGKVVRGGTGLFVELKQP 


8371 


38739 


C 


8428 


154 


219 




8372 


38740 


A 


8429 


1 


1584 




8373 


38741 


A 


8430 


200 


277 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8374 


38742 


A 


8431 


3 


877 


LYLKVCYPKELFEFSNLYKQPS 
GEEVWERILRV*DNGGRNI\KL 
YQAEFIDLGPVSRDSAFNVAAQ 
GVKKGSNRLFPWLAEIWIK.KW 
PTVREVEIPDLPLFNVEEGIQKL 
RE1GMG*WISHFRPTHLSWEGP 
EDIPLTRPSQNIFVRAAPASLKS 
PVIALLYMSDLMVRTAVTQLQ 
NLNTMG11GSQGGRDRVAPLNH 
QRQSGHGYHNGQQRESGNQNS 
LTGVELWHWL1NHVVSRSEVD 
RKPTTFLLNLYKQKTSRSNGRK 
TSLNYKNRESRPLNQFPDLSQF 


8375 


38743 


A 


8432 


1 


282 




8376 


38744 


A 


8433 


1 


281 


SVHTGHHHYHHRHHHHHHHQ 
HQLHQHQHQGGGHHHHHHHH 
HHH/HYFQ*ATWEMLLWVGHS 
HL*RQP*KQHEHRDDVSQAGS 
VCPCASRGFH1R 


8377 


38745 


A 


8434 


64 


302 




8378 


38746 


C 


8435 


133 


262 




8379 


38747 


A 


8436 


1 


1962 


MFSIPTGQLRAAASGARRHRGR 

GSIGGPFHAIQGPVETDTTAQH 

ETVAPPDLAHPSPASRGPRPY/G 

RHLALDEPFLHISGALF*DSLAV 

*EPPESRLDARPGARNSNSRCP1 

TA/RPPDTDMGTPSAQGAKSSA\ 

FAQLPPPHNSTRRAPAGDMPPS 

MPGATELLACSVPAG*TSELRG 

GGFASSLSGSPCSKFGSPASSDA 

WPRLQPRWPVTFPEAQPLEVPG 

GTEHGCSPWEPLSNSAAQTPFF 

PPLHPTAPSCPLGLPGSPPGPTSS 

TGDYIPT*DQSGTSKLYCPLQQ 

GGAEAAHCV/PA/PEQPETNSKR 

KGETPTPN/DKEGETPTPNEKKE 

KHQQQTKRRNTNTKRKEGETP 

TPNEKKEKHQHQTKRRRNTNT 

KRKEGETEPAQGGTNPGRVQQ 

SPAAL*CFSY*SECGQACPSDES 

AGARFTAGSAPDKGL/PPGPSS 

WAPSS*HLILATTVHLLVTRPC* 

PPSCTGPSGHLVVGGPRPSAHH 

HSDLLF*SSAGKPDSWPCWTMS 

AMGILRPRGRASGAPGSATPFP 

GEFQEAHXAPPVQPSTAQSLPAP 

CLPLGASGGPRQHPPDV\SRGG 

DRGLQQSVLSDAAP*PGVRGNP 

PRGARWGARAAWPAGPSAPHS 

PCPQP\PGPRDPLVYPSPGTEAQ 

MSCLTPQFLQILLCDFE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8380 


38748 


A 


8437 


438 


699 


LLEGKLTNRKD1HTK.TPSVCHH 
HRGPKVDKTTKMGKKQSRKAE 
NYKNQSASPPPKDRSSWQQRN 
KAGHRMTLMS*EKKASENQTS 
PS 


8381 


38749 


A 


8438 




1334 


MDGRLYSVTIQPSSVLNLQLLL 

SGPKSA VLVVTI LMCSETN LSF 

NEFSESFKTTSPEKMS1RKPQEK 

SADGKQFLQNDRKNPKLGNTQ 

TLLRNDVSGLLSRTKRN1VPPG 

WYSVYVTNNYVFKKSPKAKK 

VSESTTKNDPVKN1HIESSHNID 

LNKIAMNSNLQVVVKRLEDTIS 

IAKKSWNNQPLSEGYKASKKLI 

E1DGKDQHADRNMTLTLNRMT 

CKEQSLSKSVVASGNIINSHCM 

PTVDLNNKRLENLKKSS1LDMG 

RLISSVENVPAKYEGTESSSVSN 

YSSP1KLMFLSEVKSSEGVKYTL 

TSVGTSHSNVVLPSEKPTTHHV 

TEEKTETNEDISNANSENYHSS 

HYDTDTFQRELNKFSHAKETA 

GSSTMFIGDINSDKPQEEPKDNS 

SSATDPSF/NKKTR*TKKNRSPS 

CETD*ATNWKTTKA*N*SNKH 


8382 


38750 


A 


8439 


115 


523 


QFFFSLSQALK.LDQAIHISMDAF 

HSVSELFASQSRRGLDPAMDLL 

VLSQGHQTN1LDIVHIHKEALT 

KVTENRQHVAEGKTE/SAEADD 

VRIT/VNRNSFTTSLEIHHFHPI*I 

RDM KSQMQHFLQQE1 LFFQKSS 

RN 


8383 


38751 


A 


8440 


1 


461 




8384 


38752 


A 


8441 




319 




8385 


38753 


A 


8442 


1 12 


480 


IFSSLNVAYPWIPEKKVDGSKC 
PIQQQLERKIKNFVLYLK/RLQL 
TKCEFKN*RLENFIRVNKNEKY 
VCT/SYHTKLLFNNLHMALILIV 
FKYQSFFSLHSCNQQPHAKVLE 
PALELQDEDGMVH 


8386 


38754 


A 


8443 




528 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8387 


38755 


A 


8444 


2 


81 1 


GIHTRLNSELLKEEESNKRLEAE 
IEWQSRLTAAISKHSESVKTER 
NVKLALE*TQDVSVQVKMSSDI 
SEVEDKNEFLTEQLSKKQIKFN 
TLKDKFRKKRDTLRKKSLALET 
VHNNLSQTQQQIKEMKEMYEN 
AEAKENNSTGKWSCVEERICQL 
QHENPCIEQQLDDVHQKECLPS 
RKEKFKSEPPAFLSGNQVKSSS 
CSLQTLFPPDDLILYLENPKDST 
KKLLELINKFRVTGYKIKLQKS 
V AFLNDKN EQSKEENQECN PI Y 


8388 


38756 


B 


8445 




1581 




8389 


38757 


A 


8446 


617 


2972 


EQNKPYQWLQRKNSKRRERSE 

KKQPQVKEGNNTNKSEKIQLSE 

NICDSTSSAAAGRLTQQRKIGK 

TYPQQFPKKLKEEHDRCTLKQE 

N EEKTN VN ML YKKN REELERK 

EK.QYKKEVEAKQLEPTLQSLE 

MKSKTARNTPNRDFFfNHEEMK 

GLMDENCILKADIAILRQEICTM 

KNDNLEKENKYLKDIKIVKETN 

AALEKYIKLNEEMITETAFRYQ 

QELNDLKAENTRLNAELLKEK 

ESKKRLEADIESYQSRLAAAISK. 

HSESVKTERNLKLALERTRDVS 

VQVEMSSA1SKVKAENEFLTEQ 

LSETQ1KFNTLKDKFRKTRDSL 

RKKSLALETVQNDLTQTQQQT 

QEMKEMYQNAEAKVNNSTGK 

WNCVEERICHL\QRENPWLVQQ 

\LDDVHQKEDHKE\K*LISQRGF 

IESGKKDLVLEEKSKKLTNECD 

HLKESLFQYEREKTEGVPKKEN 

EELRKLFELISSLKYNVNRIRKK. 

NDELEEEATGYKKLLEMTINM 

LNVFGNEDFDCHGDLKTDQLK 

MDI LIKKLKQKFDDLTA EKEAL 

SSKCVNLAKDNQVLQQEFLSM 

KKVQQQCEKLEEDKKMLKEEI 

LNLKTHMENNRVELSKLQEYK 

LELDEKAMQAVEKLEEIHLQEQ 

AQYEKQLEQ/FKQGYNTASLNK 

KELTLKDVECKFYKMKTAYEE 

VTTELEEYKEAFAAALKANSS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8390 


38758 


A 


8447 


1 


2794 


AVYLSRGCVCCIRCISSLLKEPH 
EEGVMCSFRSVATQKNDIRPDF 
QLGKMDSKIKELEPQLTILYQN 
PKTLKFQGKKSVKFALSPSMAL 
RK*PFKMFSI*S1FIALQFLHGYY 
KPILFEPNQTWPGHVAVWQDT 
CSIVA1/SANITQKVHPVI/W/SSIP 
PYGVALSSLTTGTAAFPLCTQL 
GV*IPLDCAQATFISHDKMVISL 
KGYLFLSSCLGNSLLLKYTEKL 
QEPPASAICEAADKEEPPSQKK 
RVDT/S 


8391 


38759 


A 


8448 


184 


427 


WAIAIQRHVVYDQEWQIADPC 
NM**VENAETLPPGPFLNISLES 
S ARRRATS RDDNRRFRPHRSRR 
SRRSRSDNALHLASE 


8392 


38760 


A 


8449 


1 


903 


M A Q K.F M A PN RARTLRD 1 C TDR 
EAYPVQESMGSGTRGQRKEDM 
GGAALSTGEGGARDVKAPLPE 
ATLCSQMG PTG RPSG SLCDL AG 
STLAGRWMHQSFDFDGGMEAS 
KLPGQEGVRIQPMSERTRRRAT 
SRDDNRRFRPHRSRRSRRSRSD 
FSLHLASEREAISRLKDRPPLRA 
REDYDQFM RQRSFQESMGHGS 
RRDLYGQCPRTVSDLALQNAF 
G DRWGPYFAEYDWCSTCSSSS 
ESDNEGYFLGEPIPQPARLRYV 
TSD\DCCTNTAPTASPNLPH*VA 
EDSCTAGKDQRAKTC1ISLY 


8393 


38761 


B 


8450 


1 


322 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8394 


38762 


A 


8451 


1 


2460 


MEEKSKRRGVLWSLLILALKFG 

DEPPLGSPN SC K YK LTTLK.ELG 

WREVFSSLQFCLCTSVASQMLS 

QYFEYTQPHPGDICHPETCALQ 

KVFLTSSGQSSSTSSSSQQFVLQ 

INAIQTILEKTPTHISTPTPTPTLA 

NPTAVGLEEDREQDVGTSSRG 

GAWDTRJKRELEKMSEKCGGQ 

INGGDIAVFASRAGHGVCWHPP 

CFVCTVCNELLVDLIYFYQDGK 

IYCGRHHAECLKPRCAACDEIIF 

ADECTEAEGRHWHMKHFCCFE 

CETVLGGQRYIMKEGRPYCCH 

CFESLYAEYCDTCAQHIGEAIF 

GSQ/HWSFC/RCGHLCFGEWG* 

PQLLWMLC*LELTKGPRDAIMS 

SLHSWHLRKGVRRRRRKKEDK 

SPEVLP*KS\SSGTLSH*R*RPH* 

SLFLGSRVSLAPSGECRGPGPPYS 

HSLRLYSQQALPTGRGPSSSQFP 

FCQFYCCYKKSLLCDCLSKSPA 

LEKAMRGIDQGQMTYDGQHW 

H ATETCFCCA HCKKSLLGRPFL 

PKQGQIFCSRACSAGEDPNGSD 

SSDSAFQNARAKESRRSAKIGK 

NKGKTEEPMLNQHSQLQVSSN 

RLSADVDPLSLQM DMLSLSSQT 

PSLNRDPIWRSREEPYHYGNKM 

EQNQTQSPLQLLSQCN I RTSYSP 

GGQGAGAQPEMWGKHFSNPK 

RSSSLAMTGHAGSF1KECREDY 

YPGRLRSQESYSDMSSQSFSET 


8395 


38763 


A 


8452 


2 


942 


NKNPKNHYPESYVSLKNDFTK 
LTSRRHRGVEQALVQLCHVFV 
CEHGHVIVTLSSGFIVYRTRAN 
YSSSAQGVGIAAAALDAVLIRA 
HQRTQGCHHELSALLAFEKGSE 
KKEEEEGGQVSRSSSLKVQAQE 
LSATEDKGHISPFFWEAVYHYA 
SGECRGPGPPYSHSLRLYSQQA 
LPTGRGPSSSQFPFCQFYCCYK 
KSLLCDCLSKSPALEKAMRGiD 
QGQMTYDGQHWHATETCFCC 
AHCKKSLLGRPFLPKQGQIFCS 
RACSAGEDPNGSDSSDSAFQNA 
RAKESRRSAKIGKNKGKTEEP\ 
C*TSTASCK 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8396 


38764 


A 


8453 


1 


937 


VHQYYSCLPEEKVPYVNSPGEK. 

LRIKQLLHQLPPHDNEVRYCNS 

LDEEEKRELKLFSSQRK.RENLG 

RGNVRPFPVTMTGA1CEQCGG 

Q1NGGDIA VFASRAGHG VCWI 1 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

EIIFADECTEAEGRHWHMKHFC 

CFEC ETV LGGQRYI MKEG RPYC 

CHCFESLYAEYCDTCAQHIGID 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RA C S AG EDPNG SDSSDSAFQN A 

RAKESRRSAKIGKNKGKTEEP\ 


8397 


38765 


B 


8454 


214 


551 




8398 


38766 


A 


8455 


1 


1140 




8399 


38767 


A 


8456 


1 


2525 


MLNIQSVPGIGQGHYSRYLHSN 

PMHSGDFISN1HMRKPKEREIIF 

ADECTEAEGRHWHMKHFCCFE 

CETVLGGQRYIMKEGRPYCCH 

CFESLYAEYCDTCAQHIGEAIF 

GSQ/HWSFC/RCGHLCFGEWG* 

PQLLWMLC*LELTKGPRDA1MS 

SLHSWHLRKGVRRRRRKKEDK 

SPEVLP*KS\SSGTLSH*R*RPH* 

SLFLGSRVSL\PSGECRGPGPPYS 

HSLRLYSQQALPTGRGPSSSQFP 

FCQFYCCYKKSLLCDCLSKSPA 

LEKAMRG1DQGQMTYDGQHW 

HATETCFCCAHCKKSLLGRPFL 

PKQGQIFCSRACSAGEDPNGSD 

SSDSAFQNARAKESRRSAKIGK 

NKGK.TEEPMLNQHSQLQVSSN 

RLSADVDPLSLQMDMLSLSSQT 

PSLNRDPIWRSREEPYHYGNKM 

EQNQTQSPLQLLSQCNIRTSYSP 

GGQGAGAQPEMWGKHFSNPK 

RSSSLAMTGHAGSFIKECREDY 

YPGRLRSQESYSDMSSQSFSET 

RGSIQVPKYEEEEEEEGGLSTQ 

QCRTRHPISSLKYTEDMTPTEQ 

TPRGSMESLALSNATENQDDCS 

FVNRLKGSNNRPGRRQELMVT 

WNFIQERNGSGMDQCDDGGG 

KILDPVYILTVELTGFAKGWKM 

FSVKDQSVNVLGFAGCLSADG 

GAKRQEHLSRFSMPDLSKDSG 

N4NVSEKLSNMGTLNSSMQFRS 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














PLPSSPEQPAGRKGTAGLPCALT 
E1YFRVT\IY\FYVEIEK\LLIIVAK 
QEGLSGNXHKPWERKYMTYLS 
AQD\HELIQVVQNGHLQMCGK 
SETGNEASPVS 


8401 


38769 


A 


8458 


1 


241 


MTYLSAQDHELIQVVQNGHLQ 
MCGKSETGNEASP/G*GRGVNP 
WP/RHARSRMRALTRSSASCCR 
CSGASS1CTGTSLSTGG 


8402 


38770 


A 


8459 


31 


454 


QRSAWRSQIWSASRSV*SVFVR 
RASSRCLRNTGSGPGHPDR*DC 
RT/ARRCGWTRRRMASPSAAC 
GRSRCCSACVI/LNIVELKEVVV 
GNHLES1FLVMGYCEQDLASLL 
ENMPTPFSEAQVKCIVLQVLRG 
LQYLHRNFI1HR 


8403 


38771 


A 


8460 


1 


914 


SYHHLRJ-IHHHHLPHHCF/HHN 

NHYHHYHHYYHHHHHCHHYH 

YHHLHHHHHHHHHHDHCYYH 

NNNNNCHHHHHHYHHHHH*Y 

HHYHPHHHHHHHYHHHHYHH 

HHHHHHHRHHYYHHHHHQHH 

HYHHLHHHHYHHYYHNNY\HR 

HHRYSCNNNHHYHHHHPHHY 

HHHHC*HHHYLYHHHHHHNH 

HHHYHHHHHYYHYHYH/HHH 

HH\HHHHYHHYCHDHNYHYH 

HHHHYH/AHFHHHYHHYHYHY 

HHHHRHHHHLHHHYCHRPHH 

YHYLSCCETSHTLFPQNA1SSFD 

CKYLDGQDDEDFVVYKLCTLY 


8404 


38772 




8461 


102 




DTGPGEGAAGGCGG\GVGEGV 
AAPAAPGHS*VG/GNQPYLSPV 
CSRGSPGTGRAAARGLSGCWP 
WWSPRSGSAPSQCSSASWSAW 
SAGAPRFAPSAPGHPEGRRCPA 


8405 


38773 


B 


8462 


121 


215 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8406 


38774 


A 


8463 


44 


1584 


AVLDRGPRVGSSSPSPGGMSTC 

LSSPLFATAAELGG\GLCSAGRD 

GPRRKVYLSVDEKKLRCCQPKS 

GRSVAERAAGH\SAEGWRPVH 

VGPGLLGLAL*GP*AWGFQGR 

KGGPKGAYTAKCMMGSDKAQ 

ASGIATGGGHSGAEAVG/PQQ/ 

QGTVLSFEGGGGLSFRRMPGSL 

\GPSVPCKCGHPGPRCPPHHAV 

EVGTDT V AT VA AT/ GPPLAPSHG 

TSWQSGSLQ*DTGPGEGAA\AA 

AVVGVGEGAELPAAPGHS*VG 

VISH1CHPFVAGGSPGTGRAAA 

RGLSGCWPWWSPRSGSAPSQC 

SSASWSAWSAGAPRSAPSAPGH 

PEGRRCPA*GWNPQGSKSSLKS 

SELWTPIPYVPYAVP*HTCGYA 

AGPAPVQTPCRGG WNG AQVGL 

DP\GGHGDGTPHGS/APRLPGRV 

GGAP*AAVAAISTDPPATASLG 

PAPGGPACCPSL*AACPASSASP 

APARSSWPPAPASCGSAAPWW 

HQTGHGSLWWPEHSCRLSHRS 

PSPGAPCWPFPFRASPDRGTA 


8407 


38775 


A 


8464 


1 


541 


MKSLEEK1GCLLKFLGDLDDQT 
CKEDLHILFSNHGEIKWIDFIRG 
AKEG1ILFKEKAKETLGKAKDA 
NNGNLQLRSKEVTWEVLEGEL 
EKEALKK1TEDQQESLNKWKS 
KGCRFKG KRKGSKA AQPG SGK 
G K VQFQDKKTKF A SDDAHDEN 
G STGPUKRGREETDK E* P ASKQ 
PKTENA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8408 


38776 


A 


8465 


1 


1326 


PAALGGGVVAVAVCEPVARLL 

WAGTLKIAVMAENGDNEKMA 

ALEAKICHQIEYYFGDFNLPRD 

KFLKEQ1 KLDEG WV PLEIMI KF 

NRLNRLTTDFNVIVEALSKSKA 

ELMEISEDKTKIRRSPSKPLPEV 

TDEYKNDVKNRSVYIKGFPTD 

ATLDD1KEWLEDKGQVLNIQM 

RRTLHKAFKGS1FVVFDS1ESAK 

KFVETPGQKYKETDLLILFKDD 

YFAKKNEERKQNKVEAKLRAK 

QEQEAKQKLEEDAEMKSLEEKI 

GCLLKFSGDLDDQTCREDLHIL 

FSNHGE1KWI\DFVRGAKEGIILF 

KEKAKEALGKAKDANNGNLQ 

L\RNKE V\TW\E VLEG E V EKE AL 

KKIIEDQQES\LNKWKSKGRRF 

KGKGKGNKSCPSPGSGKGKVQ 

FQGKKTKFASDDEHDEHDENG 

ATGPVKRAREETDKEEPASKQ 

QKTENGAGDQ 


8409 


38777 


A 


8466 


2 


331 


CSTSLM1REMQVK TTMRYHL TP 
ARMA11KKSRPGVCGPQFTASY 
CSSWNRGLSRAMAQSLTPRPLS 
TLQ/PLLAVDRGS/PVLGASHRL 
PAQC/CMTDSSSSTLGSAAGSW 
QQ 


8410 


38778 


A 


8467 


1 


209 


MNSHFLKED1QMANKHMEKCS 
\PLLMIREM QI K.PTVR Y H LTS AR 
MP1IKK.SKYNSRCWHGCGEHGT 
LLHC 


8411 


38779 


A 


8468 


2 


370 


CSTSLI1REMQIETTMRYHLIPA 
RM A 1 1 KK\SRCWQGCGEQETLL 
HSWKPQP/LWRSSSGTARERQF 
LHPLLLKAR1EITPPESLAVLKIP 
MEGTWMELEAVILSKLTQKQK 
TKH*MLSLTSGS 


8412 


38780 


A 


8469 


2 


194 


CSTSLMIREMQIKTTVRYRLTS 
ARMAIIKKSK\NSRCWHGCGEH 
RTLLHCCNLWKERNVSYVSA 


8413 


38781 


A 


8470 


341 


496 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8414 


38782 


A 


8471 


46 


71 1 


SLIHLELIFCIGLDVRLGKDFMT 

NNLKGNAIKTK1NFWDLIKLKN 

FCKAKRNSQ\RANR*QTEWEKT 

FIICTSDKGLTSR1YNKLKQISKK 

KTNNPIIKWAKDMNRQFSKEDI 

QMANKHMKKCSTSLMIREMQI 

KTTVRYHLTSARMAIIKKSKYNS 

RCWHGCGEHGTLLHCWK/SKS 

LYEKDTCTRMFIAAQLAIAKTW 

NQPKGPSINA WI K.D WCQSKTN 

HNK 


8415 


38783 


B 


8472 


36 


1199 




8416 


38784 


A 


8473 


3 


184 


FFFFFLRRSL/DSVAQAGVQWR 
DLSSLQAPPPGFTPFSCLSLLSS 
WDYRRLPPRPANFLYF* * RRGF 
TMLARMVSIS*PRDPLASASQS 
AG1QKNSFFFLETRVSAFVAQA 
GVQWCDLGSPQPPPPGFK*FSC 
LSLLSSWDYRRLPPRPANFLYF 




38785 




8474 


3 


295 


AAAFFVFFETEFRSVAQAGVQ 

WRDLDSLQAPPPGFTPFSCLSLP 

CSWDYRRVPPCPANFCIFSRDG 

VSPC*PGWSRSPDLVIHPSRPPK 

VLGLQAMS 


8418 


38786 


A 


8475 


1501 


1879 


1 RNTHAKI I ELCLLPLFTEL*CNF 
FFFFLRRSL/DSVAQAGVQW\RY 
LGSLQAPPPGFTPFSCLSLLSSW 
GYRRLPPCPA/NFFVFLV\ERGFT 
VLARMVLMS*PRDPPASASQSA 
GITGVSHHARPTLK 


8419 


38787 


A 


8476 


1550 


2469 


FFPFFFFLRRSSPLPPRLQCSGM1 

LAYCNLRLLGSSNSVASASGVA 

GITGTCHHTQ*1FVFLVETGFHH 

VGQAGLEFLTSGDLPTSASQSA/ 

RDYRRDDHTRPEKCF/C*KTHIL 

WHSPSWSS/EERGSQFFSQDS*K 

SSRYPKKLLGM WVI AIN I YGTR 

T*K*EKFKTREYIGTHSIHRGNH 

GVNTYHVASEKLH/*YTYRMK 

KAKNFFFFFLRRELASWAQAG 

VQWRDLG\SLQSPPPGFTPFSC\P 

ASLRSWDYR/RVLPPCLANFFL 

YFFS/MRRGFTVFSR\MVSIS*PR 

DQ\PASASQ\SAGITGVSHRAR\L 

KI1FLFFFFSETESRSVAQAGVQ 

WHDLGSRHRPPPGFTPFSCLSFP 

SSWDYRGPPPRPANF\CVFSRD 

GVSPC*PGWSRSPDLVIRPASAS 

QKCWDYRREPPRPA 


8420 


38788 


A 


8477 


1 


2268 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8421 


38789 


A 


8478 




2312 


MAGPPSGPGRPEVCGAGRTRV 
AKARFRRRRAFASLGWSSGRE 
VVTFGDVAVHFSREEWQCLDP 
GQRALYREVMLENHSSVAGIG 
EDAPWGPFPCIISQHPPSQASIR 
GPCVYTVADVPVTGIAVIPPAA 
VCFSRLKDCDTRTEDKEFLHKE 
D1HEDLESQAEISENYAGDVSQ 
VPELGDLCDDVSERDWGVPEG 
RRLPQSLSQEGDFTPAAMGLLR 
GPLGEKDLDCNGFDSRFSLSPN 
LMACQEIPTEERPHPYDMGGQS 
FQHS VDLTGHEG VPTAESPLIC 
NECGKTFQGNPVTLFSVKQSHT 
GEAVSFMCDDCGKTFSQNSVLK 
NRHRSHMSEKAYQCSECGKAF 
RGHSDFSRHQSHHSSERPYMCN 
ECGKAFSQNSSLKKHQKVVHMS 
EKPYECNECGKAFRAASSNLIQH 
QRIHSGEKXPYVCSECGKAFRRS 
SNL1 KHHRTHTG EKPFECG * CG 
KAFSQSAHLRKHQRVHTGEKP 
YECNDCGKPFSRVSNLIKHHRV 
HTGEKP\*KSSACGKAFSQSSSLI 
QHRRJHTG\EKPHVCNVCGK\AF 
S Y* LQCS ESTRFI HTG RG RPYRC 
SVCGKAFSHSSALIQHQGVHTG 
DKPYACHECGKTFGRSSNL1LH 
QRVHTGEKPYECTECGKTFSQS 
STLIQHQRIHNGAEAP/YKCNQC 
GKAFN\QSSKFSIHPQKVHIGEK\ 
PSPCVECGKGFSQSSHFFQHNRY 


8422 


38790 


C 


8479 


194 


458 




8423 


38791 


c 


8480 


214 


378 




8424 


38792 


A 


8481 


107 


345 


G PLTCRY WEIHSQEPGPPRSLE 
MVLFSPSQN*SPVWSKEKNL*P 
*RDMR*A r AKPPGRCK*K*IQQ 
MTQMRGRNIQEKASP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8425 


38793 


A 


8482 




1454 


MHEEEGESGDSRVYMSTQCTH 

VTLNKFLGF1VSESVSGLNIQES 

MICEVLRGQSLKHNPIREAGLET 

LQSGRQLERRGRLSGMARPLSL 

AAAGAPDLLFTALCSLLIEAQP 

LRPFDLQTTLTAAECHYTGKKF 

SLNEGKPVLRKNSQTNTWEPG 

TIITWGRGYACVSPGDQSPVWV 

PTERLKLRVNSDKESHREKTSK 

SETAF1PAQDLAYNRFYLIILLLT 

LSVSPVSPQTDLPAT*NYSYWA 

YVPFPPLIRPLTWMDAPAEIYT 

NDSVYMPGATDDHCPTRPREE 

GTAFNVTMGYKYPPLCLGHAH 

VDGCIHLQAQIWAAYLPERLAT 

REQGHLISSLSLSPLRQMKGGVI 

GDTPNFQYKPVGKPCPKNFEGP 

SKIL1WEDCVNSH VVVLKNDA 

YGLVIGWAPKGYFKANNCSSGG 

RECLEATYF1SHWEDKDHHPTL 

HRRVSSFFPL*WEDKG1TPPRPH 

MIFPILSLEHSELWKLAIAMSGL 


8426 


38794 


A 


8483 


49 


1393 


AEPAPTHLPPPPSTAPQPERNSC 

CISQQSFSVP*S/SPDSDRPRGRH 

/SPPPP/SPCPPPPCLPPPKSTTAM 

PTRCQCPPPP] PTVAAFPLPPSHF 

LRTLPAPRPPTQPPPLSH/TTHPP 

EQRTLGPKFRLFSTPSPKNLEYL 

MNKSGRSPGCLLREATGTADL 

ARSIASLTAPQTDASG1SGGRST 

LRQTRCSSGRLRTHPRLSMRAS 

LPLRPRRRACLPQCRDKELLITK 

RKYRKKKDFAAGLEDVTEFQG 

REENPRHTFIYSLPLGLQKHQV 

LTVD1GFGGTAIMTGIARVPLA 

GAAGGPGVGRAAGRGVPAGVP 

I PQAPAGLAGPVRG VGGPSQQV 

M TPQG RG TV A A AAV A ATA SI M 

APPPGMRPPMGPPIGLPPARGTP 

1GMPPPGMRPPPPGIRDCGGSLT 

PLGDVCLKGSLARVLCRAIVQI 

YSrCVLLTTSEQQLSIRlHPQNA 

V 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8427 


38795 


A 


8484 


49 


752 


AEPAPTHLPPPPSTAPQPERNSC 
CISQQSFSVP*S/SPDSDRPRGRH 
/SPPPP/SPCPPPPCLPPPKSTTAM 
PTRCQCPPPPIPTVAAFPLPPSHF 
LRTLPAPRPPTQPPPLSH/TTHPP 
EQRTLGPKFRLFSTPSPK.NLEYL 
MNKSGRSPGCLLREATGTADL 
ARSIASLTAPQTDASG1SGGRST 
LRQTRCSSGRLRTHPRLSMRAS 
LPLRPRRRACLPQCRDKELLITK 
RKYRKK.KD 


8428 


38796 


B 


8485 


511 


1349 




8429 


38797 


A 


8486 


3 


431 


ADAVGGPGGPGMAGCDGLPG 

GFGSDIRPRLWLWLGPRI.WSS* 

RGT\NIILASVPKKLLLM/DCYA 

LARDRTATLGVTFDAISKTASN 

W1PDLWKETVFTKFPYQEFTDH 

L/VKTHTRVSKQKTQVPAVATT 

AARQTMEGQAPVEY1 


8430 


38798 


A 


8487 




470 




8431 


38799 


A 


8488 


3 


314 




8432 


38800 


A 


8489 


1 


458 




8433 


38801 


A 


8490 




855 


PTRPLVLRVGATARALPRPSRS 
CSPSAVVPSAPSSCPPQPR\RTPK 
PEPEPEQVIKNYTEELKVPPDED 
CIRSMEKLSTASGYSDVTDSKAI 
GSLAVGHLTKCSHAFHLLCLLA 
MYCNGNKDGSLQCPSCKTIYG 
EKTGTQPQGKMEVLRFQMSLP 
GHEDCGT1LIVYSIPP\GIQGP\EH 
PNPGKAVSLPEGFPAQCYLPEQ 
RPGPAKSLRAP*RWAWK\RRLI 
FTVGHVPAPTGETDTVVWNEI\ 
HHKTEMDRNITGHGYPDPNYL 
QN VL A ELAAQG VTEDCLEQQ 


8434 


38802 


A 


8491 




3797 


MEYYAA1ENDEFMSFVGTWMK 

LEIIILSKLSQEQKTKHRMFSLID 

FGFSNLFTPGQLLKTWCGSPPY 

A APELFEG KEY DG PK VDIWS LG 

VVLYVLVCGALPFDGSTLQNL 

RARVLSGKFRIPFFMSTGLVPEL 

DKRLKAGCLSIAECEHLIRHML 

VLDPNKRLSMEQICKHKWMKL 

GDADPNFDRLIAECQQLKEERQ 

VDPLNEDVLLAMEDMGLDKEQ 

TLQSLRSDAYDHYSAIYSLLCD 

RHKRHKTLRLGALP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8435 


38803 


A 


8492 


I 


2563 


MGDFNTPLSTVDRSMRQKVDK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDNIIG 

SKALLSK.CKGTEIITNSLSDHSA 

IKLELRJKKLTQNHSTTEKLNNL 

LLNDYWVHNEMKAEIKMFSET 

NENKDTTYQNLWDTFKAVCRG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKLNQEEVESLNRPITG 

AEIVAIINSLPTKKSPGPDGFTA 

KFYWRYKEELVPFLLKLFQSIE 

KEGILPNSCYEASJILIPKPGRDT 

TKK ENFRPI SLMN I D AKI LN KI L 

ANR1QQHIKKLIHHDQVGFIPG 

MQG WFN I CKSIN V I QH INRTKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLNKLAQNLLKLISN/SQQSLR 

IQNQCTKITSILIHQ*QTNREPNH 

E*TPIHNCFKENKIPRNPTYK.GC 

EGPLQGELQTTAQGNKRGYKQ 

MEEHSMLMGRKNQYLENGHT 

AQGNL*I/QMPSPSSY**LSSQN 

WKKLL*SSYGTKK\GPHSQVNP 

KPKEQSWRHHTT*LQTILQGYS 

NQNSMVLAPKQR*RPMEQNRA 

LRNNAAYLQLSDL*QT*QKQA 

MGNGFPI**MVLGKLASHMErC 

AETGSLPYTLYKN*FKMD*RLT 

H*S*NHKNPRRKPRQYHSVHRH 

GQGLHV*NTKSNGNKSQN*RM 

GSN*TKELLHSERNYHQSEQAT 

HKMGENFRNLLI*QRANIQNLQ 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8436 


38804 


A 


8493 




1839 


MPRALAFQAPVN1QAEQAGTA 

MNISVPQVQLINPENQIVEASSN 

LWELSAETTFFA1SLLPFLLISNS 

MPDGTLNLDSDEGEEPSPEALV 

RYLSMRRHTVGVADPRTEVME 

DLQKLLPGFPGVNPQAPFLQVA 

PNVNFMHNLLPMQNLQPTGQL 

EYKMSGLPLSPRLPLISWSVLPT 

LFLA\EQSLLQPPTLQLLNGMGP 

LGRRASDGGANIQLHAQQLLK/ 

RPRGPSPLVTMTPAVPAVTPVD 

EESSDGEPDQEAVQRYLANRSK 

RHTLAMTNPTAEIPPDLQRQLG 

QQPFRSRVWPPHLVPDQHRSTY 

K.DSNTLHLPTERFSPVRRFSDG 

AASIQAFKAHLEKMGNNSSIKQ 

LQQECEQLQKMYGGQIDERTL 

EKTQQQHMLYQQEQHHQILQQ 

Q1QQPAQSQQVTIQVQEPVDML 

SNMPGTAAGSSGRGISISPSAGQ 

MQMQHRTNLMATLSYGHRPLS 

KQLSADSAEAHRLKWETREKG 

LEDDSSVSSNTGGDVTNEGKST 

ESADFGFSNLFTPGQLLKTWCG 

or r i AArtLrtuNc- Y UurJ\. V Ui 

WSLGVVLYVLVCGALPFDGST 
LQNLRARVLSGKFRJPFFMSTG 
YFHLLGSHCNVVLNAKDKVGF 


8437 


38805 


B 


8494 


1 


3879 




8438 


38806 


A 


8495 




4065 


MGK.KQSRKTGNSKKQSASPPP 

KKRSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREEIQTKGKE 

VENYEKSLEECITRITNTENCLK 

ELMEPKTKARELRKECRSLRSR 

CYQLVERVSAMEDEVNEMKDT 

HRLKVKGWRKIYQGNGKQKK 

AGVAILVSDK.TDFKPTKIKRDK 

EGHYMMVKGSIQQEELTILNIY 

APNTGAPRFIKQVLSDLQRDLD 

SHTLIMGDFNTPLSTLDRSTRQ 

KVNNNTQELNSALHQA 


8439 


38807 


A 


8496 


1490 


1813 


TGNLQNGRKFLQPTHLTKG*YP 
ESMMNSNK.FTRKKQTTPSKSG 
RRT* TDTSQKKTFMQPKNT* KN 
AH HH WPSEKCKSKPL*DT1SHQ 
LEWQSLKSQETTGAGEDVDK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8440 


38808 


A 


8497 


1614 


3085 


AGEGNK.ADKQLQQSLR1QNQC 

TKITSILIHQQQTNREPNHESTPI 

HNCFKENKIPRNPTYKGCEGPL 

QGELQTTAQGNKRGYKQMEE 

H SMLMG RKNQ YHENGHTAQG 

NLQI/QMPSPSSYQ*LSSQNWKK 

LLSSSYGTKK\GLHHQVNPKPK 

EQSWRHHAT*LQTILQGYSNQN 

SMVLVPKQRYRSMEQNRALRN 

N A A YLQLSDL*QT* EKQAMGK 

GFPI* * M VLGKL ASHM*KAETG 

SLPYTLYKNQFKMD*RFKR*T* 

NHKNPRRKPRHYHSGHRHGQG 

L/LCPKHQKQW/HTKAKIDKWD 

LIKL/1ELLHSKRNYHQSEQATY 

KMGENFRNLLPQRANIQNLQ* 

TQTNLQEKNKQPHQKVGEGHE 

QTLLKRRHLCSQETHEKMLIIT 

GHQRNANQNHNEIPSHTS*NGN 

/QLKSQETTGAGEDVEK*EHFY 

TVGGTVN*FNHCGSQCGDSSGI 

*N*KYHLTQPSHYWVYTQRTIN 

HAAIKTHAHVCLLRHYSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8441 


38809 


A 


8498 


2 


2013 


LNQEEVESLNRPITGAEIVAIINS 

LPTKKSPGPDGFTAKFYWRYK 

EEL VPFLLKLFQSIEKEG I LPNSC 

YEASIILIPKPGRDTTKKENFRPI 

SLMNIDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFN1CK 

SINVIQHINRTKDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLAQN 

LLKLISN/SQQSLRIQNQCTKITS 

ILIHQ*QTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGPLQGELQ 

TTAQGNKRGYKQMEEHSMLM 

G RKNQY LENGHTAQGNL*I/QM 

PSPSSY**LSSQNWKKLL*SSYG 

TKK\GPHSQVNPKPKEQSWRHH 

TT*LQTILQGYSNQNSMVLAPK 

QR* RPMEQNRA LRNN AAYLQL 

SDL*QT*QKQAMGNGFPI**MV 

LGKLASHMEKAETGSLPYTLY 

K.N*FKMD*RLTH*S*NHKNPRR 

KPRQYHSVHRHGQGLHV*NTK 

SNGNKSQN*RMGSN*TKELLHS 

ERNYHQSEQATHKMGENFRNL 

LI*QRAN1QNLQ*TQTNLQEKN 

KQPHQKMGKGHEQTLLKRRHL 

CSQKTHEKMLI1TGHQRNANQN 

HNEIPSHTSQNGD/QLKSQETTG 

AGEDVEK*EHFYTVGGTVN*FN 

HCGSQCGDSSGI*N*K.YHLTQP 

SHYWVYTQRT1MHAATKTHAH 

VCLLRHYSQ 


8442 


38810 


R 


8499 


1 


2860 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8443 


38811 


A 


8500 


3 


2202 


EGRNKDVI*NQREQRHNIPESL 
GHJQSSV*REI*NTKCPQEKAGK 
IQN * HPNITIKRTRKARANTFKS 
*QKARNN*NQSRIEGNRDTKNP 
S KN * * 1QTTIRE Y YKH LHANNLE 
NLEEMDKFLDTYTLPRLNQEEV 
ESLNRPITGSEIVAIINSLPTKKS 
PGPDGFTAKFYQRYKEELRIKY 
LGIQLTRDVKDLFKENYKPLLK 
EIKEDTNKWKNIPCSWVGRINI 
VKMAILPKVIYRFNGIP1KLPITF 
FTELEKTTLKFIWNQKRARVAK 
SILSQKNKAGGIMLPDFKLYYK 
ATVTKTAWYWYQNRDIDQWN 
RTEPSEIMPHIYNYLIFDKPEKN 
KQWGKDSLFNKWCWENWLAI 
CRKLKMDPFLTPYTKINSRWIK 
DLNVRPKTIKTLEENLGNT1QDI 
GMGKDFMSKTPKAMATKAKID 
KWDLIKLKSFCTAKETT1GVNR 
QPTKWEKIFATYSSDKGLIFRIY 
NELKQIYKKKTNNPIKKWAKD 
MNRQFSKEDIYAAKRHMKKCS 
TSLAIREMQIKTTMRYHLTPVR 
TAIIKK.SGNNRCWRGCGEIGTL 
LHCCWDCKLVQPLWKSVWRF 
LRDLELEIPFDPAIPLLGIYPKDY 
KSCCYKDTCTRMFTAALLTIAK 
TWNQPKCPTMIDWIKKMWHIY 
TMESYAAIKNDEFMSFVGTWM 
KLEIIILSKLSQGQKTKQRJFSLI 
DGN 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8444 


38812 


A 


8501 


437 


2163 


KQKCNISHLWNAVKVER1KYL 

GIQLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNIPCSWVEES1P*K 

WPYCPR*FTDSMPSPSSYQ* LSS 

QNWICKLL*SSYGTKKEPASPSQ 

S*AKRTKLEASHYLTSNYSTRL 

Q*PPGKRGPPEVQGHNADENN 

HTEDRQGNRRHEHSIDQLAVT 

DVHSTTAEYTFLSTRGGFSKID 

HMLGCKTNLNK.YKEIEIIQS1FS 

NHNEIKQEINSRRKTRKSTNLW 

ELSSALLMNGSEKKTQVNLDNI 

WKLMKAKMQH1TLMECSESRK 

NKIPRNPTYKGREGPLQGELQT 

TAQGNKRGYKQMEEHPMLMG 

G RINTVKM A I LPKVI YRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAR1AKSILSQKNKAGGLTLPD 

FKLFYKATVTKTAWYWYQNR 

DIDQWNRTEPSEIMPH1YNYVIF 

DKPEKNKQWGKDSLFNKWCW 

ENWLAICRKLK.LDPFLTPYTK.I 

N SR WI KDLTVRPKT1 KTLEEN L 

GITIQD1GMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTGKET 

T1RVNRQPTKWKK1FATYSSDK 

GLISRIYNELKQ1YKKKTNNPIK 

KWVKDMNRHFSKEDIYAAKK 

HMKKCSPSLAVREMQIKTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKSVWQFLRDLELEIPFDPAIPL 


8445 


38813 


A 


8502 


1 


2001 


MPH1QVM LMQEMDSHSLGKLC 
PYGFAEYSPTSSCFHGFVLSVC 
G SSRDKATQRVDALVRQVI VN 
GG1VLDQFAVHDRVALADLIDL 
LVDLSAMMLCGVPTTGDPFVA 
FALGHPDDFDHLILPKHLVDRY 
LLLEPLLGPVQLLSHSASVHLD 
L HQFCSDFS YG IQLTRD VKDLF 
KENYKPLLKEIKEDTNKWKNIP 
CSWVGRINIMKMAM\RPR*FID 
SMPSPSSYQ*LSSQNWKKLL*SS 
YGTKKEPVSPSQALA 


8446 


38814 


B 


8503 


152 


3166 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8447 


38815 


A 


8504 


15 


2745 


HPT VN I RQFN ETE SQQG Y PG I E L 

SSAPSGPNRHLQNSP/PPNQQN1 

HFFQHHTTPIPKLTT*LSTLDRS 

TRQKVNKDTQELNSALHQADL 

IDIYRTLHPKSTEYTFFSAPHHT 

YSKIDHIVGSKALLSK.CKRTE1I 

TNYLSDHSAIKLELR1KNLTQSH 

STTWKLNNLLLNDYWVHNEM 

KSEIKM FFETNENKDTTYQN L 

WDAFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQEIT1C 


8448 


38816 


A 


8505 


2853 


3925 


AVGPSVRTPRPYLCVRKDVHD 
VVPILRPSATSLFMPRAAGQGG 
QKAGGTEKSSGP* KDDV * RLQP 
PNGFRIIH*VQ*TCRKGCPHLSK. 
RNTFQFQN*R*NLLYPALPNIPH 
SSVEEGVGS1*ARSEDLEGAQLP 
♦LLARLFTCRSNTYRGLKFTEA* 
GGE*QSICYSTRRANYPKY/HM 
HPIQEDPDS* SKS* VTYKET*TP 
TQ**WETLT/PPLSTLDRSTRQK 
VNKDTQELNSALHQADLID\TT 
ELSTPNQKNLHFFQHHTTPIPKL 
TT YLE V KLVPQQM * KN RN YNKL 
SLRPQCNQTRTQD* ETH SKLLN 
YMETEQPAPE*LLGT*RNESRN 
KDVL*NQREQRHN1PESLGHIQS 
SV 


8449 


38817 


A 


8506 




376 


1PYLP*ST\YMETGMIYVVQGIY 
GYHHYMQDRIDDNGWGCAYR 
SLQTICSWFKHQGYTERSIPTHR 
EIQQALVDAGDKPATFVGSRQ 
W1GS1EVQLVLNQLIGITSKILFV 
SNTRKNKKVGNIVS 


8450 


38818 


A 


8507 


1 


1008 




8451 


38819 


A 


8508 


218 


343 




8452 


38820 


B 


8509 


306 


1434 




8453 


38821 


A 


8510 


3 


659 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8454 


38822 


A 


8511 


3 


1990 


EPHRIASPRFRQAFDSDGTDRTL 

•FLSDIEEEELTRGDPEQRHVPL 

RRKSEWKWAADRAAIDSRWN 

WLQAHVSDLEYRIRQQTD1YK 

Q1RANKGLIGLGEVPPP\EHTTD 

LFLPLSSEVKTDHGTDKL1ESVS 

QPLEN HGAPIIG\HISESLSTKSC 

G ALRPVNG V INTLQP VL ADH I P\ 

GDCSDAEEQLHKKQRLNLVSSS 

SDGTCVAARTRPVLSCKKRRLV 

RPNSIVPLSKKVHRNST1RPGCD 

VNPSCALCGSGSINTMPPEIHYE 

APLLERLSQLDSCVHPVLAFPD 

DVPTSLHFQSMLKSQWQNKPF 

DK1KPPK.KLSLKHRAPMPGSLP 

DSARKDRHKLVSSFLTTAKLSH 

HQTRPDRTH RQHLDD VG A V PM 

VERVTAPKAERLLNPPPPVHDP 

NHSKMRLRDHSSERSEVLKHH 

TDMSSSSYLAATHHPPHSPLVR 

QLSTSSDSPAPASSSSQVTASTS 

QQPVRRRRGESSFD1NMIVIPMS 

VAA1TRVEKLQYKE1LTPSWRE 

VDLQSLKGSPDEENEEPASPDV 

SSSHSLSEYSHGQSPRSP1SPELH 

cadi TD\/APnTPPm AcnnTcr 
SArL 1 rVAKU 1 rKJlLASLU 1 KC 

STPELGLDEQSVQPWERRTFPL 
AHSPQAECEDQLDAQERA A RC 
TRRTSGSKTGRETEAAPTSPPIV 
PLKSRHLVAAATAQRPTHR 


8455 


38823 


A 


8512 


1 19 


739 


ADDRDHLHIQTWCAKAPVFLQ 
PGSSWLSTKGKKM/PETPASDE 
PPLRQPAVRFEFLQHAPPDSLQP 
LGSPGHS*GPSSDTGQPAAGRW 
PRRQP*AAVQDLGPQTRGSASP 

PCHT\n PA A PQ APP.C A PPUVlCNyl 

SASAPSPTASPQMSKPPCAAAC 
LRGSGAGGGTVGPCLEPGGSAP 
PRARL PRC A AG S A RPG A A AGPP 
PGAGTTRAVP 


8456 


38824 


A 


8513 


1 


343 


MRMCLRLPTLMTKCTNWHVT 
GHLCRPT/MREPTPEP/WTGDTT 
TA*METRWPAEQPALAERRLFR 
AAPRGAFAG1AAPSPAAPPQPG 
SLG1LPEPTPAQAWAARNQLRG 
RIKERGS 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8457 


38825 


A 


8514 




405 


KKFNPAGERVCTILVDPSIPSTA 
YPSYGVPHS*GPSLSLPHL/SSSS 
RPSSISCPLNGPWKGCS*PPCRA 
QCAQPQQAT*ESCIHS/SSNCIPP 
AWEGETPSKKNKINGNPWSKIR 
DKTSGGEVEVWGLVAVAPVM 


8458 


38826 


A 


8515 


100 


1397 


PPASTYLMLERLKAPWSAALQ 

RKYFDLGIWTAPISPMALTMLN 

GLLIKDSSPPMLLHQVNKTAQL 

DTFNYQSCFMQSVFDHFPEILF1 

HRTYNPRGKV/CIYLPGGWTSG 

AAGGSSCPSSLLCHPC/ARRDT/ 

CRPVPDVPSIQEV*SSMGESLYH 

PGGSSFPSTAYPS/SWSSPQLRSF 

SQPSTFVSSSRPSSISCPLNGPW 

KGCS*PPCRAQCAQPQQAT*ES 

CIHS*ATASLQPSCPSFTHTGCS 

TTASGWLTAGEAELRAATTSR 

ASRSPPTSSASSLVPPHLRNKV 

WLLCSVTCSRTLQTRQTSTRAC 

VPRT1MLPQTPSPKAPNWSSW* 

NPTSSTPSMPSAQGQQPNCAW 

ASLLWSRNPHTSLALAQKR*TY 

RSWKIPIRCSPSPLPAAAATLTR 

PSTCPAATS*PCSVPAARCSSPT 

CCRLSGRQAVLPV 












326 


CLTQMYFL1S/FANVDTFLLAIM 

ALD/RLLAICSALRYCSIITPG\YS 

HFYCDAYLLMKIACSIHVNQH 

VFLGAVVLFL/APCALILVSY1RJ 

AAA/ILRIPSPTRRRKACSIC 


8460 


38828 


A 


8517 


2 


669 


T1SYPQCLTQMYFLISFANVDTF 
LLPIMALDHYVAICSALQ*CSIIT 
P/ELCQGLPVLA*AGSSLISPVHT 
V1MSRLAFCSSAQISHFYRDAY 
LLMKIACSHT*\NQHVFLGAVV 
LFLAPCALILVSYIRIAAA1LRIPS 
PTRRRKAC SIC S SHL SL VTL F YG 
TVLGICI*PPDSFSAQDAIATIMY 
TVVTSMLNPFIYSLMNKEVQEA 
VRRLFSRGSHSSWCW 
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SEQID 

NO: 


SEQID NO: 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8461 


38829 


A 


8518 




3594 


MVAAAAATEARLRRRTAATAA 

LAGRSGGPHCVNGGRCNPGTG 

QCVCPAGWVGEQCQHCGGRFR 

LTGSSGFVTDGPGNYKYKTKC 

T WL I EGQPNR1 M RLRFN HF ATE 

CSWDHLYVYDGDSIYAPLVAA 

FSGLIVPERDGNETVPEVVATS 

GYALLHFFSDAAYNLTGFNITY 

SFDMCPNNCSGRGECKISNSSD 

TVECECSENWKGEACDIPHCTD 

NCGFPHRG1CNSSDVRGCSCFS 

DWQGPGCSVPVPANQSFW 


8462 


38830 


A 


8519 


1 


471 


ALCAPQPGKCFCTTKGSSG/DE 
CQLC EV/ENRYQANPLRGTCYN 
TLLlDYQFTFSLSQEDDRYYTAI 
NFVATPDEQNRDLDMFINASK 
NFNLN1TWAASFSAGTQAGEE 
MPV VSK.TN 1 KEYKDSFSNEKFD 
FRNHPNITFFVYVSNFTWPIKIQ 
VQTEQ 


8463 


38831 


A 


8520 


1 


4289 




8464 


38832 


A 


8521 


1 


3488 


MDYGVLTRLTGSSGFVTDGPG 

NYKYKTKCTWLIEGQPNRIMR 

LRFNHFATECSWDHLYVYDGD 

SIYAPLVAAFSGLIVPERDGNET 

VPEVVATSGYALLHFFSDAAY 

NLTGFNITYSFDMCPNNCSGRG 

ECKISNSSDTVECECSENWKGE 

ACDIPHCTDNCGFPHRGICNSSD 

VRGCSCFSDWQGPGCSVPVPA 

NQSFWXTREEYSNFKA/LPRASH 

1CAVVNGNIMWVVGGYMFNHS 

DYNMVLAYDLASREWLP 


8465 


38833 


A 


8522 


4794 


5740 


Y1CNWY1CMKDSSFPSLVQSPRS 
PGSCGLSGWGWGCPRVASAGS 
ACSCNSAVPARRTQEACRRELI 
GGRSTIFTDVQGQWGAPGTVN 
EGNSACPPTLRVTVAAWLSLLF 
VLCRVCAASVPSLVRLRWGPQ 
CSGPWGAWAPPWAARVSQPG 
AGPGRGAEAQLLPAASIQWPC 
HQAPHLLLVLALVTSQGPSRCR 
GFCLAGPCQGGPGGLLILFCHW 
NVPLQFSSLFFFF*DGVSLLLPR 
LECSGSISGHCNLRLPGSSDRPA 
LGS*VAGDYRCLPACSANFFVF 
LVEKGFHHVGRAGLK.LL/MVIH 
LPRPPRVLRLQA 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8466 


38834 


A 


8523 


594 


2868 


CWTSRNRRPIPGSCHPMELPRPF 

RGKAKVQNHQLVH\HNKALIN 

RGSLTFWLDDGAIQAWHCPVK 

TYYQYTPVSSKAMY/DAFWNG/ 

KPRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAAIDGFIG 

DVSGLANGNGATGDFAGSNSQ 

MAQVGDGDNSPLMNNFRQYLP 

SLPQSVECRPYVLSAGSE1GAA 

CASRSGYDNKGVRDIGYTDCK 

RSEDLDPLRHQILGGKKAIQFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSSYRHHALL1LTPMSGTRF 

PPIPGPVVNIRVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQ1RIRYA 

PSAPRLPPPEVYCSNSTIVYVRN 

NPSGPTPGFAGGTLLEGRSGGP 

FRFYAKRAK.GDVLK.PFSLNLPL 

QTLIRFMVDIACGMEYLSSRNFI 

HRDLAARKCMYEFWRTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPL1TSNTVTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 


8467 


38835 


A 


8524 


302 


409 




8468 


38836 


A 


8525 


199 


359 


ARRQQVSVK.SYRWEEEDQHCG 
ELQGSE*VSDGLFKPP*S*HGW 
VEEERQKEQN 


8469 


38837 


A 


8526 


1853 


2032 


VKQSTALLPHAVAC*PKV1SSG 
ARGLKSILVLIRIVVMMVSMLP 
QLALSGWGRFRVLPG 


8470 


38838 


A 


8527 


118 


445 


AAGGEPGDAPWVPGVWEPPES 
VCRGPPPSSTFPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
NNGPQAAQGSLSGIPDAATLSG 
I*RASILHVSVVE1ISSPGFR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8471 


38839 


A 


8528 


1 


770 


MRVLGIETSCDETGIA1YDDEK 

GLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPL1QAALKE 

SGLTAKDIDAVAYTAGPGLVG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAQLAKRAGEA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRLGGYSILADHGG 

*KFHCA*RHGATSGDGKVLD 


8472 


38840 


A 


8529 




834 


VGRVEIADQYQDLAILWNCLG 

SDIIASSRQRRPFRGKAKVQNH 

QLVHLQQSSHQPWLPHFLAG* 

WGDSGLGGGS\EGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KMANANKGAMTENADENALQ 

SDAKGKLDSVATDYGAA1DGF1 

GDVSGLANGNGATGDFAGSNS 

QMAQVGDGDNSPLMNNFRQY 

LPSLPQSVECRPYVFGAVRHDV 

RRIRVTGVTRVTPPEEVDTSVH 

SRGAHRIRSGFAPKRSVRVTTD 

TC1KRNSTCGVKSLSLWDGGGF 


8473 


38841 


B 


8530 




811 




8474 


38842 


A 


8531 


1 


1044 




8475 


38843 


A 


8532 




1472 


GVVGERAGMARPGRPREGGGS 

G/GYSRPVPPAGGPGP*RGRTR]/ 

SGLANGAGPVVFQFLTELTRLF 

QKCRTSGSVYITLKKCKQREGS 

RAMLPGFPYTPVSSKAMYDAY 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANANKGAMTENADENA 

LQSDAKGKLDSVATDYGAAID 

GFIGDVSGLANGNGATGDFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFSIDCDKIKILRGVFAFLLYV 

ATFMLPVIANIAIPQKRPFMQQT 

RCEVQCREDIEVQKLKSYDKLL 

ASINKKPGVNGWQKRRITVNA 

GEAHDQQALDYALYHLRIMTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFHLFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAPISVGKARAAAKK 


8476 


38844 


A 


8533 


609 


855 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8477 


38845 


A 


8534 


369 


1278 


GHTACRWYSQGRHPGPELSPFL 

*GPG*NAGHVISMPAARPMEPC 

LGTGGLDVLLHHLRPDLPPAAL 

PGSAWPGEGALPLPGQVSGRG 

RSAACLQPGAWPGRGAAPVRR 

RPRPA A AG S VREAELLESPHLA 

AHRDC * L A RK.LN SGGYIPQAEY 

GKHAGLPLPGARALSCGCRAR 

APVPAALPHPLLDHQDPGPAGR 

IYGTGAGTQTLDGSAPRTSRAL 

GSTQMPEARPGLAGWGVAGV 

WSRG* SR*TRGSAS/SPRPRRCA 

LLALPGAAVSGDLRARNPRGSR 

PPKAPSGRGGPLLPPHRSTPRR 


8478 


38846 


A 


8535 


3 


2494 


YQRQSSSPEDPAETASPTYALIA 

ACQSEIQLQTRQQPCDMAPGPL 

DCDPVKGSSRKRMFLMNAPPV 

VALQPKWEASVPPGSFRFPECF 

SEADKGVESMSPTMHKELPAL 

AACGLVADFDPVGEEETADFG 

PLVLDSDSDDSVDRDIEEAIQEY 

L/KG G GSRCKRE L A HSS/APTAL 

CSPKLVPGSGG/GGPGSQVGSS 

KDQGSASPVSMSRADSFEQSIR 

AEIEQFLNEKRQHETQKCDGSV 

EKKPDTHENSAKSLSKSHQEPA 

TKVVHRQGLMGVQKEFAFCRP 

P\RLAKTNVQPRSLRSKVTTTTT 

QEKEGSTKPATP/TRPSEAVQN 

KSGIKRSASTARRGKRVTSAVQ 

APEASDSSSDDG1EEAIQLYQVQ 

KTRKEADGDPPQRVQLQEERA 

PAPPAHSTSSATKSALPETHRKT 

PSKK.KPVPTKTTDPGPGDLDAD 

IISPK1PKETKAPPPTSPASRSKF 

VEWSSCQADTSAELI\AVLDIFK 

TILP/APMEGSDGSLSASPLFYSP 

NVPSRSDGDSSSVDSDDSIEQEI 

WTFL ALK VQSRSL LA RG A AGQ 

APERVEKQAPAGAEELPKSKRD 

SCEGSRKKPPSVFGSRAERTKP 

RPSCSSVDSDDSIELEIRKFLVE 

KA KESG VPGQAQPCL WKPTLA 

GEEGLRSPAKQEGLTSAIVAGIS 

AALGPEHTWVPGATTPRTPSVA 

PVLVPAVPTHWKK.LAPACGGP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8479 


38847 


A 


8536 




2463 


MHK.ELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYL/KGGGSRCKRELA 

HSS/APTALCSPKLVPGSGG/GG 

PGSQVGSSKDQGSASPVSMSRA 

DSFEQSIRAEIEQFLNEKRQHET 

QKCDGSVEKKPDTHENSAKSLS 

KSHQEPATKVVHRQGLMDVQ 

KEFAFCRPP\RLAKTNVQPRSLR 

SKVTTTTTQEKEGSTKPATP/TR 

PSEAVQNKSGIKRNASTARRGK 

RVTSAIQAPEASDSSSDDGIEEA 

IQLYQVQKTHKEADGDPPQRV 

QLQEERAPAPPAHSTSSATKSA 

LPETHRKTPSKKJCPVPTKTTDP 

GPGDLDADHSPK1PKETKAPPP 

TSPASRSK.FVEWSSCQADTSAE 

LI\AVLDIFKTILP/APMEGSDGS 

LSA SPLFY SPNVPSRSDGDSSS V 

DSDDSfEQEIWTFLALKVQSRSL 

LARGESCPQAAQGPLSPPGLSS 

QTGSPKAPLSKTLDPL/LGCKRK 

HRGG\SKLAQPARPRDGRAPLG 

WDLSIQGTASEAPGGEGAARVP 

GDTRTSQGQGKTDEARHLDKK 

KSSEDKSSSLDSDKDLDTAIKD 

LLRESQGPAPSPGSLSDNSSSVD 

SDDS1ELEIRKFLVEKAKESGVP 

GQAQPCLWKPTLAGEEGLRSP 

AKQEGLTSAIVAGISAALGPEH 

TWVPGATTPRTPSVAPVLVPAV 

PTHWKKLAPACGGPGQSLID1D 


8480 


38848 


B 


8537 


1 


3345 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8481 


38849 


A 


8538 


1 


1339 


MTKKSPGPDSFTGHWCVISIPS 

GYERSRLKVTLPEEGRGALPFL 

VSVAISSGSCSDNNAAVPTVLE 

GATTVISAAAVLRDPHDGAREII 

LEAMTISAVAIAAE1SWTSQCG 

LCLHPGMFMPYRHGDGIRDLLP 

LVLSATICAEFFKGDSKKPSKK 

RVKRKP YSTTKVTSG STFN ENI 

RRYAVHTNQCRRPHGSRVKKK 

RYPQEDDFHHTVFSNLERJLDKL 

QPTLEASEESLVHKDRGDGERP 

VNARVVQVAPLRLESSKYSGIT 

CQENNLDAKK A/TP/C RTP YMT 

SLTRTPHTTSLTR1LST A/SAN EA 

ADKGIANEDAAQGIANEDAAH 

G\MPARMPPRASPTRSPPRASPT 

RTPPRAS PTRTPPRA SPRRTPPT 

GSPRRTPPRASPTRTPSTASPTR 

TPPMASPTRTLPTALLTRMPCT 

ASLMRTPYTTSLMRVPYMTSL 

MTPYKAR 


8482 


38850 


A 


8539 


1 


3090 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPPVRLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8483 


38851 


A 


8540 


1 


2919 


MH KELPALAACGL VADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPP\RLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

K PATP/TRPSE A VQN KSGIKRS A 

STARRG KRVTS A VQ APEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8484 


38852 


B 


8541 


1 


1122 




8485 


38853 


A 


8542 


1 


1074 




8486 


38854 


B 


8543 




1017 





1060 



WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8487 


38855 


A 


8544 




1436 


MNLPRAERLRSTPQRSLRDSDG 
EDGKIDVLGEEEDEDEVEDEEE 
EASQQFLEQSLQPGLQVARWG 
GVALPREHIEGGGGPSDPSEFG 
TEF RA PPRS A A A S ED ARQPA KP 
PYSYIALITMAILQSPHKRLTLS 
GICAFISGRFPYYRRKFPA WQN 
SIRHNLSLNDCFVKIPREPGRPG 
KGNYWSLDPASQDMFDNGSFL 
RRRKRFQRHQLTPGAHLPHPFP 
LPAAHAALHNPRPGPLLGAPAP 
PQP VPG A Y PNTAPGRRPY ALLH 
PHPPRYLLLSAPAYAGAPKKAE 
GADLATPA/ALPVLQPSLATVK 
PVGQFCSNSSGIRRRTAGNGCAP 
TKGAVLGGHLSAASAAAAVSG 
GGRGLWADIARALWAERDLTS 
FFSIAHAQFPGRVRRALLEPGSR 
QPHSPTGVQKRPLLANPAGLGQ 
SKSSETTENRG/CPMSCQLLAGL 
RSNSPLSVVRKRLRADLPSFIAN 
KRPGRAATAAEPRRDFL 


8488 


38856 


A 


8545 




1287 


MNLPRAERPRSTPQRSLRDSDG 
EDGKIDVLGEEEDEDEVEDEEE 
EA SQKFLEQSLQ PG LQ V ARWG 
GVALPREHIEGGGGPSDPSEFG 
TKFRAPPRS A A A SED A RQPAKP 
PYSYIALITMAILQNPHKRLTLS 
GICAFISGRFPYYRRKFPA WQN 
SIRHNLSLNE*FVKIPREPGHPG 
KGNYWSLDPASQDMFDNGSFL 
RRRKRFKRHQLTPGAHLPHPFP 
LPAAHAALHNPRPGPLLGAPAL 
PQPVPGAYPNTAPGRRPYALLH 
PHPPRYLLLSAPAYAGAPKKAE 
GADLATPGTLPVLQPSLGPQPW 
E/RGQGSGVATGR\GCISFSIESI 
MQGVRGAGTGAAQSLSPTXAW 
SYCPLLQRPSSL\RTILQQQQQH 
QEEDCANGCAPTKGAVLGGHL 
SAASALLRYQPVAKGLWADIA 
AAPLGGEGTSPVFL 



1061 
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SEQIR 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8489 


38857 


A 


8546 


202 


823 


AQNPTAFGVKHTSSGGEETFPN 
IRGIKKSPPQLSSSSIRLSKNILST 
TGKTVHQTRDDDQPRDFFKKR 
NRVNESHQKSSNMNAGPSWNK 
VQHSKNSSGKRQSKSQVPHASS 
QPRSSLTAVTQPTEEKLIES1SPE 
ARRKRNPLGFRCQGASRNKLFL 
DFQSMKIIKENADEDSASDLSD/ 
SGKNSHSSFSPHTSRSQSSS*RN 
RVNESHQKSSNMNAGPSWNKV 
QHSKNSSGKRQSKSQVPHASSQ 
PRSSLTAVTQPTEEKLIESISPEA 
RRKRNPLGFRCQGASRNKLFLD 
FQSMKI1KENADEDSASDLSDSE 
RIP1PPSPLTPPDLNLRAEEIGSSL 
L 


8490 


38858 


C 


8547 


219 


1013 




8491 


38859 


C 


8548 


252 


452 




8492 


38860 


A 


8549 


25 


443 




8493 


38861 


A 


8550 


20 


1371 


RLRGPALGAGGGSVTLRL/PRS 

EQAARKEAGLNTMIPLEKPGSG 

GSVPRRHLRLGPGSSGS*AGRA 

RTPPPPQARGLLTE1RAVVRTEP 

FQERLQPVPRAGSWAGGKFSSG 

EKMYKEKILGKNLLQSS+EKRR 

K\SQDCRMEIIHE1AVLELAQDN 

PWVFNLHEVYETASEMILVLEY 

AAGGEIFDQCVADREEAFKEK 

DVQRLMRQ1LEGVHFLHTRDV 

VHLDLKPQNILLTSESPLGDIKI 

VDFGLSRILKNSEELRE1MGTPE 

YVAPEILSYDP1SMATDMWSIG 

VLT Y VMLTGI SPFLGN DKQETF 

LN1SQMNLSYSEEEFDVLSESA 

VDFIRTLLVKKPEDRATAEECL 

KHPWLTQSSIQEPSFRMEKALE 

EANALQEGHSVPEINSDTDKSE 

TEESIVTEELIVVTSYTLGQCRQ 

SEKEKMEQKA I SKRFK.FEEPLL 


8494 


38862 


A 


8551 


1 


1275 




8495 


38863 


A 


8552 


1 


4173 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8496 


38864 


A 


8553 




5115 


PDQFHN M DLRGGPHDG VTIPRS 
TSDTDLVTSDSRSTLMVSSSYY 
SIGHSQDLVIHWDIKEEVDAGD 
WIGMYLIDEVLSENFLDYKNRG 
VNGSHRGQIIWKIDASSYFVEPE 
TKICFKYYHGVSGALRATTPSV 
TVKNSAAPIFK.SIGADETVQGQ 
GSRRLISFSLSDFQAMGLKKGM 
FFNPDPYLKISIQPGKHSIFPALP 
HHGQERRSKIIGNTVNPIWQAE 
QFSFVSLPTDVLEIEVKDKFAKS 
RPIIKRFLG 


8497 


38865 


A 


8554 


202 


260 


ARV1IQPVSLKQRFPLELGRHH 
QDSEAHAPPPGPAAASRGGI*V 
AWPAPRAGVVSLLGCRSSWTA 
AMELSAEYLREKLQRDLEAEH 
VLPSPGG VG QVRGETA A SETQ 
AGERVPSRRAPAHPCL 


8498 


38866 


A 


8555 


72 


578 


GSKGSVAGARAWVVSLLGCRS 
RWTAAMELQRRIPPREAAAGP 
WRRSMWRWRTRPSTVAPVASE 
SWWCRPSSRGNRCFQRHSLDPS 
MT1HCDMVITYGLDQLENCQT 
CGTNYIISVLNLLTLIVEQ1NTKL 
PSSFVEKLFIPSSKLLFVLRYHKE 
KEVVAVAHAVYQAML 


8499 


38867 


A 


8556 


299 


939 


LPSPGGVGQVRGETAASETQVL 
YRAMRRVTAANQAFFSEAEVT 
AAKERGIVLPLRC\DPS\QTIHCD 
MGMTYGLDQLENCQTCGTNYII 
SVLVNLLTLIVEQ1NTKLPSSFVE 
KLVIPSSKLLFWRYHKEKEVVA 
VA\HAVLSRPMLQLGRNIPCFG 
RTAY*V*YWGRKWTCGPLNNL 
PGTVCNFPEACSEIKHEAFKNH 
VFNVDNAKFVVKFDLN 
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SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflast 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon,/=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8500 


38868 


A 


8557 


1407 


2783 


SSAASHSSSPGAASRARATAGS 

RRRSSPIQSCHPPASACGQSGQS 

ETHRLAMRNRTPPS*GFSSK7H 

MRRSSSLASS*RG*KSVAVIL*IS 

ASGILPTDVNHLSPTPGSSETCHR 

PHPGH*EPSDCLQKLPASALG*S 

*QEQLSHNSPRSA*AQYA/ESSG 

NSFFSSKVGD*RFTTTVA\PGGP 

GRRTLPGKPSPEHPHRLPELPPP 

RSPAQVCDQTLVAPHDHNTAG/ 

TPGDQVCLTLVSTSRSLSVLSK 

GCFFLHIISTLSVQAGVRHLSLV 

S*AAEPTSYL*VGPKLMAPS*KS 

LKIRTRKPRADDSPGTSRYSSA 

HTRTRKPRADDSPGTSRYSIAH 

TRMWKPRADDSRHXSRYSTGCR 

SPGQMTLHAPADTALHTPG/PR 

KPRADDSPGTSRYSTAHTRTRK 

PRADDSPGTSRYSTAHTRTQKP 

RADDSTGTSRYSTPLASRRHRI 

AASASWALVVLICLTL 


8501 


38869 


A 


8558 


92 


1817 


PLRNTGLCRGKGHPGLESSGSR 

RRRDGRASERRQTQRERGKTLP 

CSSHSPWWLKLANASAPAVWSQ 

AHRTQKPRADDSPGTSRYSTAH 

TRTRKPRA DDSPG T\PDTA LQTP 

GRRSPGQMTPGTSRYSTGRGSP 

GQMTPGTSRYSTERRSPGQMTL 

QTPADTAQDA EAQGR* LQA PA 

DTALHTPGRRSPGQMTLQAPA 

DTALHTPGHRSRGKMTLQAPA 

DTALHTPGRGSPGQMTLQAPA 

DTALHTPERSEPGQMT\PRRPA 

DTALHTPGRGSPAQMTLQAPA 

DTALHTPGRRSPGKMTPGTSRY 

SIAHTRTRKPRADDSPGTSRYST 

AHTRTQKPRADDSPGTSRYSTA 

HTRMRKPRADDSRH\SRYSTGC 

RSPGQMTLQAPADTALHTPG/P 

RKPRADDSPGTSRYSTAHTRTR 

KPRADDSPGTSRYSTAHTRIRK 

PRADDSPGTSRYSTAHTRTQKP 

RADDSRHQQIQHRMQKPRADD 

SPGTRRYSIAHTRTRKPRADDSP 

GTSRYSTAHTRTRKPRADDSPG 

TSRYSTAHTRTQKPRADDSPGT 

SRYSTRAGCCPPGLASSAWAGL 

RLKTRKGWTW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














GISAjyuiLyiNLr W^LKrlOrlM^S 

\PSASNTGWGSSS*SIVPSSTVSS 
WSTAMKLSSSLSEELAMTFHST 
ENIVVLGWVQWLTPVVPALWD 
SEAGRSP 


8503 


38871 


A 


8560 


337 


1879 


VHVGAARRGFGVYPVLSLTVS 

GTQNCGPCLQTV VSTYQRV* PI 

SVIMVS*RLSRKETFSGRAVPILI 

LEPQSLSASRTVHAIMM/HNQS 

MYVFGGCTQSSCNAAFNDLWR 

LDLNSKEWIRPLASGSYPSPKA 

GATLVVYKDLLVLFGGWTRPS 

PYPLHQPERFFDEIHTYSPSK.N 

WWNCIVTTHGPPPMAGHSSCVI 

DDKM1VFGGSLGSRQMSNDVW 

VLDLEQWAWSKPNISGPSPHPR 

GGQSQLFKDAWLLHMHSGPW 

AWQPLKVENEEHGAPELWCHP 

ACRVGQCVVVFSQAPSGRAPLS 

PSLNSRPSPISATPPALVPETREY 

RSQSPVRSMDEAPCVNGRWGT 

LRPRAQRQTPSGSREGSLSPAR 

GDGSPILNGGSLSPGTAAVGGS 

SLDSPVQAISPSTPSAPEGYDLK 

IGLSLAPRRGSLPDQKDLRLGS1 

DLNWDLKPASSSNPMDGMDN 

RTVGGSMRHPPEQTNGVHTPP 

HVASALAGAVSPGALRRSLEAI 

KAMSSKGPSASGRH 


8504 


38872 


A 


8561 


25 


313 





1065 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8505 


38873 


A 


8562 




1409 


MIERVLEGKWALSRAEGLHRH 
QCLEFLIHLVFQLMKVVNEMCP 
NITRIYNIGK.SHQGLXLYAVEIS 
DHPGEHEVGEPEFHYIAGAHGN 
EVLGRELLLLLVQFVCQEYLAR 
NARIVHLVEETRIHVLPSLNPDG 
YEKAYEGGSELGGWSLGRWTH 
DGIDMNTNFPDLNTLLWEAEDR 
QNVPRKVPNHYIAIPEWFLSEN 
ATVAAETRAVIAWMEKIPFVLG 
GNLQGGELVVAYPYDLVRSPW 
KTQEHTPTPDDHVFRWLAYSY 
ASTHRLMTDARRRVCHTEDFQ 
KEEGTVNGASWHTVAGSLNDF 
SYLHTNCFELSIYVGCDKYPHE 
SQLPEEWENNRESLIVFMEQVH 
RGIKGLVRDSHGKG1PNAIISVE 
GINHDIRTA\TDGDYWRLLNP\G 
EYVVTAKAGRFHCIHPRTCMV 
GYDMGAHK/CLNFTLSKTN\LA 
RIRRDHWRSFGKAAPSALPSPG 
G*KLRG\RKRRQRG 


8506 


38874 


A 


8563 


3 


749 


KTDHILGHKTCLKTFRKJEIISGI 
LSDHSGIKLQINNKGNFGNHTS 
TWKLNNMLLNDQ*VNEEIKKEI 
*NHPETNDNGNATYQNL*DTG 
KEVLRGKL/IPISTYIK*VEKLQI 
NNLTMHLKELEKPEQTKRKITR 
RKEI I KIRAEIMEIEAKKTI PKFN 
ETNSWFLENIHKTNEHLARLRK 
KDPNKIREEKEDIITDTVEIQRII 
RSYYAKKWENLEETDKFLDTY 
N LPRLKNEEVQNL SRPITTT VPI 


8507 


38875 


A 


8564 


1 


842 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8508 


38876 


A 


8565 




1203 


VPELFGNCRQLLEEVEVAT*PR 

RFRDSPGGSVQGLWTSLRRAAE 

MLFPVHLVRPRM'ILERFVPHA 

LDYLLGSRLFKEPLPLKQVNPS 

RSLDHLQRVAREHFINYLTQCH 

CYHVAEFELPK.TMNNSAENHT 

ANSSMAYPSLVAMASQRQAK1 

QRYKQFCKELEHRLSAMKSAVE 

SGQADDERVRGYYLLHLQRWN 

VDISLEE1ESIDQEIKILRERDSSR 

EASTSNXSSRQERPPVKPFHSHF 

GTWLHSQSTFGAGYSKGWPTY 

RTVS\DWYE\QHRKLWSTYPDQ 

GI\AKAAPEEFRKAAQQQEDQ\ 

KKRRKRM\RTKQLPQSPGVGM 

TGSDTHP*GPMGTDRTWADLP 

TTPQD\SGVH\TPLPRKTMQSSP 

PPVSWLQLCTTEGKDAK.SCFAF 

SKVSSDLSVYLYP 


8509 


38877 


A 


8566 


1 


995 


GTKELLLT*LGGSPLLLT*TKPL 
G V DPL\LKG G VTQGFNEKA VFA 
ALRPSYGQPAGKPAFAGAMSL 
AGAQGSLWSVEGGNKLVCSGL 
LKLTKANV1HATVTSVTLHSTE 
GKALYQVAYENEVGNSSDFYD 
IVVIATPLHLDNSSSNLTFAGFH 
PPIDDVQGSFQPTVVSLVHGYL 
NSSYFRFPRP*AFPL\SN1LTTDF 
PSFFCTLDMICPVN1SASFRRKQP 
QDAAVWRVQSTKPLFRTQLKT 
LFRSYYSVQTAGVGRANPLYG 
FRPHG FPRF AL H DQLF YLN ALE 
WAASSVEVMAVAAKNVAFAW 
LYNRWYQDLDKIDQKDLMHK 


8510 


38878 


A 


8567 


1 


372 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8511 


38879 


A 


8568 


1 


1699 


MHAKSIKTQALADMEKLKVVV 

RDKNWVARIIPQMTSKGHVGV 

TTTSS AKLKSQG KDS V A V K R V 

RSGLMIGFRFMVIPPYSFGPQVL 

ME1PKDADKLLCPSCAAVVLG 

QKKHETQTLSLKELPVQDMVV 

PKEDPGTWEWRTVKEGILEEV 

MCWLQSRVEGDWAKEERKIFH 

EGELAEAKAGRGGLASCTCCPL 

TPGKMAGPWTFTLLCGLLAAT 

LIQATLSPTAVLILGPKWIKEKL 

TQELKDHNATS1LQQLPLL1AM 

REKPAGG1PVLGSLVNTVLKHII 

WLKVITANILQLQVKPSANDQE 

LLVKIPLDMVAGFNTPLVKTIV 

EFHMTTEAQATIRMDTSASGPT 

RLVLSDCATSHGSLR1QLLHKL 

SFLVNALAKQVMNLLVPSLPNL 

VK.NQLCPV1EASFNGMYADLL 

QLVKVPISLSIDRLE/F*PSVSCH 

QG*HHSALPGGQVVGLTGKGD 

QVV\HNSAASLTMPTLDNIPFSL 

IVSQDVVKAAVAAVLSPEEFM 

VLLDSVLPESAHRLKSSIGL1NE 

KAADKLGSTQIVKILTQDTPEFF 

YRPRPCQGGPTDRAGSVSLQ 


8512 


38880 


A 


8569 


1 


1060 


MGLPAQGVGGNTLAKLLASDD 

1AKGGKRNKSEASVVRNAADA 

PKVLQDLSARLMGDFELRNCN 

SPCTLLIGIVVLINAAAETLVFLS 

DHMEDQGSSQLNVAVLSYFQQ 

QDPEGQKEETAG1DLMDMASDI 

LQPKGDDVARJSWYLRDIITRY 

QETFN V 1 ERCPKPVIAA VHGGC1 

GGGGAAAPMPRPLASSLSSVM 

GQTVSQEAAPPPGSQGWFWWS 

FSIPGLYLLGVDLVTACDIRYC 

AQDAFFQVKEVDVGLAADVGT 

LQRLPICVIGNQSLVNELAFTAR 

KMMADEI SSKSPV ALQ/S/TK VN 

LLYSRDHSVAESLNYVASWNM 

SMLQTQDLVKSVQATTENKEL 

KTVTFSKL 


8513 


38881 


B 


8570 


331 


1200 




8514 


38882 


A 


8571 


3 


379 


TSLTFHSPEVPSS* PPSCTR* AGA 

ARGPRPPGAAGRPR*SC*GPPGT 

RRWQS*GGTSPLGPVPGGRSGA 

ASCGLPDCEL*PLKRSAQGRNQ 

CPV*SSPRSWSRSRSEPCAARG 

WPPSACRHGNRR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8515 


38883 


A 


8572 


384 


1718 


SLQLPRGLLPESCAADPGA*PPS 
CTR*AGAARGPRPPGAAGRPR* 
SC*GPPGT/PALAKPPSCPVVTS 
AAPTQARPMIKPQGAAWSTQK 
LPIPTSASPTQKSPIPTSASSTQK 
LPIPTAAWSTQKLP1PTAAWST 
QKLP1PTAAWSTQKLPIPTAAW 
STQKLPIPTAASSTQKLPMPTAA 
SSTQKSPIPTAASSTQKLPIPTAA 
WST*KLPITRAAWSTQKLP1PTA 
ASSTQKYTIATAASYHAKATDA 
WST*KLP1PRAAWST*KLPIPTA 
AWSTQKLPIPTAASSTQKSPIPT 
AASSTQKLPMPTAAWSTQKLPI 
PTAAWSTQKLPIPTAASSTQKL 
PMPTAASSTQKLPMPTAAWSTI 
TTMGATTHAGPSTDTQNVVFLH 

prcpeqassqrsgagad*glsn 
pk.vssaeapscakdepevek.gr 
gpapwtsqrwrravgrprg 


8516 — 


38884 


— 


8573 


302 


543 


KL HLG WG KTPG * H W G L Y *N L P 
RLNGPN SLM PSLRR VRRN K AR 
QVTSIAGCALQMEQWMHGMT 
RHPTRISTPITAAREVRI 


8517 


38885 


C 


8574 


253 


396 




8518 


38886 


A 


8575 


1107 


1751 


LQDLSQYFGGSQLIKT*1G*TTSI 
1TNSNL*TTLEM/SVKGIAEQLG 
TNCQMAWENR1ALDMILAERG 
GVCIMIKTECCAFIPNNTAPNGS 
ITKALQGLTALSNELASSSGVN 
DPFTGWLEKWFGKWKGITASIL 
TSLTAVMGVLILVGCCVIPCICG 
LVQRHRGPPLVV1ETKPLGLER 
LAGLPVGHALKLGSGIQATPQN 
GENADRREAFPAAS 


8519 


38887 


A 


8576 




1365 




8520 


38888 


A 


8577 


3 


263 


QLILKDKFITQSAADIKEKLQKS 
TLGPERNLKTLLNLAT/CCFL** 
RSGGAGGTGQTR*EKGHHFSH 
GPRASGLWRLWNAESLGKSNA 


8521 


38889 


A 


8578 


365 


470 




8522 


38890 


A 


8579 


1 


1278 




8523 


38891 


A 


8580 


23 


257 




8524 


38892 


A 


8581 


1 


1812 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8525 


38893 


A 


8582 


265 


699 


LLGSTVLFHDPQLL1ELYHSSHG 
PKVPFLG1REAKNSRSENTRLAT 

II CACl I P<iWk"\X/PTTTl r,A} *A 
ILUAOLLroWNWr I I ILuAL A 

R TPR * UFCIWHA/TmrYS/R IP A \/K 

LQMEPKMQSKTK1YRRPLDRPA 
SPRSDVNDIKGTPREEISAAKAPL 
LRPNSAGSS 


8526 


38894 


A 


8583 


2 


181 




8527 


38895 


A 


8584 




69 




8528 


38896 


A 


8585 


1 


674 


MDLNYTLEQMDLTDIYRTFHPT 
TTEYTFYSTGHGTFSKTDDVIG 
HKMSLDKFKKIEMISNTVSDHS 
GIKLEINSERNLENHANTWKLN 
N LLLNEC WVKN K.MKMEIKKLF 
ELNDNNDTTYHNLWDRAKVVI 

PrUiTlAI MTVf W IfCPD A HTHMI 
KLils.dA.LfN 1 1 iNKofcKAy 1 LJfNL 

Jvl JS. IN IS. IN ri 1 VI J 1 0 1 U A t IS. A r U IS. 1 \J ri 

PFMIK.TLSKISIRGTYLNLIKDI/S 
NRG 


8529 


38897 


B 


8586 


1 


415 




8530 


38898 


A 


8587 


1 


516 




8531 


38899 


B 


8588 


1 10 


382 




8532 


38900 


A 


8589 


140 


253 


QNKACQHPPKITRVHQQWIQT 
KKKSS1YLKKEFRRLVIKLIREA 
PEEGKAQCKEVQKL1QKVQGEI 
IDEIDT1NKKQPKLQETMDTLTK 
MQNAQESLSNRIEQEEEHSK.SL 
EN1FGS1MEENFPSLARDLDSQI 
QEAQRTPGKFITKRSSPRHIVIR 
LSKVKTKERJLRVVRQKRKMVL 
KS*PGNMTKQGLSTSPKNHTSS 
PTMDPNQEE1LDLPEKRIQEVSY 


8533 


38901 


A 


8590 


89 


194 




8534 


38902 


A 


8591 


2 


633 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8535 


38903 


A 


8592 


298 


2648 


GSSKILLFNQNEDDKINFELFFF 

FVASALVLVQKAFSRSWSSMA 

LADKRLENLQIYKVLQCVRNK 

DKKQIEKLTKLGYPELINYTEPI 

NGLSALHLASVSNDIDMVSFLL 

DLGAHPDVQDRMGCTPTMRA 

AELGHELSMEILAKAKADMTIV 

DNEGKVLEGTGGLTSSPLAHIA 

VALHIPRRDTQGVLFYC1LPTKR 

HYRCALIALEHGADVNNSTYE 

GKPIFLRACEDAHDVKDVCLTF 

LEKGANPNAINSILKLLFAYNG 

DVGLISINGNTPLHYAAMGGFA 

DCCKYIAQRGCDLKWKNLDHK 

TPRAVAKEGGFKAASKEIRR/C 

RENR**TSQARSQKSQIPLWAL 

RLHDWS VERE A FLREAFAVLD 

RGDGSISKNDFVMVLEE\SRIM 

QAQNSWLPFAHLHEKTRGGGV 

NIN*ILLKEPDILNKSFVLGSYGP 

KKKEKGMGKKGKKGK.FVLPLP 

ICVIPEYAFPRRQDGGPPYYMIE 

TYKNVTDSSRFNRDHPPEHP1Q 

DDSVWYIDDSEKVFSNINIITKA 

GDLASLK.KAFESGIPVDMKDN 

YYKTPLMTACASGNIDVVKFLL 

EKGYASPSGQQDIVELLVESGA 

LIDAASJHNSTPLNRAIESCRLD 

TVKYLLDIGAKFQLENRKGHSA 

MDVAKAYADYR1IDLIKEKLDN 

LPKPAENQKLKGKTPP1LKTEG 

PEIK.KEEELLSSIYGVPTTSEGK 


8536 


38904 


A 


8593 


3 


838 


MGRGWTQAVGPRWSGGSSCTL 

YSVGADGRGQGHQSRGCRPPG 

PPSASSAPCLAWGAAGRARRE 

GLRQNAERSSPLTAPAGRP*PC 

GAGPCRR* SR* R\PL VGCLRPW 

ASPGTGAACGRCCCPPP*P/P*P 

NPWHFTVSKAFSYMPSTTA/RL 

VRGPRLLVGPVPVAPYIPP/PGS 

PASRRGSRCRGRSRPSPRPRPSV 

LSCHGVSL*TGPSLPGWLLQIW 

QRSAQMS/P/PPKGPP*GSREGPP 

PP/GPALLPAAAPGGQGHRAPA 

AGSCGRRAAARRMEWVRNSPP 


8537 


38905 


B 


8594 


1 


2700 





1071 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8538 


38906 


A 


8595 




1240 


FPPYATN E1GKVTGLNRRELG H 

GALAEKALYPVIPRDFPFTIRVT 

SEVLESNGMRRIGQPPASSRPV 

RRVRAPLPPPLLEVRAPLPASRP 

SGEVLCTVTFDSLESGJKSDQV1 

TAINGIKDKNFMLHYEFPPYAT 

NEIGKVTGLNRRELGHGALAE 

KALYPVIPRDFPFTIRVTSEVLE 

SNGMRRIGQPPASSRPVRRVRA 

PLPPPLLEVRAPLPASRPSGEVL 

CTVTFDSLESG1KSDQV1TAINGI 

KDKNFMLHYEFPPYATNEIGKV 

TGLNRRELGHG A L AEKAL YP VI 

PRDFPFTIRVTSEVLESNGSSSM 

ASAC\GGSLALMDSGVP1SSAV 

AGRTN*DWSPKPDPEKGEIRKII 

VC*QIFLGIEDYNGDMDFKIAG 

TNKGITALQAD1KLPG1P1K1VM 

EAIQQASVAKKE1LQIMNKTISK 

PRASRKENG PV VETVQVPLSKR 

AK.FVGPGGYNLKKLQAETGVT 

ISQVDEETVFCNLHQHPVLMLE 

G KRLSFTEICKDDQEQA IRN LG 

AVILPAHNNWKSE1LGVMGKII 


8539 


38907 


A 


8596 


152 


305 


DNQNGKLIKCS*PCNFVHRAPY 
AVEITVLRFHCNWTVQVAQRE 
RTFLILIK 


8540 


38908 


C 


8597 


414 


611 




8541 


38909 


B 


8598 


1 


403 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8542 


38910 


A 


8599 


1 


1702 


MDSDEGYNYEFDEDEECSEEDS 
GAEEEEDEDDDEPDDDTLDLG 
EVELVEPGLGVGGERDGLLCG 
ETGGGGGSALGPGGGGGGGGG 
GGGGGPGHEQEEDYRYEVLTS 
E\MILQHMVECIPvEVNEVIQNPA 
TITRILLSHFNWDKEKLMERYF 
DGNLEKLFAECHVINPSKKSRT 
RQMXNTRSSAQDMPCQICYLNY 
PNSYFTGLECGHKFCMQCWSE 
YLTTKIMEEGMGQT1SCPAHGC 
DILVDDNTVMRLITDSKVKLKY 
QHLITNSFVECNRLLKWCPAPD 
CH H V VK VQYPDAKP V RCKCGR 
QFCFNCGENWHDPV\QCKWLK 
KWIKKCDDDSETSNW1AANTK. 
ECPKCH VTIEKDGGCNHM VC R 
NQNCKAEFCWVCLGPWEPHGN 
SAWDTVPV*NEDDAKAARDAQ 
ERSRAALQSYLF\YC\NRYMNH 
MQSLRF\EHRLYAQ\VTQTMEE 
MQQHNMSW1EVQFLKKAVDV 
LCQCRATLMYTYVF\AFY\LKK 
NKPSFHIFENNPKARFDENATE 
GLSG\YLGTRKFPKDS\LQDIKQ 
KVPRPSTRYCESRRKGFVTSMC 
HEGYEKDLWEYIED 


8543 


38911 


C 


8600 


118 


219 




8544 


38912 


c 


8601 


16 


408 




8545 


38913 


B 


8602 


1 


996 




8546 


38914 


B 


8603 


1 


1302 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8547 


38915 


A 


8604 


983 


2127 


DNWKSIRGSCWQDPRELLTFM 
APCIGVVVMQTTR*K*NTLAGH 
PSAGVCWCVTSAAACTGAWD 
ATSPLSSTFATAPGLPRCCSQAS 
PAPRAEPLHGQPGAPPHALKRP 
PGLPWP* PQEARQYRHNQA Y A 
YSIQGDGAEDDDERIVRFHTRV 
IN H KKRKNSPRJ VQSNDLTEAA 
YSLSRDQKRMLYLFVDQIRKSD 
GTLQEH DGICEIH V AK YAE1FGL 
TSAEASKDIRQALKSFAGKEVV 
FYRPEEDAGDEKGYESFPWFIK 
RAHSPSRGLYSVHINPYLIPFFIG 
LQNRFTQFRLSETKEITNPYAM 
RLYESLCQYRKPDGSGIVSLKID 
WIIERYQLPQSYQRMPDFRRRF 
LQHIFVLRERPETVLIDL1QRTK 
DAVRELDNLQYRKMKKLLFQE 
AHNGPAVEAQEEEEEYGWNLD 
RAYDYVKERRTVTKPNPSFMR 
QLEEYQGILLARPKRTAYIYGS 
VYRRCGYADHKVEIKHPGWAS 
ISRGVLVCDECCSVHRSLGRH1S 
IVKHLRHSAWPPTLLQSGFPGP 
SRRAAPRAARGPTPRTEEAAW 
AAMALTFLLVLLTLATLCTRLH 
RNFRRGESIYWGPTADSQDTVA 
GSPDHGLLAFAYHRLVRFLLW 
VLCPGWAFFLVNSSRGGVFNP1 
LHPCPRHGQARFAGVGRAEDV 
TFLYHPCAHPWLKLQLALLAY 
ACMANPSLTPDFSLTQDRVDIE 


8548 


38916 


A 


8605 


1 


224 


RKQEWLSKQKENIQHFQAEEE 

ANLLRRQRQYLELECRRFKRR 

MLLGRHNLEQDLVREELNKRQ 

TQKDLEHAMLLRQHESMQELE 

FRHLNTIQKMRCELIRLQHQTE 

LTNQLEYNKRRERELRRKHVM 

EVRQQPKGLKSKELPNKKSSFQ 

GYLQNSQTRQYKALRNHLLET 

TPKSEHKAVLKRLKEEQTRKLA 

ILAEQYDHSINEMLSTQAVSLLF 

LGQNKFSAPFLPPP*AVSEQLCA 

HSLV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


N ucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8549 


38917 


A 


8606 


1051 


1875 


sdqltahllncvevaelqfl.hr 
fmlsfipihhlrlftapaqdasl 

VPLKGD1 LGVKLSGDDGRG KP 
AQHLFLSG LSSSQQQLP VLPSQ 
CQSLCVHHPAVVVNLHDHGAC 
VSCLPDLGP*RQSCGSLAARSC 
GQSPGVWCLPSGSGRSSTLCRC 
H*GRSWTPGAPS**TPISSPRRSP 
GPCAASPGARGCPPAASPPAGS 
PGTE APA APAPG PG Y SQPPG AL 
SSRCDSPCPRLRRAPGAHGHTP 
RCPSVVARCRGVRPRGSSCSMS 
TSLTRSCSKL 


8550 


38918 


A 


8607 


714 


2148 


mpavakskfinrskrrmcpqv 
lrs a spiqegek i s anen sl a vr 
stpaeddspgdsqvksevqqpv 
hpkplspdsrasslsessppkam 
kkfqaparetcvecqktvypm 
erllanqqvfhiscfrcsycnn 
kalslgtyaslhgriyckphfnq 
lfks\kg\nydegfghrphkdli 
gqakmkteeiler\qpqlanar 
etphspgvedapiakvgvlaas 
meakassqqekedkpaetkkl 
riawppptelgssgsaleegikm 
skpkwppedeiskpevpedvdl 
dlkklrrssslkersrpftvaa 
sfqstsvkspktvsp\lirkgws 
mseqseesvggrvaerkqven 
akaskkngnvgkttwqnk.es 

KGETGKR/R*GKVHSLEMENEN 
\FV\ENGARLPIEDDNQLPPKQQ 
SSTKNPSLLEFGPSFVDNHLLLK 
EFTTAQNQKSQDVELWEGEVVK 
ELSVEEQIKRNRYYDEDEDEE 


8551 


38919 


A 


8608 




4479 


MCFSPKKLYKHEIHKLKDLTCL 
KPS1ESPLRQNRSRSIEEEQKQE 
ENGDSQLILEKIQLPQWSISLNM 
TDEHGNLVNLVCDIKKPMDVY 
K1HLNQTDPPDID1NAMVALDF 
EYPMTQENYENLWKLIAYYSE 
VPMKLHRELMLSKHPRVSYQY 
RQDADEEALYYTGVRAQILAEP 
EWIMQPSID1QLNRPQSTAKKV 
LLSY YNQ YSQTI ATKDTRQA RG 
RSWVM1EPSRAVQKDQTVLEG 
GRCQLSCNVKASESP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8552 


38920 


A 


8609 




9009 


MDEFAPGKHLATSGDLFGDHN 
YGRRTYHTLEVKCAEEHPAVS 
DPFQRQSLRALSPLSEDLPPSSG 
LRSGLTKLELLMIHGNEIPSIPD 
GALRDLSSLQVFKFSYNKLRVI 
TGQTLQGLSNLMRLHIDHNKIE 
FIHPQAFNGLTSLRLLHLEGNLL 
HQLHPSTFSTFTFLDYFRLSTIR 
HLYLAENMVRTLPASMLRNM P 
LLENLYLQGNPWTCDCEMRWF 
LEWDAKSRGHSCRGCAHSLSH 
EIQLAKGFCEMLLL 


8553 


38921 


A 


8610 


1 


4971 


MKASGILKCKKDKAYEGGQLC 
AMCFSPKKLYKHE1HKLKDLTC 
LKPSIESPLRQNRSRSIEEEQKQ 
EENGDSQLILEKIQLPQWS1SLN 
MTDEHGNLVNLVCDIKKPMDV 
YKIHLNQTDPPD1DINAMVALD 
FEYPMTQENYENLWKLIAYYS 
EVPMKLHRELMLSKHPRVSYQ 
YRQDADEEALYYTGVRAQ1LA 
EPEWIMQPSID1QLNRPQSTAKK 
VLLSYYNQYSQTIATKDTRQAR 
GRSWVMIEPSRAVQK 


8554 


38922 


A 


8611 


1 


1283 


LSFTTCSTFSTNYRSLGPAQAPS 

YG/SRPVSSVAS V Y AGTGN SG S 

R1SVSCSTSFRGSMESGGLAAG 

MT/GGLAGMGGIQNEETMQSL 

ND/* L AS Y PDRVRHLETKN RK.L 

ESK1WEHLEKKGPQVRDWSHY 

FKTIRNQRAQSLAITVDNACIVL 

Q1NNTHLAADDFRVKYETELA 

MCQSVESNIHGLCKVNDDTNV 

TRLQLETEIKA L K.EELLFMKKN 

HEEEVKGLQAQIASSGLTMEVD 

P\KSQ H L A KIM A AIRA Q Y D E L A 

WKNGEELDKYLSQQIEESTTVV 

TTQ S AKAG AAEMTLTELRCTV 

QSLE1NLNSMRNLKASLENSVR 

EVKACYTLQMEQLNG I LLHLGS 

ELAQTQAKGQCQAQEYEALLN 

1KVKLEAEIATYCHLLEDGKDF 

NLGDALDSSNSMQT1PKTTTHQ 

RVDGKVVSETNDTKVLRH 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


8S55 


3g923 




g612 = 


2 = 




RPQSLSPVLSLSPDSMSFTTRST 














FSTNYRSLGSVQAPSYGARPVS 














SAASVYAGAGGSGSRISVSRST 














SFRGGMGSGGLATGIAGGLAG 














MGGIQNEKETMQSLNDGVASY 














LDRVRSLETENRRLESKIREHLE 














KKGPQVRDWSHYFKIIEDLRAQ 














IFANTVDNARIVLQ1DNARLAA 














DDFRVK.YETELAMRQSWENDI 














HGLRKVIDDTNITRLQLETEIEA 














LKEELLFMKKNH\EEEVKGLQA 














QIASSG\LTVEV\DAPKSQDLAK\ 














1\M ADIRVAQY* RAGLGKNREEVL 














DKY W\SQQIEVSTTV VTTQSAE 














V\GAA\ETTLTELRRTVQS\LEID 














LDSMRNLKASLENSLREVEA/R 














RTPLQM EQLQRG SLLHLESEL A 














QT\RAEGQRQA\QEYEALLEHQ 














GSSLEAEI\ATYRRLLEDGEDFN 














L\GDALDSSNSMQT1QKTTTRRI 














V DGK V V S\ETN\DTKVLRH 


8556 


38924 


— 


86n 


T70~ 

— 


399 




8557 


%92l 


— 


86~14 






LPSRRAGLGTCSPPCLSLPPASR 














APVRPEPLR*APPPAPRRPVPST 














TQG 


8558 


^ g996 


— 


86l5 


— 


574 




8559 


3~8927 


— 


86~l6 


552 


770 




8560 


^8928 


— 


86l7 








8561 


58929 


— 


86T8 


TT3l 




T^To 

— 




— — 







- — 


8619 










— — — 


— 


— — 


321 

— 


22I4" 

— 




-— 


|— — 


— 


8621 








8565 


^□33 


— 


8622 


325 


722 


L1ELRHLVFFVLLLFRDLQHIMA 














CNMRDAVRFFVCFLV1FFREGL 














SRSSGA/DDRFLAGP*LLSRGAG 














LGTCSPPCLSLLPTPWAP/AAAP 














ASLT\TPPPAPRRPVPSTTQGLRS 














ASARHGTGRQLHLQPRCGIH 


8566 


„ 8934 


— 


8623 





1449 




8567 


38935 


A 


8624 


326 


626 


LPSHGAGLGTCSPPCLSLPPPLW 














AP/AAAEPPRQAPPPAPWCPVPS 














TTQGLRNASTRRRTGRQLHM1 














WPFPASLKSSPATLPCEHCAPTT 






— 








LTFSCSSNMQT 


8568 — 


38931 




8625 


20b! 


2227 




8569 


38937 


B 


8626 


182 


1513 




8570 


38938 


A 


8627 


497 


761 


NHTSCLPLGPGTTAEELPSLVA 














GFGTCSPPCLSLPPTPWAPVRPE 














PPR*APPPAPQRPVPSTTQGLRN 














ASTRHRTGRQLHLQPRCGIH 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8571 


38939 


A 


8628 


218 


855 


GAGLGTCSPPCLSLPPTQRAPV 
RPEPPRRAPPPAPRRPVPSTTQG 
LRSASTRHRTGRQLHLQPQCGV 
H*VKPAGLLSLALETRTNPAA/ 
DKHLWQSIISLQLKSDLLKEML 
GSQTGNGNVQDVLRYLVKSET 
QKAIKVSLDCVRKRYYRSSLSL 
QLKLCDCWGQALFSSALTLDP 
KEVVVRDLEELSNYKTTLEGSG 
IFDSVARVREESEAEGT 


8572 


38940 


A 


8629 


350 


615 




8573 


38941 


A 


8630 


186 


566 


RLLSPAACRSGTMIFPSIHPSQC 
RMIGLGWKK*SSVHNATPWAP 
VPPEPPG RAPPPAPGRPVPLTTQ 
GLRSASARRRTGRQLHLQPQCG 
IHWVKPAGLLSHEGPRLRSSSQ 
SDQEPTNSGHSGMCL 








863 1 


656 


874 




8575 


38943 


A 


8632 


415 


634 


LPSRGAGLGNCSPPCLSLPPTPW 
APVQHKPPRRAPP\PTPRHPVPS 
TTQGLRNASAWRRSGRHLHLQ 
PQCG1H 


8576 


38944 


A 


8633 


2 


264 


NKQP1WIPSRHLKPYHEPDAK.E 
E1PGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSH1CRCRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


N ucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8577 


38945 


A 


8634 




1743 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPG ESPQK.VPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGEIQIVTS 

TSVPWKAKPGDHIAQLLIVPKK 

FARFEGTASSGKTKFLPRFR1SF 

LMAAIVKPPEPIPLKWLTDKPI 

WTEQWPLSKEK.LEALEDLITQQ 

LKKGHIAPTFSPWNSPVFI1KKK 

SAEQDCEWFVFT1LAVNNLQLK 

PAKRFHWKVLPQGPNQQPIWIP 

SRYLKPYHKPDAKEEIPEGSQG 

FP V A A M S RLTLRRTPTVTSNTH 

RTQPPT WGQ I EKLPQM AEENLR 

KAGQPVTISNW1LPR1TKFKPIE 

GAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKV1SNA 

RHFKNLTHVNASGLKRRYSIT 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKIPGESR/ETPGCSHVKTDAE 

EDANCHEQHPSNTATHLGTDQ 

EAVTDGGRKPEESGTTSH»E*F 

NDSGDHHCLQQGL 


8578 


38946 


A 


8635 


820 


1344 


PDGTTRDAGRGDLRSVSWETL 
RGCPAVRKDSIGW1RLSRTLKK 
NVHLCPLPRGQGLFVCPVTSSS 
PQH1SSHRGFWN1SKDAPMSWP 
GSYSCHNVVAPVGQGQ*SRRA 
RMLRGLLSKAGHHSFCTDQA1D 
LEITKFTFTWTD*VTLGQ*FMLS 
ES*SSCKPNSCCPVQCLVHSGG 


8579 


38947 


A 


8636 


3 


760 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last a mi no acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8580 


38948 


A 


8637 




1354 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGK.FVCVLYNGQQSPEY 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSVIVIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEK1TS 

GGEQYPSFSAIKQGPKEPYIDF1 

ARLQESLKKM1ADSAAQD1VLQ 

LLAFDNANPDCQAALRP1RGKA 

HLVDC1KACDD1GDGSSNGKAS 

Y FG SKSK VFQTS YTS AQKA EL V 

AVIEVLTAFDMPINVISDSSYM 

VYSTQL1ENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFY1THIRA 

RVHTPLPGPLTEGNQMADCLVA 

TA VSN ARHFHN LTH VNASGLK 

CRYSNTWKAAKA1IQRRPTCQ 

MVHSSSFTGGVNPQGLEPNSL 

WQMDVTHVPSFGRLAYVHVC 

VDTFSHFVWATCQSGES 


8581 


38949 


A 


8638 


596 


1820 




8582 


38950 


A 


8639 


275 


1495 


RLGSSLLEYT/LPDQQGNIIATFE 

PFPFKFGK.AHSVDYIKACDGIG 

GPLTEGNQMADCLVANAISNA 

RHFHNLTHVNASGLKRRYS1T 

WKEAKAIIQQCPTCQMVHSSSF 

TGGVNPRGLEPNSLWQMDVTH 

VPSFGRLAYVHVCVDTFSHFV 

WATYQSGESSACVS\KHPLLQC 

FVVVG1PAFIKTDNAPGYTSQA 

LATFFSVWNIKH1TGIPYNSQGQ 

AIVERMNLSLKQQLQKQKGGN 

RDYR/TTP*MQLNLALLTLNFLS 

LPKGQMFSAAEQHLQKPAAKT 

KTEQLIWWRDLITKSWEIGKIIT 

WGRGYAY1SPGQNQQP1WIPSR 

HLKPYHEPDAVRKRLQEDPEDP 

PSCSHVKTDAEEDPNCHEQHPS 

NTAIHLRSDQEAVTDGRRKPEE 

WSGTRTWWRPWSCRT 


8583 


38951 


A 


8640 


232 


789 


ERPWGPEGNSEGSFCPKGLEVPR 
TCLRGPAASAAAGAEGRQDPP 
GGPWCSPAAGDLGSPGVQSPG 
GGSPRGAQVAMSGSRRRRAEP 
GVWGALQ*HRR*ARRMHSFPP 
SL/PLL*NG*SPLFLVSKCLTGSP 
LRSASPCPPAARSC*KHPDSSPG 
RGPGARQSPALHPALPSLARRA 
APGRSFPLTSRK 


8584 


38952 


A 


8641 


1 


149 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8585 


38953 


A 


8642 


1 


2541 




8586 


38954 


A 


8643 


1 


989 


MQRGQQATGSSANAWGILQPK 

WVQTGPDNrCRMARNVLKYER 

LLAESPNHVVAEAVIQRPNIPHL 

QTRDTYEGLCQTLGSQPTLYQI 

PSL YCSY ETNSN A YLLLQPIRKE 

VIHLEPYIALYHDFVSDSEAQK1 

RE L AEP WLQRS V V A SGEKQLQ 

VEYRISKSAWLKDTVDPKLVTL 

NHRIAALTGLDVRPPYAEYLQV 

VN YG IG G H YEPHFDH ATSPS SP 

LYRMKSGNRVATFMIYLSSVE 

AGGATAFIYANLSVPVVRVVQ/ 

WPGTS*AFDNQCQNAALFWW 

NL.H RSGEGDSDTLH AGCPVLV 

GDKWVANKWIHEYGQEFRRPC 


8587 


38955 


A 


8644 


2 


505 


AWLKDT VDPKL VTLNH RI A A L 
TGLDVRPPYAEYLQVVNYGIG 
GHYEPHFDHATSPSSPLYRMKS 
GNRVATFMIYLSSVEAGGATAF 
IYANLSVPVVRVVQ/WPGTS*A 
FDNQCQNAALFWWNLHRSGE 
GDSDTLHAGCPVLVGDKWVA 
NKWIHEYGQEFRRPCSSSPED 


8588 


38956 


A 


8645 


298 


401 


KKSLLVRRSWRMKELKKKIGQ 
Y*RKLGRLK.GKAI 


8589 


38957 


A 


8646 


1 


417 


FRAAPAPESGGESVFGETHRAL 
QGAMEKLQR/RLWKEKVDLKE 
RVEKLELQF1HLSGQTDTIGRK 
YISQGAVSETQHWE/KED1VRL 
AQDQEEMKVNLQELR/EQVLQ 
LVGDHKEGHGK/FLTIAQNPAD 
EPTLGAPIAQELGC 


8590 


38958 


A 


8647 


2 


430 


AAVKPLGSAETAVP1ARLGCRR 
FSRSRCCRRRGRGSLLSFSAAK 
VAFFNSAGANAQEEQRVCCQP 
LAHPVASSQKKPEVAAPAPESG 
GE S VFGETHRA LQG AMEKLQR/ 
RLWKEKVDLKERVEKLELQFIH 
LSGQTDTHNK1SY 


8591 


38959 


A 


8648 


1 


2769 




8592 


38960 


A 


8649 


I 


314 


FVNLFEIPVRVVEFGATCRAVA 
EPEQQR*SPSARPRPPCPLLASV 
AAALAAAAAAAAGGEAAYCL 
SPRRR*GAVSARPAGEPREPHE 
WDNRRSDFKRRRRGRDG 


8593 


38961 


B 


8650 


46 


307 




8594 


38962 


C 


8651 


1 


4584 




8595 


38963 


B 


8652 


438 


532 




8596 


38964 


B 


8653 


832 


927 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8597 


38965 


A 


8654 


320 


1136 


RIMETIANLSSQSPVSLPLRVGL 
AEYLEMEED/DLDSEQEAPRPM 
PNIPGDLESREP\QVAFFNSAGA 
SAQEEQRVCCQPLAHPVASSQK 
KPEVAAPAPESGGESVFGETHR 
A LQG AM EKLQ VTTLWKEKVD 
LKERVEKLELQFIHLSGQTDTIV 
SERLGHRWGELPGHPRGPSI*A 
MSSCRKVHQPGGSVRDAALGE 
EDI V RL AQDQEEMKVNLQELR/ 
EQVLQLVGDHKEGHGK/FLTIA 
QNPADEPTLGAPVAQELGCAD 
EQGGFYPRSPLDC 


8598 


38966 


B 


8655 


97 


235 




8599 


38967 


A 


8656 




2104 




8600 


38968 


A 


8657 


3 


1107 


FMTTDERKLFNHLKSPHLKYW 

VPFIWFGNLATKARNEGRIRDS 

VDLQSLMTEMNRYRSWCSLLF 

GYDWVGIPLVYTQVVTLAVYT 

FFFACLIGRQFLDPTKGYAGHD 

LDLYIP1FTLLQFFFYAGWLKVA 

EQL1NPFGEDDDDFETNWCIDR 

N LQVSLLA VDEMHMSLPKMK 

KD1YWDDSAARPPYTLAAADY 

CIPSFLGSTVQMGLSGSDFPDEE 

WLWDYEKHGHRHSM1RRVKRF 

LSAHEHPSSPRRRSYRRQTSDSS 

MFLPRDDLS/HSQGPTGCALKK 

PPQGLTH LE/DNPA SQKEAPRCT 

SAWESCPPSGRPARQALYRA*P 

HSPV*ELPPSKCH\GT*GIDHSSR 

STSAHIRGLPP*FRYLHLEL 


8601 


38969 


A 


8658 


3 


397 




8602 


38970 


A 


8659 


346 


474 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8603 


38971 


A 


8660 


1 


1344 


MHSTWLCFPARLLKELPFPQGL 
FPRLTIRSASRTPPAALERVTRD 
PCAATCLDRGSLKGILGHSPFQ 
SPPVTSHCAENPNTLKAPPPYV 
GATSALVLSLGGPVTPWLSVEL 
SIRTFASSGLIYYMAHQNQADY 
A VLQLHGG RLHFMFDLGKG RT 
KVSHPALLSDGKWHTVKTDYV 
KRKGFITVDGRESPMVTVVGD 
GTMLDVEGLFYLGGLPSQYQA 
RKIGN1 THSIPAC1GDVTVNSKQ 
LDKDSPVSAFTVNRCYAVAQE 
GTYFDGSGYAALVKEGYKVQS 
DVNITLE\FRTSSQNGVLLG1ST 
AKVDAIGLELVDGKVLFHVNN 
GAGR1TAAYEPKTATVLCDGK. 
WHTLQANKSKHRITLIVDGNA 
GWR*KSHTPQSTPVDTN\NPIYV 
GGVYPAGVKQKCLRSQTSFRGC 
LRKLALFVRGPQVQSFDFSRAFE 
LHGVFLHSCPGTES 


8604 


38972 


A 


8661 


3 


92 




8605 


38973 


A 


8662 


2 


158 


HTFPTFSSSPHLVMM1QPSSSSP 
PPPLPPPPPSS\PPLPLPPSPPPLLL 
FFL 


8606 


38974 


A 


8663 


21 


471 


DGPQDQPPHQPSSSSPPPPLPPPP 
PFPPPLPLPPSPPPLLLFFCSDEA 
LLCCHTGVELFFVIFAYCSG/PE 
TEPA1SPRYASSSGLNGFPLPRT 
PPAYA*IPSSG1HFNPSLAIKPST 
TTTL VRTPTTH H HSRRPTITTQS 
STTAPSRLHP 










2 


105 




8608 


38976 


A 


8665 


3 


265 


RKDLYANTAALSGGTTMYPGIA 
DRMQK.E1TALAPSTMKIKIIAPP 
ERKYSVWIGGSILASLSTFQQM 
WISKQEYXDESGPSIVHRKCF 


8609 


38977 


A 


8666 


3 


757 


NTPNAMYMAIQAVLSLYTSGRT 

TGIAMDSGDGVAHTVPIYEGYT 

LPHAILHLDLAGWDLTDYFMK.I 

LMECSYRFTTMAEQEIVCD1KE 

KLCNIALDFEHKMATGASSSSL 

EKSYEVPDGQV1TIGNEWF/*VP 

EALFQPS/MGMESCGIQETTFNS 

1MKCDVDICKELYAKMVLSSGT 

TMYLG1ADRMQKEITALGRPST 

LRFRFIAPP/ERRKYSV\WIGG\SI 

LASLSTFQQ\MWI\SKQE\YDES 

GPLHPSTANCF 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8610 


38978 


A 


8667 




171 


CPLCRGNHWKVHCPSGR/MVP* 
VRSPQPDDPTTGQRVPGASASS 
CHHPH*APGTFNH 




38979 




8668 




325 


SPSRTCYQCGLQGHF*KDC/TSE 
KPPPRPCLLCQGNHWKVHCPR/ 
VTKVLWVRSPQPDDPATGLRV 
PDD*EHTIRRAYALGKSAVTSK 
PPPPYPARSRLNVRRLCSLATN 


8612 


38980 


A 


8669 


3 


377 




8613 


38981 


A 


8670 


1 


423 




8614 


38982 


A 


8671 


1 


1659 




8615 


38983 


A 


8672 


1 


1449 


MVNDTDRPKVQVEYKGETKIF 

YPEEVSSMVLTKMKEIAEAYLG 

KTVTNAVVTVPAYFNNSQHQA 

TKD AGTI AGLN VLRI IN EPS A AD 

IAYGLDKKVGAERNVFIFDLRG 

GTFDVSILI1QDGIFEVKSGDTHL 

GEEDFDNR1VSHF1AEFKHKYK 

KDITIRDVKLDKSQ1HD1VSIGG 

YTHIPKIQKLLQDIFNRKELNKS 

INLDEAVAYGAAVQAAILSGD 

KSENVQDLLLLDVNPLSFGIEL 

AGGVMTV/LPVLIKHSTTIPTKQ 

TETF*QPIYSDNQPG\YEGECAM 

TKDDNLLDKFELTGIPSAPHGV 

PQIEVTFDIDANGILNVSAVDKS 

VGKENTITTTNDKHRLSKEDM 

N1WSAEKYKAEDKRQRDKVSS 

KNSLESYAFHMKATVKDEKLQ 

GKINGEDKQK1LDKFNEVIKWL 

DKNQAAKKEEFEHQQTELEKV 

CNLIISKRYQSAGGMPGGMPGG 

FPGGGAPPSSGASSRP1TEEVD 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8616 


38984 


A 


8673 


18 


1388 


TRLQLLGFLWLPSLLEPGLHPS 

NHGPRGPAVGIDLGTTYSCVGV 

FQHGKV\EIIAN\DQGNRTTPSY 

VAFTDT\ERLIGDAAKNQVAMN 

PTNTSF*LPNGL1GR\RFD\DAVV 

\QSDMKHW\PFMVVNDAGRPK 

APS*NTKGETKSL\YPEEGVFLW 

V*PKMK\EICRSLTLGKTVTNA\ 

VVTVPS\YFNDS\QRQATKDAG 

TIAGLNVLRI\INE\PTAAAIA\YG 

LDKKG LEQKRNRAHLLTWGG 

GTF\DVSILTIED\GIFE\VKSTAG 

DTHLG/GEEDFDNRMVNHFIAE 

FKRKHKKDISENKRAVRRLRTA 

CERAKRTLSSSTQAS1EIDSLYE 

GIDFYTS1TRARFEELNADLFRG 

TLDPVEKALRDAKLDKSQIHDI 

VLVGGSTRJPKIQKLLQDFFNG 

KELNKS INPDEA VA YGA A VQA 

AILSGDKSENVQDLLLLDVTPL 

SLGIETAGGVMTVLIKRNTTI 


8617 


38985 


A 


8674 


2 


1559 


RYLNWIGTPTKGMSLKAFVQQ 

PHKSYWLKTLLPDNMEALQIR 

K*VPN1LGTCAVSWLKGPCSDV 

AVKKFF1FSLGNYWEGN*LI*EH 

GYKVW*HSNSYLEPISPAQTPK 

KRTTSYFSTLLCLRLRSCLSFLK 

Rl EC YEVNYQPLDEELDR*EPAP 

QSQGLDLSPSFDIL*DHIQSRTV 

YYLMN I H VTPRSI YLCRHG ESE 

LNIRGRIGGDSGLSVRGKQVG 

W ATHTQMG WLGCPRWAAG FP 

1LPSRPYPNAGVTLAAPVPTHDS 

V LPALPTRAGGQDETEPGLKAG 

PTGLPSAPPLEMGGGAPGKALS 

WMATPWCLPFCYVEVALTCAA 

PTVYQAVVWVLPIHYLKCSPQT 

AGQMRQCSLDMRPERGRDVSE 

GTRDHVRELREFNLWLIPPCQG 

LL PTSHMKRTI QTA EALG V PYE 

QWKALNEIDAVRCMG*ISCVW 

G*LESGIIPLRDQDKYRYRYPK 

GEVRFAGWPNA*DYSPVSSLQL 

NV\LLICHQASMRCLLAYFLIKS 

SGTTLISALGMFDG1 


i6~n! — 






^ 


H7 








J&fifi 








413 


ALVCS/SSLA1REMQ1KTTMRYH 
LTPVRMAIIKKSGNNRCWRGC 
GE1GTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


8620 


38988 


B 


8677 


877 


2126 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8621 


38989 


A 


8678 




1731 




8622 


38990 


A 


8679 


2 


1675 




8623 


38991 


A 


8680 


1 


2142 


MIILIDAEKAFDK1QQPFMLKTL 

NKLG1DGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGJQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIK.EDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGG1ALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTI ATKRJ K YLG I QLTRDVKDLF 

KENYKPLLKEIREDTNK.WKNIP 

CSR1GR1NIMKMAILPKV1YRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRD1DQWNRTEASEVTSHIYNH 

L1FYKPDKNKK.WGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRW1KDLNVRPKTIKTLEEN 

LGNT1QDIGMGKDFMTKTPKA 

MATKAKVDKWDV1KLKSFCTA 

KETTIRVSRQPTEWEK.IFAIYPS 

DKGLISRJYKELKQIYRKK\TNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLVIREMQIKTTM 


8624 


38992 


A 


8681 


1 


1242 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8625 


38993 


A 


8682 


14 


1785 


FDQVEERVSVIEDQMNEMKRE 
EKFREKRVIRNEQSLQEIWDYV 
KRLNLHL1GVPESDWENGTKLE 
NTLQDIIQENFPNLARQANIQ1Q 
EIQRMPQRYSSRRTTPRHIILNA 
HKRK*ERYKIDTLTSQLKELEK 

qeqtyskasrrreitkiraelke 
ietqktlqkinesrscfekinkid 
rllarlikkkreknqtdviknd 
kg dittdpteiqtt1re yykhly 
tnklenleemdkfldtytlprl 
nqeeveslnrpitgseiea11nsl 
ptkkstgpdrftaefyqryk.ee 
lvpfllklfqsiekegillnsfye 
ast1lipkagrdttkkenfrpisl 
mnidakilnkilanriqqhikkl 
ihynqvsfipgiqgwfnicksin 
v1qh1nrtkdknhti1sidaeka 
fdk1qqpfmlktlnklgidgty 
lkimta1ydkptastilngqkle 
afplktgtrqgcplspllfnivl 

EVLARAIRQEKEIKGIQLGKEEV 
KLSLFADDMIVYLENPIVSAQT 
LLKLISNFSKISGYKI'NVQKSQV 
FPYTNNRQTESQIMSELLFTIAS 
KRIKYVGIQLTRDVKDLFKEN 


8626 


38994 


A 


8683 


1 


5127 




8627 


38995 


B 


8684 


1 


1461 




8628 


38996 


A 


8685 


2 


1879 




8629 


38997 


A 


8686 




1299 


MKLPEEGSGSIICCSA1FAVLQL 

PLViHRQTGYGEDLQQTPTDLQ 

LRDLTDHSSSPAMEQSWMEND 

FDELNRSRLQKANKLENLEETD 

KFLDTYTLPRLNQEETESLNRPI 

TGSE1EAIINNVPTKKSPGPDGV 

TAKFYQRYKEELRTVNKNHMII 

SIDAEKAFDN1QQPFMLKTLNK 

LGFDATYLKIIRAIDDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFN1VLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLINNFSKVSGYKI 

NVQKSQEFLYNNNRQTENQIM 

SELPFT1ASKRIKYLGIQLTRDV 

KDLFKENYNPLLNEIKKDTNK 

WKNIPCSWIGRINIMKMA1LLK 

VIYRFNAIPIKLLMIFFTELEK\T 

TLKCPNQKRAH1AKPILSQKNK 


8630 


38998 


B 


8687 


1 


2187 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8631 


38999 


A 


8688 




1698 


MMGDFNTPLSTLDRSMRQKVN 

KDIQELNSALHHMDLIDIYRTL 

HPKSTEYTFFSAPQRTYSKIDHI 

VGSKALLSKCKRTE1ITNCLSDH 

SA1K.LELR1 KKLTQNHS ITWKLN 

NWLLNDYWVrfNEMKAEIKMF 

FETNEIKDTTYQNLWDTFKATL 

NQEEVESLNRPITGSEIQAMINS 

LGTK.K/SPGPDGFTAKFY/P\E*H 

DCISRKPHRLSPKSP*ADKQLQ 

QSLRIQNQCSKITSILIHQ*QTNR 

EPNHE*TPIHNCIKDNKIPRSPTY 

KGCEGPLQGELQTTAQRNKRG 

HKQMEEHPMLMDRKNQYHEN 

GHTAQGNL*1QCHPHQATNDFL 

HRIGKKYSKVHMEPKKSLHCQ 

VNPKPKEQSWRHHTT*LQTILQ 

GYSNQNSMVLVPKQRYRPMEH 

NRALRNNATYLPLSDL*ET*QK 

QEMGKGFPPQMVLGKLASHM 

*KAETGSLPYTLYKN*FKMD*R 

LKC*T*NHKHPRRKPRQYHSGH 

RHGQGLHV*NTKSNGNKSQN* 

QMGSH*TKELLHSKRNYHQSE 

QATYRMGENFCNLL1*QRAN1Q 

NLQRTQTNLQ/RKKQPHQQVU 


8632 


39000 


A 


8689 


1 


5073 




8633 


39001 


A 


8690 


128 


1407 


EKKASDDQTTPSYRRKFKPKA 

KKLNTLKKPTN/RJTRITNREKC 

LKELMELKAKARELREECRSLR 

SQCDQLEERVSVMEEIQTT1RE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRPITGSE 

I V A 1 IN SLPTKK SPGPDGFTAKF 

YQRYKEELIPFLLKLFQSI EKEGI 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMNINAKILNK1LANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNICKSRNVIHH1NRTKDKNH 

MIIS1DAEKAFDKIQQPFMLKTL 

NKLGIDETYLKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNTVLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQISQAFLYTNYRQSAKS 


8634 


39002 


B 


8691 


1 


1443 




8635 


39003 


A 


8692 


1 


1878 




8636 


39004 


A 


8693 


1 


1479 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


8637 


39005 


A 


8694 


1 


2091 


MVFLEKISVGISRLSKQHPPFIR 

VALPLDADPTVSRIGSFQWVLG 

LADFRNEAVDPRDVQMCPEFIP 

SGGFVVFLTSGVKPQTFTVSITA 

LKGEPTQMRRNQKTNSGNMTK 

LGYLTPQKNHTSSPAMSPNQEQ 

IPDSPEKEFRRTEEASLTEGGTI 

NPIISWAVGNGSSKNLYHILGK 

GRKIFSSSGIKQKSIASGERQNF 

QRNDQTAAFAVHENPLFCSHR 

CWYPGKQEKCLKELMELKAK 

ARELREECRSLRSRCDQLEERV 

SVMEDEMNEMKREGKFREKRI 

KRNEQSLQEIWDYVKRPTLHLI 

DVPETLNAHKRKQERSKTDTLT 

SQLKELEKQEQTH SKA S RRQEI 

TKIRAELKEIETEKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDA1K.NDKGDITSDPTEIQT 

TIREYYK.HLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAIINSLPTKKSPGPDGST 

AEFYQRYKF.ELLISNFSKVSGY 

KFNVQKSQAFLYTNNRQMESQI 

MSELPFT1TSKRI K YLG IQLTRDI 

KDLFKENYKPLLNEIKEDRNKC 

KNIPCSWVGR1NIVK.MAILPKVI 

YRFNAIPIKLRMTFFTELEKTTL 

KFI WNQKRARITKSVLSQK.NKA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRDI\DQWNRTEPSEITP 


8638 


39006 


A 


8695 


1 


3514 


MELKTKA RELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQE1WDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELRIKNLTKSRSTTW 

KLNNLLLNDYW 


8639 


39007 


A 


8696 


] 


2091 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8640 


39008 


A 


8697 




2781 


MGKKQN RKTGNSKKQS A SPPP 
K ERSSSPATEQS WM ENDFDEM 
REEGFRRSNYSELRED1QTK.GK 
EVENFEKNLEECITRITNTEKCL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSVMEDEMNEMN 
DGENGTKLEMTLQDIIQENFPN 
LARQANVQ1QEIQRTPQRYSSR 
RATPRH 1 1 VRFTKVEMKEKMLR 
AAREKDFKPTKIKREKEGHYIM 
VKGSIQQEELTILK1YAPNTGAP 
RFTKQVLSDLQRDLD 


8641 


39009 


A 


8698 


1 


1584 


MS1SGTVRMSAKSKGNPSSSCP 

AEGPPAASKTKVKEQIK1IVEDL 

ELVLGDLKDVAKELKEQHWW 

HPISGDTATSICTVLESEKSKIK 

VTAFDVWLHLWGKGTDKQKD 

SSNFCRLKCPCLTALKRAVVLP 

ARSWRCETMGQTASSSGSLTPDP 

RAANREAPPSRGRLTPHTASDG 

ENGTKLENTLQD1IQENFPNLAR 

QANIQIQEIQRTPQRYSSRKATP 

RHI1VRLTKVEMKEKMLRAARE 

KEIQTAIREYYKHLYANKLENL 

EEMDKFLDAYTLPRQNQEEVE 

SLNRP1TGPEIVAIIMSLPTKKSP 

GPDG FTAEFYQRYKEERH 1NRT 

KDENHM11S1DAEKAFNKIQQPF 

MLKTLNKLGIDGTYFK11RA1YD 

KPTANI1LNGQKLEAFPLKTGTR 

QECPLSPLLFN1VLEVLARAIRQ 

EKJEIKGIQLGKEEVKLSLFVDY 

MIVHLENP11SAQNLLKL1SNFSK 

VSG Y KIN VQKSQAFL YTNNRQ 

TESQIMSELPFTIASKRIKYLGIQ 

LTRDVKD\LFEEND 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


cadon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8642 


39010 


A 


8699 




1722 


MAGYPSEMKLPEELSGSNICCS 

AVFTVLQPLLLIPRQTGSGVDL 

RQTPTDLQLRVLTVRRKNNKQ 

KRTSTPKPHL Y V I'll KDQRSKKL 

TQNHSTTWKLNNLLLNDYWV 

NNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKF1ALNAH 

KRKQERSK1DTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAEQKEI 

ETQKTLQKINESRSCFFEKINKI 

DRLLARRIKKKREKNQ1DAIKN 

DKGDITADPTE1QST1REYYKHL 

YTNKLENLEEMDK.FLDTYTLPR 

LNQEEDESLNRPITGSEIEAIINS 

LPAK.KSPGPDRFTAEFYQRYKE 

ELHINRTKDKNHMTISVDAENA 

FDK1QQPFMLKTLNKLVLEVLA 

RAIRQEKEIKGIQLGKQEVKLSL 

FADDVIVYLENPIVSAQNLLKL1 

SMFSKVSGYKINVQKSQAFLYS 

NNRQTESQIMNELSFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NE1KDDTNKWKNIPCSWVGRIN 

1VKMG1LPKVVYRFNAIPIKLPM 

TFFTELEK\TTLKF1WNQKRARI 

AMTILS*KNKAGGITLP 


8643 


39011 


A 


8700 


3 


1033 




8644 


39012 


A 


8701 


i 


1068 


ANKLENLEETDKFLDTYTLPRL 

NQEETESLNRPITGSEIEA1INNV 

PTKKSPGPDGVTAKFYQRYKEE 

LRTVNKNHM1ISIDAEKAFDNIQ 

QPFMLKTLNKLG1DATYLKIIRA 

IDDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDM1VYLENPIVSAQNLLKLI 

NNFSKVSGYK1NVQKSQEFLYN 

NNRQTENQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYNPLL 

NE1KK.DTNKWKNIPCSWIGRINI 

MKMA1LLKVIYRFNAIPIKLLMI 

FFTELEK\TTLKCI*NQKRAHIA 

KP1LSQKNKAGSITLR 


8645 


39013 


B 


8702 


69 


1055 




8646 


39014 


B 


8703 


1 


2301 




8647 


39015 


A 


8704 


1 


3189 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8648 


39016 


A 


8705 


92 


1139 


ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNP1CTSPSSKTKEIQTT1REYYQ 

HLYTN1CLENLEEMDKFFDTYT 

LPRLNQEEVESLNRPITGSEIEAI 

INNLPT/KKSPGPDGFTAKFYQS 

VGSSGQGNQAGEGNKGHSIRK 

RGSQIVPVCR*HDC1SRKPHRLS 

PKSP*ADSQLQQSLRJQNQCAKI 

TSILIHQ*QTNREPNHE*TPIHNG 

FKQNKIPRNPAYKGCERPLQGE 

L*TTAQ*NKRGYKQMEEHSML 

MGRKNQYHENGHTAQGNL*iQ 

CHPHQATKNFLHRIGKNYFKV 

HMEPKKGPHCQVNPKPKEQSW 

RHHTT*LQTILQGYSNQNSI 


8649 


39017 


A 


8706 


1 


2199 




8650 


39018 


A 


8707 




2238 




8651 


39019 


A 


8708 




1889 


RSMRQK.VNKDTQELN SALHQA 

DLID1YRTLHPKSTEYTFFSAPH 

HTYTKIDH1LGSKALLRKCKRT 

E1ITNYLSDHSAIKLELRIKNLTQ 

NRSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDAFKA/EIQTT1KEYYKHL 

YANKLENLEEMDKFLDTAYTLP 

RLNQEEVESLNRP1TGAEIVAIIN 

SLPTKKSPGPDGFTAEFYQRYK 

EEL VPFLLKLFQSI EKQG 1 LPNSF 

YEAST1LIPKPGRDTTEKENFRP1 

SLMNIDAK1LNKILAKRIQQHIK 

KL1HHDQVGF1PGMQGWFNIHK 

SINVIQHINRAKDKNHMIISIDA 

EKAFDKIQQRFMLKTLNKLGID 

GTYFKIIRAIYDKPTANIILNGQ 

KLEAIPLKAGTRQGCPLSPLLFN 

IVLEVLARV1RQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENP1VT 

AQNLLKLISNFSKVSGYK1NVQ 

KSQAFLYTNNRQTESQ1MSELP 

FTIASKRIKYLGIQLTRDVKDLF 

KENYKPLLKEIKEDTNKWKNIP 

CSWVGRINIMKMAILPKVIYRF 

NAIPIKLPMTFFTELEKTK\FIWN 

QKSAHITKGILSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8652 


39020 


A 


8709 


1 


1779 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPH HTYSN1DH I V 

GSKALFSKC1CRTEIITNCLSDHS 

AIKLELRJKKLTQNHSTTWQLN 

NLLLNDYWVNNEMKAEIKMFF 

ETNENKDTTDQNLWDTFKAVC 

RGKFMALNAHKRKQERSKMG 

TLTSQLKELEKQEQTHSKASRR 

QEITKIRAELKE1ET/QKTLQKIN 

ESR\TE1QTTIREYHK.HLYANKL 

ENLEEMDKFLDTYILPRLNQEE 

VESLNRPVTGSEIEAI1NSLPTKK 

SPGPYGFTAEFYQRYKEELHIN 

RTKDKNHMIISIDAEKAFDKIQ 

QPFM LKTLN KLGIDGTYLKI L R 

AIYDKPTANIILNGQKLEAFHLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKWSL 

FADDMIVYLENPIVSTQNLFKLI 

SNFSKVSGYKrNVQKSQAFLYT 

NMRQTESQIMSELPFTIASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

NEIKEDTNKWKNIPCSRAGRINI 

VKMAILPKVIYRFSA1PIKLPMT 

FFTELEKTK\F1WNQKRAHIAKS 

ILSQKHKAGGITLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8653 


39021 


A 


8710 




2093 


MEITTNCLSEHSAITLQLRIKKL 

TQNCTTTWKLNYLLLNDYWV 

NNEMKEEIKMFFETNENKDTT 

YQNLWDVFKAVCRGKFIALSA 

H KRKQERSKTD TLTSQLKELEK 

QEQTHSKASRRQEITKIRAELKE 

IETQKTLQEINDSRSSFSEKLNKI 

DRPLARLIKKKREKTQIDAIKN 

DKGEINTNPTEIQTTIREYYKYL 

YANKVENLEEMDTFLDTYTLP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTK ESPGPDGFTAEF Y/HEGN 

QERERNKGYSIRKRGSHIVPVC 

R* HDCLFRKPHHLSSKSHEAVK 

QLQQSLRIQNQWAKITSMPVH 

Q*QTNREPNHE*TPIHNCYKEN 

KIPRNPTYEGCEGPLQGELQTT 

AQQNKRGQKEMEKHSMLMDR 

KNHYH ENGHTAHGNL* IQCHP 

HQATNDFLHR1GKNYVNFHME 

PKKSLHCQEN PKQREQS WRHH 

AT*LQTILQGYSNQNSMVLVPK 

QIHRTMEQNRGLRKNTTHLQPS 

DL*QI*QKQEMGKQFPI**MVL 

GKLASYM*KAETGSLPYTLYK 

N*FKMD*RLKC*T*NHKNPRRK 

PRQYHSGHRHGQGLHD*NTRS 

NGNKNQNRQMGSN*TKELLHG 

KRNYHQSAQTTYRMGENFCNL 

PI*QRAN1QNLQRT*TNLQERNK 

QPHQKVGKGHEQTLLKRRHLC 

SQQTHEKMLI1TGHQRNANQN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8654 


39022 


A 


8711 




1805 


PLSTLDRSSRQKVNKDIQDV1SA 

LHEAGL1D1YRTLHPKSTEYTFF 

SAPHHTYYK1DHIVGSKALLSK 

CKRTEITTNCLSDDRAIKLELRI 

KKLTQNYTTTWKLNNLLLSDY 

WVNNEMKAEIKMFFETNENKD 

TMYQNLWDTFKAVCRGKFIAV 

NAYKRKQERSKIHTLTSQLKEP 

EKQEQTHSKASRRQEITKIRAEL 

KEIDTQKTLQKISVSRSWFSERJ 

NK1DRL1ARLMKKKREKNQIDA 

1KNDKGDIT1DPTEMQTTIREYY 

KNLYANKLENLEEMDKFLDTY 

1LPRLNQEEVELPNRPITGSENE 

A11NSLP/TKKSPGPDEFTAKFYQ 

R Y K E ELQGU RQEKEREDTQLG 

KEEVKLLLFAEDMIVYLENPIV 

SAQNLLKLINNFSKVSGYKINV 

QKSQAFLHTNNRQTESQIMSEC 

PLTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNK.1KEDT\NKWKN 

1PRSWLGRNNIVKMTILPKVIYR 

F/NTLNFIWNQERARIAKTILSK 

K.NKAGGITLPDFKLYYKATVT 

KTARYWKQNIKKGSVWPISLK 

SEKRGHRTRPLWKLCHNDVQG 

ELLKTIQFLFGSPLGHSSLDPSA 


8655 


39023 


B 


8712 


1 


1743 




8656 


39024 


B 


8713 


1 


1260 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8657 


39025 


A 


8714 


1 


1842 


VPPTTCGNYGST1QDE1WMGTQ 

NQT1SVSEEMMFQAEEIASAQK 

MWNQHH1TPSKVDHIVGSKAL 

FSKCKRTE1ITNYLSDHSAIKLK 

LRIKKLTQNRSTTWKLNNLLLN 

DYWVHNEMKAEIKIFFETNEN 

KDTTCQNLWDTFKAMCRGKFI 

TLNAHKRKQQRCK1DTLTSQLK 

ELEKQEQTHSKASRRQEITKIRA 

ELKEIEAQKTLQKINESRSWIFE 

KINKTDRLLARlIrCKKREMNQl 

DAIKNDKGDITTNPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLN 

TYTLPRLNQEE1ESLNRPITGSEI 

EAIINSLPTKKSPGPDGFTAEFY 

QRYKEEMIEKKAFDKSQQPFM 

LKTLNK.LGIDGTFLKIRRAIYDK 

PTAN11LNGQKLEAFPLK.TGTRQ 

GCPLSPLLFNIVLEVLARE1RQG 

KEIKHIQLGKEEVKFSLFADDVI 

AYLENP1VSAQNLLKLISNFSKV 

SGYKINVQKLQAFLYTNNRQTE 

SQIMSEFPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLNK1KEDT 

NKWKNIPCSWIGRIN1MKMAIL 

HKV1DRFSAIPFKL/PKD/FFTEL 

EKTTLKFIWNQK.RPRJSKTILSK 

KNKAGGITLR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


INucleotidc location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8658 


39026 


A 


8715 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

RERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTR1TNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKR1KRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDIIQENFPNLARINKI 

DRPLARLIKKK.REKNQIDTIKN 

DKGDITTNPTEIQTT1REYYKHL 

Y AN KLENLEEM DTFLDT YTLPR 

LNQEEVESLNRPITGAE1VAIINS 

LPTKKSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLSIQNQCTKITSI 

L1HQQQTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGK.NYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQGYRSMEQNRALRNNAAYL 

QLSDL*QT*EKHAMGK/EFP1** 


8659 


39027 


A 


8716 




1578 


MGDFNTTLSTLERSARQKVNK 

DIQELNSGLHQADLIDIYKTVKP 

KSTEYTFFSGPHRTYSKIDH1VG 

SKALLSKRKRTE11TNCLSDHSA 

IKLELRJKKLTQNRSTTWKLNN 

LFLNDYWVHNKMKAEIKMFFE 

TNENKDTTYQTLWDTFKAVCR 

GKFIALNAHKRKQERSK1DTLT 

SQLKELEKQEQTHSKVSRRQEI 

TK1RAELKEIETQKTLQKINESKI 

QTT1 RE Y Y K.H L Y AN KL EN LEE 

MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIE A I IN SLPTKKSPG PD 

GFTAEFYQRYKEE\RPISLMNID/ 

AKILNKILANGIQHDIKKL1HDD 

QVGFIPGMQGWFN1RKSINVIQ 

HVNRTRDKNHMI1SIDAEKAFD 

KIQQPFMLKTLNKLGIDGMYLK 

IIRAMYDKPTANIILNGQRLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIGQEKEIKG1QLGKEEVK 

LSLSADDMIVYLEK.PIISAQNLF 

KLISNFSKVS/GYK1NVQKSQAF 

L YTNN RQTESQIM 


8660 


39028 


B 


8717 


1 


2982 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8661 


39029 


A 


8718 


617 


1155 


SIAYQPKSPGPDGFTAEFYQRH 
KEELLISNFSK/VSGYKIDVQKS 
QAFLYTNNRQTESQILSEFPFTI 
ASKRVGYLG1QLTRDVKDLFK.E 
NCKPLLNEIKKDTKKWKNIPCS 
WVGRINIMKMAILPKV1YRFNA 
IPIKLPMTFFTELEKVTTLRFIWN 
QKRDHIAKSILSQKNKAGSITLP 


8662 


39030 


A 


8719 


1 


1827 


MGKKQSRKTGNFKKQRHLSFS 
KGIAVLHQQWNKAGQRLTFDE 
LREGFRPSNYSKLQKE1QTKGK 
EVENFEKNSDECITRITNTKKCL 
KELMELKAKARELREECRSLRS 
RCDQLEERVSG M EDE ANEMKR 
EGKFGEKRIKRNEQSLQEIWDY 
V KRPNLRL1G VPESDG ENGTKL 
KNTLQDIIQENFPNLARQANIQI 
QE1QRTPQRYSSRRATPRHIIVR 
FTKVEGKN1KGSQRERAEIQTTI 
REYYKHLYSNKLENLEEMDKF 
LDTYTLPSLNQEEVESLNRTITG 
SE1VAIINSLPTKKSPGPDGFTAE 
FYQRYKEEVVPFLLKLFQSIEKE 
V 1 LPNSF YEARJ I L1PKPGRDTTK 
KENFRPI SLMN I D AKILNKIL AN 
R1QQH1KKLIHHDQVGFIPGMAI 
RQEKERKG1QLGKEEVKLSLFA 
DDV1VYLENPIVSAQNLLKL1SN 
FSKVSGYKINVQKSQAFLYTNN 
RQRESQIMSELPFTIASKRIKWL 
G1QLTRDVK.DLIKENYKPLLNEI 
KEDINKWKN1PCSWVGRISIVK 
MAILPKV1YRFSAIPIKLPMTFFT 
ELEKTTFK\FLW\NQKRAR\IAKS 
ILSQKNK/AGGITLPDFKLYYKA 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8663 


39031 


A 


8720 




1551 


MEKFLDTYTLPRLNQEELESLN 

RPITGSEIEAIFNSLPTKKSPGPD 

GFRAKFYQRYNEELVPFLLKIF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKDNFRPISLMMAVKILN 

K1LANQIQKH1KKFII1HDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKSHMIIS1DEEKAFDKIHLPF 

MLKTLSKLGIDGMYLK.IIRAIY 

DK.PTANIILNGQKLEAFPLKTGT 

RQRCPLSPLLCNIVLEVLARAIR 

QEKE1KG1QLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNN 

RQTESQ1MSELPFTIASKRIKYL 

GIQLTRDVKELFKENYKPLLNK 

1KEDTNKWKNIPSSWMGR\N1M 

KMAILPK/VTWMKLEI1VLSKLP 

QEQK.TKHRMFSLTGVFIEGRAL 

QNKSETSQSRHPGATHSLPEYTI 

PGSSPSNFYWFTLGLKEEVTSG 

WKREKKKRKREGGKEGRKEG 

RKEGRK.EGKKEGRKKGRKEVP 


8664 


39032 


A 


8721 




1983 




8665 


39033 


A 


8722 




7.436 




8666 


39034 


A 


8723 




3139 




8667 


39035 


B 


8724 




3558 




8668 


39036 


B 


8725 




2133 




8669 


39037 


A 


8726 




3051 


MGDFNTALSTLDRSMRQKVNK 
D1QELNSALHQADLTDIYGTLH 
PKSTECTFFSAPHHTYSK1VHIV 
GSKALLSKWKRRE1ITNCLSDH 
SAIKLELRIKKLNQNCSTTWKL 
NN LLLNN Y WTNK\KKREKN Ql 
DA/IKNDKGDITTNPTEIQTTIRE 
YYKHLYANKLENLEEMDKFLD 
TYTLPRLNQEEVESLNRPITGSE 
IEAIINSLPTKKSPGPDGFTAEFY 
QRMNYISFKSTWKIIKNAYSLA 
HSRELRDGGQ 


8670 


39038 


A 


8727 


1 


2706 




8671 


39039 


A 


8728 


1 


2573 




8672 


39040 


B 


8729 


70 


2029 




8673 


39041 


A 


8730 


81 


385 




8674 


39042 


A 


8731 


30! 


515 


SSWQAPAPVLGSSWASK.K*MK 
KKYAAQQIEKQKSP*CKSI KCSP 
LRSASYAQLLSFSLSSCLCFSTC 
HSTLAWYCL*SSWQAPAPVLG 
SSWASKKRSLLWKEPSRSLPSF 
SITARS*ACCCLCSSTEPQLLKA 
QYLLSHSRTRSFRLQ 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


8675 


39043 


A 


8732 


2 


4207 


DTHRLKIKGWRKIYQANGKQK 
KAGVAILVSDKTEFKPTKIKRD 
KEGHYIMVKGS1QQEELTILNIY 
APNTGAPRFTKQVLRDLQRDL 
DSNTIITGDFNTPLSTLDRSMRQ 
KVNKDIQELNSALHQADLIDIY 
RTLHPKSTENTFFSAPHHTYSKl 
DHIVGSKALLSKCKRK.EIITNCL 
SDHSAIKLELRIKKLPQNCSTIW 
KLNNLLLNDYWVHNEMKAE1K 
MLFETNENKDTTYQNLWDTLK 
AVCRGKFIALNA 


8676 


39044 


A 


8733 


' 


2770 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMK.RE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

TIREY YKHLY AN KL 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8677 


39045 


A 


8734 




2169 


FKPTK1KREKEGHYIMVKGSIQ 

QEELTILKIYAPNTGAPRFTKQV 

LSDLQRDLDSHTLIMGDFNTPL 

STLDTSTRQKVKKDTQELNSAL 

HQADLIDIYRALHPKSTEYTFFS 

APHHTYSKIDHIVGSKALLSKC 

KRTEIITNYLSDHSAIKLELRIKN 

LTQNHSTTWKLNNLLLNDYWV 

HNEVKAEIKVFFETKENKDTTY 

QNLWDAFKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLrCELEKQ 

EQTHSKASRRQEITNIRAELKEI 

ETQKTLQKINESRVTEIQTTI RE Y 

YKHLYANKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSEI 

VA1INSLPTKKIPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEGI 

LPN SF YEAS1 1 L 1 PKPGRDTTKKE 

NFRPISLMN1DAKJLNKILAKRI 

QQHIKKLIPHDQVGFIPGMQGW 

FN1RKSINVIQHINRAKDKNHMI 

ISIDAEKAFDKIQQPFMLKTLNK 

LGIDGTYFKI1RAIYDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIIYLEN 

PIVSAQNLLKL1SNFSKVSGYK1 

NVQK\SQAFLYTNNRQTENQIM 

SELPFPIASKRIKYLG1QLTRDV 

KDLFKENYKPLLNEIKAEDTNK 

WKNIPCSWVGRIN1VKMAILPK 

LIGNCSKISGYKINVQKSQAFLY 


8678 


39046 


A 


8735 


1 


5166 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRL1GVPESDVENGTKLE 

NTLQDI1QENFPNLARQANVQ] 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAARQKAPH 

HTYSKIDH1VGSKAL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8679 


39047 


A 


8736 


1 


4553 


MGRXNRKLDSRQHSYTSPQSRS 
HEDPAAVLQALSSSGVVIYQSL 
VAVQSPLAAPGCDGSRCEVRG 
LTVGSRYGSWRLAGCRDNEMV 
NACQSGWCYQNLTVLRGWKV 
LLEMTPHHTYSKIDH1LGSKAL 
LSKCKRTEIITNYLSDHSAMKR 
ELR1KNLTQNRSTTWKLNNLLL 

ndywvhnemkaeikmffetne 
nkdttyqnlwdifkavcrgk.fi 
alnahkrkqersktdtltsql 
kelekqeqthskasrrqei 


8680 


39048 


A 


8737 


1 


2673 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDINRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTE1ITNYLSDHS 

AIKLELRIKNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNKNKDTTYQNLWDAFKAV 

CRGKFIALNAYKRKQERSKIDT 

LTSQLK ELEKQEQTH SKA S RRQ 

E1TKJRAELKEIETQKTLQKINES 

RSWFFERINK1DRPLARLIKKKR 

E KNQI DTI KN DKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

PITGSEIVA1INSLPTKKSPGPDG 

FTAEFY/PESYL*QTHSQYHTEW 

AKTGSIPFENWHKTGMPSLTAP 

IQHSVGSSGQGNQAGEGNKGY 

S1RKRGSQ1VPVCR*HDCLSRKP 

HRLSPKSP*ADKQLQQSLRIQN 

QCTKITSILIHQKQTNREPTHE* 

TPIHNCFKENKIPRNPTYKGCEG 

PLQGELQTTAQRNKRGHKQME 

EHSMLMGRKNQYRENGHT\SQ 

GNLQIQCHPHQATNDFLHRIGK 

NYFKVHMEPKKSPHRQVNPKP 

KEQS WRHHTT* LQTI LQGYSNQ 

NSVMVLVPKQRYRSMEQNRAL 

RNNAAYLHYSD\L\*QT*EKQA 

WGKGIP\IYKMVAL\GKLAS\PM* 


8681 


39049 


B 


8738 


1 


2792 




8682 


39050 


B 


8739 


156 


391 




8683 


39051 


B 


8740 


1 


2824 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


■Vic! 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8684 


39052 


A 


8741 


3 


4167 


PLSTLDRSTRQK.VNK.DIQELNS 

ALHQVDLIDIYRTLHPKSTEYTF 

FSVPHHNYSK1DHIVGSKALLS 

KCKRTEIITNCLSDYNAIKLELR 

TEKLTQNRSTTWKLNNPLLND 

YWVHKEMKAEIKMFFETNENK 

DTT YQNLWD A F K A VCRG KFI A 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKATRRQEITKTRA 

ELKK1ETQKTLQK1NESRSWFFE 

KTNKIDRLLATLIKKKREKNQI 

GARKNDEGA1TTN 


8685 


39053 


A 


8742 


1 


1107 


MK. VEIKTFFETNEN KDTTYQN L 
WDTFKAVCRGKFIALNAHKRK 
QERSK1 DTLTSQLKELEKQEQT 
HSKASRRQIQTTIGEYYKHLYT 
N KLEN L E EM DK.FLDT YTLPRLN 
QEEGESLKRPMAGSE1EAIINSL 
PTKNSPGPDRFTAEFYQRYKEE 
L/PDKQLQQSLR1QNQWEK1TSI 
PIHQ*QTNREPNHE*TPIHTSICFK 
ENKIPRNPTYKGCEGPLQGELQ 
TTAQRNKRGHKQMEEHSMLM 
DRKNQYCENGHTAQEETAFCT 
HSRRESSRLGLLVANFRACHQE 
RFRRERSVPAGVHAEAHPCWE 
NRGREERHWEQHPGPETVLLQ 
AGGHVCDQGLHHGQPQVGQV 
PRGSRGHSGHFQLPSVQDRSWL 


8686 


39054 


A 


8743 


1971 


5654 


RSPTAGRNTN Y PSRDYYKHLY 

A\NKLEN\LEEMDKFLDTYTLPK 

T/1TQEEVESLNRP1TG\SEIVAV1 

NSLPTKKSPGPDGFTAKFYQRY 

KEELH1N RTKDKNHMIIS1D AEK 

AFDKIQPQPF\MLKTL\NELGID 

GTA'FFKIIRAIYDKPTVANIRLE 

WGQKLEAFPFEKLAQEQGMPL 

LLNPLPQSNIVVGKFLA\RAI\RQ 

EKEIKG1QVEK.QEVKLSLFADD 

MIICLENPI\VSAQNL\LKLISNVS 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8687 


39055 


A 


8744 




4901 


MTGSNSHITILTLNINGLNSA1K 
RHRRASWIKSQDPSVCCIQETH 
LTCRDTHRLKIKGWRKJYQAN 
G KQKKAGVA I LVSDKTDFK.PT 
KIK.RDKEGHYIMVKGSIQQEEL 
TILNIYAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHPKSTEYTFFLAPH 
HTYSKIDHIVGSKALLSKCKRT 
EIITNYLSDHSAIKLELRIKNLTQ 
SRSTTWKLNNL 


8688 


39056 


A 


8745 


2 


1887 


SASVVPASGLRPSSTSLLTSRQP 
RFLGLLRSHPALLVAVPGDWD 
DLAVCCIVAPSHVCRMVFVMD 
RTLGISLPGLLKREEDACWVEA 
N 1NGRVL AQCN I DELKKEMNM 
NFGDWHLFRSTVLEMRNAESH 
V V PEDPRFLSESS SG PAPH G EPA 
RRASHNELPHTELSSQTPYTLN 
FSFEELNTLGLDEGAPRHSNLS 
WQSQTRRTPSLSSLNSQDSSIE1 
SKLTDKVQAEYRDAYREYIAQ 
MSQLEGGPGSTT1SGRSSPHSTY 
YMGQSSSGGSIHSNLEQEKGKD 
SEPKPDDGRKSFLMICRGDV1DY 
SSSGVSTNDASPLDPITEEDEKS 
DQSGSKLLPGKKSSERSS\LFQA 
SLKALKGRGLRLSKLPVSEEDEC 
GAEESDNTP\LLK\DDKDRKPEG 
KVERVPKSPEHSVEP1RTFIKAK 
EYLSNDALLDNKGNSSDSWSVD 
PRES\SPNHVSAQCKCADDLPD 
LKRHNLIE\LEDDSHSGKRG\IPH 
SLSGLQDPIIARMSICSEDKKSPS 
R1ASLD*PSSP\EENW\P\ACQKA 
YNLVNRTPSTVTLNNNSAPANR 
ANQNFDEMEGIRETSQVILRPSS 
SPNPTTIQNENLKSMTHKRSQR 
SSYTRLSKESPELHAA\SSSESTG 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


8689 


39057 


A 


8746 


1 


385 


EGNEAQTCSFWNTRRQLLASS 

DPSLSVSQRMDPSWRRSSHSWP 

QPMPDSGRAPVRPHLAK.LEED 

VWPCPQFHQTKAASGPPFVTFQ 

PANCFPSVISFHLHCHTWSEQD 

RAYHPVYQMR**GSDVQLLEY 

EASAAGL1RSFSERFPEDGPELE 

EILTQLATADARFWKGPSEAPS 

GQ/ALRK/SVWPCPQFHQTKAA 

SGPPFVTFQPANCFPSVISFUCT 

AIRGVSKTGLTILSTR*GNGSSE 

KSLV 


8690 


39058 


A 


8747 


2 


2015 


QDFLDSQNLSAYNTRLFKEVD 

GEGKPYY EVRLAS VLGSEPSLD 

SEVTSKLKSYEFRGSPF\QVTRG 

DYAPILQKVVEQLEKAKAY\AA 

N\SHQGQML\AQYIESFTQGS1E 

AHKRGSRFWIQDKGPIVESY1G 

Fl ESYRDPFGSRGEFEGFV AW 

NKAMSAKFERLVASAEQLLKE 

LPWPPTFEKDKFLTPDFTSLDV 

LTFAGSGIPAGINIPNYDDURQT 

EGFK\NVFAGG1VLGCGLTPRK 

REK\LTFLEEDDKDLYILWKGPS 

FDVQVGLH/ESLLGHGSGKLFW 

QDEKGAFNF\DQETRDPPQKRG 

EQIQSWNRTGETVADSKFSTIAS 

SYE\ECRAESVGLYLCLHPQVL 

EIFGFEGADAEDVIYVNWLNM 

VRAGLLALEFYTPEAFNWRQA 

HMQARFVILRVLLEAG EG LVT1 

TPTTG SDG RPDARVRLDRSK I R 

SVGKPALERFLPvRLQVLKSTG\ 

D VTEGRA L YEG Y\STVTDAPPE\ 

CFLTLRVDTVLLRKESRKLSVQP 

NTHLEGNE/VSDVQLLEYEASR 

AGLIRSFSERFPEDGPELEEIFTQ 

\LATADARFWKGPQ*GPHSGPS 

LRKIVVALPPKFHQTKAA\SGPS 

HSVCVFRGWGGGGAGAWTLV 

L\PQLEGW*1TNPLPICQHVSSLP 

NCFPSVIL/SFICTAMRGVSKTGL 

T1LSTKMR\NGSSEKSLV 


8691 


39059 


A 


8748 


1 


519 




8692 


39060 


A 


8749 


786 


864 




8693 


39061 


A 


8750 


1 


468 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8694 


39062 


A 


8751 


128 


605 


MTWGTVPLFH1FQMRCCHWSC 
QG1MRGWGLCSQTLNCLLLSK 
C*TCSRGGGQIWSRKFRLVRVE 
*G\*GNFKTPELQQPGVPPGLPP 
PGSCFKCRKSGHWAKECPQPGI 
PPKPCPICAGPHWKLDCPTRLA 
ATPRSPGTLAQGSLTDSFPDI RG 
LAVED 


8695 


39063 


B 


8752 


1 


615 




8696 


39064 




8753 


1533 


1767 


PSPTCPAIYS*KGGWSQRHSQG 
ACYTCRKSGHWAKECPQPGIPP 
KPRPICVGPH*KSDCSTHLAAN 
PRAPGTLAQGSL 


8697 


39065 


C 


8754 


84 


329 




8698 


39066 


A 


8755 


911 


1497 


SQRKARDQRRKRNKRASSIAK 
HKEPKRP1LPSGKNSQEGVATH 
TKPLAQGKVWLDP/NETNEIPN 
ANFRQQ1RKL1KDGLILRHRKPV 
TVHSRAQGWKSTLARRKGRHL 
G1ESKKIDRHMYHSLYLKLKGN 
VFKHKRILTEHSHKLKADKAR 
KKPLADQAEARGSKTKEARKL 
REEHLQTKKEEUKTLSQEEKAK 


8699 


39067 


A 


8756 


34 


280 


EVIHAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLK.VKGNVFKNKRILM 
EH1HKLKADKARKKLLA 


8700 


39068 


A 


8757 


1 


692 


AFLLQELCLKSSTGELFPFAAV 
AAALSMLRLQKRLASSVLCCG 
KKN 1 WLDPN ETNEITN ANSRQQ 
1RKLIKDGLURKPWTVHSRLRC 
RKNT\LAR\*KGRHMGIGKRKV 
PANA\RMP\EKVT\WMRENEGF 
CRRLASEDTRES\KKIDRPHVVT 
AL YL\E V KGN VFKNKRIL\M EH I 
HKLKA\DKA RKKL\LAD\Q AE A 
RRSKTKEATKRREERLP/ARPRK 
REIITLSKEEETKK 


8701 


39069 


A 


8758 


46 


131 




8702 


39070 


A 


8759 


5 


447 


PATELPGLPTRPGMLCIWRGAP 
DWPEGPPSSGELSSIQPTQGLHN 
CFQPDGARPAAPGPVPGQLGAL 
PWSCRPPAEPTLFMESLVQWPP 
GDGIRQ*CEDAAELREPGVQRH 
QGSPG*VRTLPPLRGPSQVPA/G 
SSSSASPRSIPGSRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8703 


39071 


A 


8760 




201 


MPNIYTMEYYAAVKKDEFMSF 
VGTWMKLETIILSKLSQGQKTK 
HRMFSLIGTRMKLETI1LSKLLQ 
GQKNQTPYILTHRJSFEDVRNY 
MPLAVIHSDESPILPLHEQQDAS 
ENGWIKDTERDADLEIY1VSGIG 
SFRWVLGLADFKSEAADPCGM 
KLQTF A VSVTALKGGASRVVH 
SSWWVCVLTDFRSEAAYLSVT 
ALEGGASRVAHSSRFVVSLTSG 
VKLQTFTVNATAHKGSADPKS 
EQHQDLLQRAlCrCHTFHSMKGE 
PRRVVAAGWGGAIKADSNNLI 
LLFQTIEKYCPWFPDKGSVDLL 
DWDRVGTTLCQLMRDGVLLPI 
SVWTDWALIRVALLPFQSGDTL 
QLPQVNADVEPLPLPRCIGGITG 
PEGGDPPGPSFHYLVGVYYFLT 
CRSTWEQRKSPVALR**KLGPG 
GSPPSGPVMPPMHRGKGSGSTS 
ALTCGS 


8704 


39072 


C 


8761 


42 


179 




8705 


39073 


A 


8762 


I 1 


1713 


PKTLKMGGGTAGLVGMGFSTT 

G\RTPSAPGRPHPCRGAP/GSPG 

KAGLFLQRPRLGTGL*GSAPRG 

PG*MGCP\GTGRGSNSRH*RGPP 

RRPQAS*AAPFQPGPLETWTPG 

*SQVPGAPSPCNFSYPHREVPP 

WGPVPPPAPHGSCGWALALPR 

RKRAAVFSSWAPGQAGQLLDA 

ASVG AAP* QDI PPCRGSSAPSPC 

SPHPPPGLESGPKAPGAASWAGP 

QTPFSGRAQQLCQEGPAGAGN 

TSGRSA*AASAGTCDGPRSGGR 

VRTYPGLP*CRWTPGSRSSAAS 

SHHCRMPSPGGHCTRLSMKRV 

GSAGGRQLQGRAPS*PARGT*Q 

RPRGGQSGLAAPLESRH*DGEC 

*AFWRAETVRSSVQRRREFATG 

LSGPSS*PRWSTCSVP/ASSPGG 

GDVAGPQEGPRSFHCLPSCL*V 

RPSHPEGDAA\P*GALHK*RMII 

EEGRPGPCGGWGLV/GSWEPV 

QGCRRNLARWGRAWNCLQFPE 

♦PPGGPGLADSGFI1QTARLNFQ 

GWASVSFSIKRPGRA1LRPCPTS 

EFLLPESFVSGNCSSTERAMWP 

FWAPPRSAPGAENFPCASVPCK 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location oflast 
cotlon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon,/=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8706 


39074 


A 


8763 




409 


LTHLTAQNVPNLFARNERVICL 
FDTEFGPMAQILVGATIVGSIET 
VWAGTITPPREGIIKRWTWPAG 
ENDGSVALLKGQEMGRFKLGS 
TVINLFAPGKVNLVEQLESLSV 
TKIGQPLAVSM*SKATQLGNPR 


8707 


39075 


A 


8764 




1528 


MTFVNAQAEDSQIFLYKRRYVP 

VEGYAPWLVSGNASELERIHYE 

GMDDVILLDFLPKELGFDMNM 

HILSFAPGANHGYIEHTFKEHG 

GATQAFAKENNHKAYKDTYG 

VSHITRHDMLQIPKQQQYEKYQ 

DTHDTP YCEPLPG ETRL WG DT 

DVIGLFDAETDMNDVVAILENH 

PLLGAGFAHKIEQLEDKDWERE 

WMDNFHPMRFGERLWICPSWR 

DVPDENAVNVMLDPGLAFGTG 

TIQTLSVPAMLDSSTHTRRMRS 

TLNLYEITRMSTVSTSEHSMTY 

TLVQVDMKEAQKPDTASYRTF 

NEFFVRPLRDEVRP1DTDPNVL 

VMPADGVISQLGKIEEDKILQA 

K.GHNYSLEALLAGNYLMADLF 

RNGTFVTTYLSPRDYHRVHMP 

CNGILREMIYVPGDLFSVNHLT 

AQNVPNLFARNERVICLSDTEF 

GPMAQILVGATNGGSIETPESE 

GATVDESFVVGGPVGDFELLLC 

\QERSALSGRCVI*SFNSAKVRFI 

QQSRRPVKSA 


8708 


39076 


A 


8765 


2 


420 


QNFKEIFVRPLRDE/VRPIDNDP 
NVLVMPADGVISQLGKIEEDKI 
VSNLFARDERVICLFDTEFWPN 
AQ/ILVGATIVCSIETVWAGT/IT 
PPREGIIKRW\TW\QAIEEDSWQ 
NLGRVAG*NKLPTELCNNFDW 
AQTLSSRNRG 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Mel 

hod 


SEQID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8709 


39077 


A 


8766 


1 


1130 


MHFAKKEDVSEIETGSDGEKPK 

ARAGCLIGNSERLFSVTFCVQF 

QATLPLSYTIMKHKDTGTSSVP 

ESIDASLEASQQNPAFLKTLTRS 

CSPSWPCSRNWPHLLIPLTCPA 

QAGATPQLPGLGPPGHLPMNQ 

P AS SFPPVRPN A A SQILTSTFHKP 

PPGSSLACCCCPGPCDWQEDSQ 

*PTPACPSWPPWPTQLSPSAAGS 

PI\IHSPIQGFHSQLLS*RSPGTEE 

P* E ANKLPP WTG H REPEPHPGL 

PGHPCAAG/MHRPLAPTTA\RPL 

ATLHGERQRHLHPGQRRRVPR 

APAESTEAPALWLHRPPECPEC 

SGHGPAALEQGAGMA*CRSCR 

HLPCFPG EE AD AG SREGPHQE V 

PRSKICQQPQAASFRJCLHSIF 


8710 


39078 


A 


8768 


179 


1908 


KKQNKSRGCNVNWAMRRALK 

MC1PYRNGHS1FLVMVKVERSK 

RFALKLSVAEKNQMPRNATV1E 

NSAGYSYGKMAFS*PRICTQIV 

GPR11STTA VI S/SQP ATHH RATR 

GAI1RTAFCGPCFGAGDTP1NNG 

LSIRHTTRNFPNREGSKPANGQ 

MSAVALMDARSIAATAANGGY 

LTSASELDCWDNVPEYAFDVTP 

YKNRVYQGFVKGATQQPLIYG 

PNIKDWPELGALTDN1VLKVCS 

K1LDEVTTTDELI PSGETSSYRS 

NPIGLAEFTLSRRDPGYVSRSK 

ATAELENQRLAGNVSELTEVFA 

RIKQIAGQEHIDPLHRVYRHCS 

RSGNCPSDVFDSKKDPVQDHRP 

QKRVTLIWGYDIHPQIE1IQTGD 

NFFQFRAIANNFGFLRFYQIRHF 

GLSGQHGVQIFTADVERGVGL 

RLQRFPVVKHAIVQRQVEVIAV 

A H I E VQADIFTRSFRAI EANGHK 

VEQHFDRHPANGVRGTGGAVA 

ELMHPFAQLFRAGQVETAPCG 

GLGLIAQLFKVIRLQILRGESKK 

FSANLTALKLPLPMVYEGDKV 

LKHLLRPKFNLPPLVQPPKKM L 


8711 


39079 


B 


8769 


1 


1881 




8712 


39080 


A 


8770 


2093 


2287 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8713 


39081 


A 


8771 




1358 


MKINLKLTNDSKVADGQFANI 

VVFLINWFYIHATTCEIDNGGVI 

VADGFQASKAYSADS1VDYND 

AHYKTSVDQDAWGFVPGGDN 

PWKKYEPAKAWSASTVYVKG 

DRVVVDGQAYEALFWTQSDNP 

ALVANQNATGSNSRPWKPLGK 

AQSYSNEELNNAPQFNPETLYA 

SDTLIRFNGVNYISQSKVQKVSP 

SDSNPWRVFVDWTGTKERVGT 

PKKAWPKHVYAPYVDFTLNNH 

HRRTDSFRSKATAELENQRLAG 

NVSELTEVFARIKQIAGQEHIDP 

LQTEIGSMVYAVKPGDGSARE 

QAASCQRVIGGLANIAEEYATK 

RYRSNVFNWGMLPLQMAEVPT 

FEVGDYIYIP\GIK_AALDNPGTT 

FKGYV1HEDAPVTEITLYMESL 

TAEEREIIKAGRJRHLLSDAMLA 

HLIRPTNRIESVGQIRHFRS1RHL 

LSDAMLAHLIRPTNRIEP 


8714 


39082 


B 


8772 


21 


1623 




8715 


39083 


B 


8773 


32 


1850 




8716 


39084 


A 


8774 


1 


1193 


MSEVEAAAGATAVPAATVPAT 

AAGVVAVVVPVPAGEPQKGGG 

AGGGGGAASGPAAGTPSAPGS 

RTPGNPATAVSGTPAPPARSQA 

DKPVLATRVLPG\TAKRFNVRS 

GYGFTNRNDAKEDVFVHWTA 

VK.RNNPRKFLRSVRDGETVEFD 

VVEGEKGAQATNVTGPRAAGV 

PMKGSRYAPNRRRFR*F1PRPPS 

VAPPPMVAE1PSAGTGPGSKGE 

RAEDSGQRPRRWCPPPFFYRRR 

FVRG PRPPNQQQPIELTGAFACS 

QGTDRVEPKETAPLEGHQQQG 

DERVPPPRFRPRYRRPFRPRPRQ 

QPTTEGGDGETKPSQGPA DGSR 

PEPQRPRNRPYFQRRRQQAPGP 

QQAPGPRQPAAPEEAPTEAIKP 

MIAHDGHAPPNPSPTCCLEPSY 

QLVDVN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5<10,217 


Nucleotide 
location offirsl 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8717 


39085 


A 


8775 


3 


933 


RHQESLCAPLEILQKKGCPCLE 

EPLQRQPCPCQSSEVTA**NISF 

RFASPGGN/SPWASH*APSVRG 

AAPAGPVGLEAAAGSEPHPGP/ 

PDAGGARPVPGGAGSRPRMVL/ 

SPRSAPHLGGGRSA/PAMRTGN 

PCTHTQVVTTSPNLPNIP*GAKS 

HPI/VERPLS*KGTGPSAPQIATE 

NIYP*QLHGKGPLIRD*KIVPHD 

GAAGQSPLLPVRSCQRGYLPSA 

K*FFDALKIKFTLKFLHLRRFSC 

TLSLRGLLVSPLLLPVRLLLAG 

WAHAWMHGCGGWEPRITQQR 

ASCQLPDRTKSKMRVKIPAANS 

SWLCH 


8718 


39086 


A 


8776 


3 


925 


RGSEQIPPSSIPGAP*KMLFPSG/ 
SSEPEHL*TVPASSLGCRPGGPV 
ASRSRPPRPPARAALRGPPASSP 
IRFP\GASPRAPPTS*MRSGAGS 
KT/TPRPGPSASGDRPRAPCVRG 
PGCGSEPAAASSPTGPAGWPRA 
R*GPGHGQTSPHGW*PSSMQQ 
RTRRCSPPSSVPGQFPLLP/LSCS 
QVSPWTW*GLPYSLLIPVSSLLP 
WPEDRVPSSFVA/GPLPSFDNTS 
LPVEGGS*L/HPVCLLYVYQENS 
SKHIPYSCRGSR1FPFSQRQRVM 
AGQRKLCDHPGGL1SKPLAWT 
R1PEAPVVAAMVEGGGGL 


8719 


39087 


A 


8777 


144 


503 




8720 


39088 


A 


8778 


15 


427 




8721 


39089 


A 


8779 


1 


1055 




8722 


39090 


A 


8780 


280 


1480 


FQTRMGISVATIPGTSCSWSMR 
ASEKEKDTFESTVQVSKLQDL1 
HRSKMARCRGRFVCPVILFKGK 
HICRSATLAGWGELYGR\QATT 
YFFSGGADDAWADVEDVTEED 
CALRSGDTHLFDKVRGYDIKLL 
RYLSVKY1CDLMVENKKVKFG 
MNVTSSEKVDKAQRYADFTLL 
SIPYPGCEFFKEYKDRDYMAEG 
LIFNWKQDYVDAPLSIPDFLTH 
SLN1DWSQYQCWDLVQQTQNY 
LKLLLSLVNSDGQTDSKSLVAf 
RTSVGVALAQTSGNALAYGTK 
KAQEQSQDGL1HTSLKPTEILYL 
TVAYDWFLFGHMLVDRLSK.GE 
EIFFFCFNFLKH1TSEEFSALKTQ 
RRKS LPA RDG G FTLEDI C\C * DE 
RTVAVPPDLVCDCLPGHGEFPR 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8723 


39091 


A 


8781 




588 


HSFFFPNREKCSTKR*RLSASRF 
PP*PWSRLPSG/QPAGGASAGSP 
SAPRGTGRGAGSRPAHG/VQPP 
RAHPEAPCPACPRSVGGAR/RA 
PEPSSNLSGEAPASGDRDVPPPS 
PLAR*VPLGGREFGWPWANAA 
LRPGKTP/RSDRVS\RSPWS/PAG 
FSVPASWPRRSTSGNRGPPSRPS 
RLSRTSGPLNRLGEPFDVQGPL 


8724 


39092 


A 


8782 


-j 


198 














275 


MAGAPAPASLPPCSLISDCCAS 

NQRDSMGVGPSEPGAGYNLVP 

VVEKRSIRVGVTGFSRCCPSPLSL 

TRKGNSLTPWASQVRQCLALL 

QLAH 


8726 


39094 


A 


8784 


349 


478 


KLSKFPYTEELSSGLYG1GSLCP 
HKYNCLVSSHSRCKN*VTGY 


8727 


39095 


A 


8785 




325 


FSEGNSYLVG1MHPLKAMLPGL 
QYQTETFPPPGYLM/PCRLQQQ 
SHLLTLRDCCASNQRDSVGVGP 
SEPGAGYNLVVRRFLSLLEKRSI 
WVRVTRFSSALNHF.LKVNDH 


8728 


39096 


A 


8786 


113 


313 




8729 


39097 


A 


8787 


2 


1991 




8730 


39098 


A 


8788 


512 


1178 




8731 


39099 


A 


8789 


135 


1562 


DTL VPTSQGD1 SRG LEGN LN SC 

PT*Q**RAPFLWCQ/PKAEWGT 

W1FNPEAEESLEPRSLISDCCAN 

NQRDSVGVGPSEPGAGYNLVV 

RSFLSPSEKRSVRVGVTRLSRCR 

PSPLSLTQKGNPLTPCASQVRQ 

CLALLRLRHVYFYNFGWKDYG 

V ASLTTI LDM VKVMTFA LQEG 

KVAIHCHAGLGRTGVLIACYLV 

FATRMTADQAIIFVRAKRPNSIQ 

TRGQLLCEAQQSGAFSADVSGS 

HSPGEPVSPSFANVHKDPNPAH 

QQVSHCQCKTHGVGSPGSVRQ 

NSRTPRSPLDCGSSPKAQFLVE 

HETQDSKDLSEAASHSALQSEL 

S A E ARR1L A AKA LAN LN ES VEK 

EELKRKVEMWQKELNSRDGA 

WERJCGERDPFILCSLMWSWVE 

QLKEPVITKEDVDMLVDRRAD 

A A EALFLLEKGQHQTI LC VLHC 

IVNLQTIPVDVEEAFLAHAIKAF 

TKISIIFVNQNPEVTVLL 


8732 


39100 


B 


8790 


563 


2017 




8733 


39101 


A 


8791 


108 


194 




8734 


39102 


A 


8792 


1 


164 
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SEQID 

NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8735 


39103 


A 


8793 


1 


1068 


MEESRYWGTGRNRREGLKLQ 

WAQPAPLFN1RQGPNEGDNQQ 

GSYWEALASIMQ1IHLVPSGLG 

MVTAFHCSWYLSTTATFPGVL 

NPALTE1KSGNYYVHGSF1LQV 

ADYKEFQTLLMITKATFHQKTQ 

CWACEEGVQQSFHCPCRMQAA 

A S VERYTEL L K.EFLFKEHTCDN 

QEPTSTLHYHSKLTVHIHVYSS 

RCTLPCQPSQAAQAEGISQPAP 

ACEDFVFAALAPP/ESG/RCPTL 

RLLGGLCTPTNARRTRTHSTTA 

C WARAQWDSLGPLKLSHRVPR 

VLuU 1 Kj^rOKl^OClvlUlNl^KLO 1 

SNSEARDPGGLRVKHR/CEAIQ 
EPPNRSRRQGAPLHSPPAY*MS 
SWRP*SFSKRHNLS 


8736 


39104 


C 


8794 


78 


331 




8737 


39105 


A 


8795 


129 


1734 


QWMHRMLDI FKGSSQHPSVPR 

VSSRPPLGPQGYSLHHFGTQGI 

HSATPINTQGLQPAPMGTQQPQ 

PEGKTSAVVLADGATIVANPIS 

NPFSAAPAATTVVQTHSQSAST 

NAPAOGSSPRPSILRKKPATDG 

MAVRKTLIPPQPHDVASPRVES 

SMRSTSGSPRPAGAKPKSE\STC 

L WPLRSLCPWRL YPIKIM 1 SLPL 

PSLKLPSSPHRPFQL*LQQPVPR 

HNQPLPFQPFLERSPSLHPSPPU 

HCTTS1SHCGWQSFLRLGPSRS* 

N * SERRSRTNG YHEASFXS VPPL 

ATNTVSPSLALLANNLSMPTSD 

L PPG A SPRKKPR\NN S M WI STEE 

GDMMETNSTDDEKSTAKSLLV 

KAEKRKSPPKEYIDEEGVRYVP 

VRPRPPITLLRHYRNPWKAAYH 

H FQRYSDVRVKEEKKAMLQEI 

ANQKGVSCRAQGWKVHLCAA 

QLLQLTNLEHDVYERLTNLQE 

GIIPKKKAATDDDLHRJNELIQG 

NMQRCICLVMDQISEARDSMLK 

VLDHKDRVLKLLNKNGTVK.KV 

SKLKRKEKV 


8738 


39106 


A 


8796 


1 


169 


RPTRPPK.SNKRQCLVFVTP\K.EE 
EPVRNILEKFNTISGSKVRSLYL 
HAPPLLPLER 


8739 


39107 


B 


8797 


156 


398 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8740 


39108 


A 


8798 


20 


723 


VWGGEFLPR1WFMLPTSHQWM 
LFSVFLGWGSCQWSCSHLLSCL 
WRAAFSEFPLGPEPGEGIGPELC 
LCFQM E A 1 ELS V DPKSNKRQCL 
VFVTP\KEEEPVRNILEKFNTISG 
SK/CTEVQRGVIYPGHIR*R**SI 
PRGF*FYSK*GRPDSAGGHGPG 
GVLQGEKGHSACARQGGRFQE 
GAAFAQRETAGRRVGQRWCG 
DCFRTPVHRKSLSSPNFGGFGA 
GSEAVPCHLVLYLVW 


8741 


39109 


A 


8799 


79 


256 


LRLTLLFFQNLLGGKSSMLWTA 
HPCPEGACSSSCTSLGSHLLLSS 
FPVLGR*PGPSGDH 


8742 


39110 


A 


8800 


402 


996 


TFFK.FPPDSGAQLASPRGSRIGA 

AGGAA\SSPEPSAALLSPWVVD 

GTGRPGAGGGARRGGSGCTGA 

HGGGGSSGM/VG/PAGPEPCPA 

GRQLRPGEKSSAAPLREPASAL 

AGPERGSHSAAAG* RA PQ\GRQ 

SGSPGRGGAESERGL*GLPSCC 

HLSPGSGAAAVPRSVGSRWPC 

GA\PTLATPPTSASFFSAATPEGP 

PLAS 


8743 


39111 


A 


8801 


7 


602 


TFFK.FPPDSGAQLASPRGSR1GA 

AGGAA\SSPEPSAALLSPWVVD 

GTGRPGAGGGARRGGSGCTGA 

HGGGGSSGM/VG/PAGPEPCPA 

GRQLRPGEKSSAAPLREPASAL 

A G PE RG SH S A A AG *RA PGAGRQ 

SGSPGRGGAESERGL*GLPSCC 

HLSPGSGAAAVPRSVGSRWPC 

GA\PTLATPPTSASFFSAATPEGP 

PLAS 


8744 


39112 


A 


8802 


262 


349 


KEGEGGK\PD*PVRMCPPKPSG 
HWKHPGE 


8745 


39113 


A 


8803 


2271 


2863 


GGASGVVRSSWWARGLAGFRS 
EAADLRGLPVELRASPAPCVRT 
PQPLGGRVGIGRPGAEGGPCWG 
GSGRTGAHGGAEGAGSSLGQP 
RKGLPQCSGG/PEGLLKCGQSG 
SPGRGRAQSERGL*GLPACCHL 
SH*PQGRQI*PRTCPTPFQSKTS 
DQGGPSGPAVSGSERQV*LHHQ 
*PGCRDYLCGPFCSWEINPVWG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8746 


39114 


A 


8804 


3 


561 


NCPSLLVESCFQECGSSIPFALPS 
TQVEHALYASER*QRAGSPHSP 
HSLSVPPLPGLPLWRHLRSPS/G 
PPLH*PP*ASTLTGGPQ*RLGSA 
GINVSSEPVSSSRPNV*SFPFPQY 
TVTLVKGWRSREPSPKSSVLGS/ 
MVP*STKSEP*REPPI*SLTGKA 
GERGEKGREK.AIGSGR*GVAKC 
SDHVR 


8747 


39115 


B 


8805 


298 


380 




8748 


39116 


B 


8806 




1292 




8749 


39117 


A 


8807 


1 


1224 


MKPRTLAVSVTALKVARLEFV 

PSDVRMCSEFLPSGGLVVSLAS 

GVKLQTFAVSVTARNSVDPKN 

SGAQLASPSGSSTRAASGAAC* 

SPSPPPCARTPQPLGGR\GTGCP 

GAGGGTRRGGSGRTGAHGAAE 

GVGSGLGQPRKGPPTVQWWAE 

GLLKCRQSGSPGRGGAESKRGL 

*GLPASTLSP\PPG\ECAGKSENS 

HMNLNCSGGSLGPGTGAHLPL 

GPDSGQPAETLLWGPCCGPGG 

TGLTGSGQT1SLGCQGGQPRRE 

VKPPVPQRVSVLLVAVNPPPDS 

RCRVETDRPWRLC1QSCLCGTL 

KRDVLHSPSVVFNTTRGGTAE 

WSREDKDALLPEYALHMPFAV 

GFKLEYKEGVLGSNLAAGPEK 

ELCEAK.RNQCPKSGVSHTSRPL 

KPEWSDFVAE1DESKLPDRS 


8750 


39118 


A 


8808 


1 


1298 


ESLRAGSFQQE1QPELAPLIILRG 

FGTWPGWSFQATGFCVGVRGS 

PGSGFRGCGAYRAP*SFRTQLW 

PWQPLQGLDPKPLKDALRPSPL 

GRRACAEHHLCSADERPDLGFE 

GLQRWGGCRGSQGKPAVHQA 

WGRCGEGTGGGHTGSPPPRLTP 

P/PGPGSFRAQPGERRPAACGQ 

QRALGPMRPPPAC/GPSPT*GCA 

LNPTSPPAPLV*GFIHIVAAFCSF 

VTPVSKSHSFQLGGELRVAGSD 

\GGRWGERENTQGSTLPPSSPAS 

SPGSPSPDPATPPGPATPGLIDIL 

LLLPMVASSRKHDF\SGFSGRLP 

PQGEFFQ*GPTGWQSWVWPLD 

PSYLGGCQGGCGQGPRTGRRG 

ASSHCCVPAAP/GLSMDCSRGS 

GGSPPRSPPWALLGDLPSSLET 

VCLVMMFPCPIWMASEFAMEI 

QLLGPFWQIMLIGLCW 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*^Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8751 


39119 


A 


8809 


2 


662 


R1PLLVTRLKINEKVLQVLTNIF 

LFHDFSVQNFIKGLQLSLLEHFY 

SQPLSVLCCNLPE AKRRIN FLSN 

NQCEN1RRLPSFRRYVEKQASE 

KQVALLTNERYLKEETQLLLEN 

\LHVYHMNYFLVLRCLHKFTSS 

LPKYPLGRQIRELYCTCLEKNI 

WDSEEYA S VLQL LRMLAKDEL 

MTILEKCFKGFKSYCENHLGST 

A*RJEEFLGQFQSLDEPRGRR 


8752 


39120 


A 


8810 


326 


1215 


NP1LHGNFIFMLDHSLKNVQDQ 

E*TLM*/HYGPQVVTMCQCSFIE 

RNKRIPVVQGIRRGRGHVQWG 

RYVEKQASEKQVALLTSERCL 

KKETQLLLENLHVYHMNYFLV 

LRCVHKFTSSLPKYPLGRQIREL 

YRTCLEKNIRNSEEYASVLQLL 

K.MLAKDELMTILEK.CFEVFKSS 

CEKHLGSTAKR1QEFLAQFQSF 

DETKENEALKREEGCIPN1TPD1 

CIAYKLYLECRRLINLVDYSQA 

FATILTAAEKMDANSTSSEEMM 

EIIYAWCIRTVFELELLGFIKPTK 

QKTDHVARLT 


8753 


39121 


A 


8811 


70 


613 


SLLEMKELRRSKKQTKFEVLRE 
NVVNFIDCLVREYLLPPETQPL 
HEVVYFSAAHALREHLNAAPRI 
ALHTALNNPYY Y LKNEALKSE 
EGC1PNIA\PDICIAYKLHLECSR 
L1NLVDWSEAFATVVTAAEKM 
DANSASSEEMNE1IHARD1RAVS 
ELELLGFIKPTKQKTDHVARLT 
WGGC 


8754 


39122 


C 


8812 


598 


762 




8755 


39123 


C 


8813 


138 


296 




8756 


39124 


A 


8814 


1 


395 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8757 


39125 


A 


8815 


2 


1289 


DDLCALAFKVLHDKQRGPTGF 

YAPFNSRPL*KPQLAHSIILMET 

ATERISRLLLPFADQHVEIPSLT 

AGNIALTVGLKHTATGDTIVSS 

KSSAIALQLVEPNGREKRSTDK 

TM KAERLLLAGSGRFQEPVFFC 

TIGTPITV*GSQIWEHAFEMSFS 

VRIPVLKVRLDPDSGQTVVLCG 

MGELHIEIIHDR1KRJEYGLETYL 

GPLQVAYRETILNSVRATDTLG 

*EL*GDKRHLVDLLGSGKARPI 

ETSSVM PVIEFEYAESINEGLLK 

VSQEAIENG 1 HS ACLQGPLLGSP 

1QDVGNYLY1 P* QIHP WAPSTTY 

DFCLCLKMPCKKALERKADKQ 

VLEPLMNLEVTVARDYLSPVL 

ADLAQRRGNIQEIQTRQDNKV 

VIGFVPLAEIMGYSTVLRTLTSG 

SATFALELSTYQAMNPQDQNT 


8758 


39126 


A 


8816 


545 


849 


LAIHLSSL1\SRHDDEATRTST\SE 
GLEEGEVE\GETLLIVES\EDQAF 
S/VDLSHDQSGGISLNSDEGDVS 
WMEEQLSYFCDKCQKWIPASK 
ELLNSFDLSIPV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of ilrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8759 


39127 


A 


8817 




2395 


MDSSIHLSSLISRHDDEATRTST 

SEGLEEG EVEGETLLI VESEDQA 

SVDLSHDQSGDSLNSDEGDVS 

WMEEQLSYFCDKCQKWIPASQ 

LREQLSYLKGDNFFRFTCSDCS 

ADGKEQYERLKLTWHQVVML 

ALYNLSLKGSGRQGYFRWKED 

ICAFIEKH*TFLLRNRKKTSTCR 

STGAGCLSVGSPMYFR*GA*EF 

GEPRWWKLVHNLPLTMKPERE 

KTAASTLNIFAASKPTLDP1ITVE 

GLRKRASRNPVESAMELKEKR 

SRTQEAKDI RRAQKEAAGFLDR 

STSSTPVKFISRGRRPDV1LEKG 

EVIDFSSLSSSDRTPLTSPSPSPS 

LDFSAPGTPASHSATPSLLSEAD 

LIPDVMPPQALFHDDDEMEGD 

GVIDPGMEYVPPPAGSVASGPV 

VGGRKKVRGPEQIKQEVESEEE 

KPDRMDI DSEDTDSNTSLQTRA 

REKRKPQL EKDTKPKEPRYTP V 

S1YEEKLLLK.RLEACPGAVAMT 

PEARRLKR\KL1VRQA\KRDRGL 

PLFDLDQWVNAALLLVDGIYG 

AKEGGISRLPAGQATYRTTCQD 

FR1 LDRYQTS\LPSRKG FR\HQ\T 

TK.FLYRLVGSEDMAVDQS1VSP 

YTSRILKPYIRSDPHWTPEPDAP 

LDYCYVRPNHIPTrNSMCQEFF 

WPGIDLXSECLQYPDFSVVVLY 

KKVI IAFG FMVP\DV\KYNEA YI 

SFLFVHPNWYRRAGIATFMIYHL 


8760 


39128 


A 


8818 




364 


GDSVPTAEGGDQVCVILSSVPQ 

TVWEPMFNKRACG/P*SP*SLSA 

TS1YPRELKAGTQKDTCPPVFR 

AVLFTTATQCPSTDAWMNKM 

WYSRTMECYSALKRKEIPPHAT 

ARHPMCLQFCRW 


8761 


39129 


A 


8819 


292 


508 


ARPGDQATSGGQGTTFQHPLFC 
FELGGSQNPALQ*PFAAACPVG 
AD*TKFTFAFCCRLK*KRTCCL 
SLGSRC 


8762 


39130 


C 


8820 


253 


369 




8763 


39131 


A 


8821 


295 


393 


IYFGCLLGEPVVAAEAGIXWDN 
DCVKKQLLHSW 


8764 


39132 


B 


8822 


91 


479 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8765 


39133 


A 


8823 




544 


ARHPDMKKRVEDASILPCNVSL 

EYEKTEVNSGFFSKSAEEREKL 

VKAERKFIEDRVKKIIELKRKV 

CGDSDKGFVVINQKGIDPFSLD 

ALSKEGIVALRRAKRRNMERLT 

LACGGVALNSFDDLSPDCLGH 

AGLVYEYTSPACPKQSGLCILSS 

TLGEEKFTFIEKCNN PRSWTLLI 

KGPNKHTLTQIKDAVRDGLRA 

VKNAIDDGCVVPGCWCRGKW 

AM AEA\Ll *P* APVLKGRAQLGS 

PKHLLDAFAHYFPKVLCFRNSG 

FLTFQGNIKLK.FKAEHSRIQVQL 

VGVDL\NTGEP\MVASRSKAVW 

GHT*LW*KKTSLPSTPCTW*IA\ 

TNILLGLNE1MRAGMSFS*KGF 

VVINQKGIDPFSLDALSKEGIVA 

LRRAKRRNMERLTLACGGVAL 

NSFDDLSPDCLGHAGLVYEYTS 

PACPKQSGLC1LSSTLGEEKFTF1 

EKCNNPRSCH1IDQRTK 


8766 


39134 


C 


8824 


636 


1025 




8767 


39135 


A 


8825 


33 


1505 


KCISASVrCVDFSDLLLSKNTS*S 
AFTPTRTQKSSSK.LLRKESHYS 
GMMSIQEKSKENSSKVTKKSD 
DKNSETEIQDSQK.NLAKKSGPK 
ETIK.SQAKSSSESK1NQPELETR 
MSTRSSKAASNDKATK.S1NKNT 
VTVRGYSQESTKKKLSQKKLV 
HENPKANEQLNRRSQRLQQLT 
EVSRRSLRSREIQGQVQAVKQS 
LPPTKKEQCSSTQSKSNKTSQK 
HVKRKVLEVKSDSKED/GKSSN 
**SNKFS/SKGKNAR*NIR/SACA 
CSSQCTQGSEKCPQKTTRRDET 
KPVPVTSEVKRSKMATSVVPK 
KNEMKKSVHTQVNT/KHNTPK 
KSTAISA*TK***AGASRKEQTR 
*YSPA\REEIAGEIESDNVEVKK 
ESSQMESVKEEKPSEIKLEETSV 
ERQILHQKGTNQDVQCNRFFPS 
RKTKPVKCILNGINSSAKKNSN 
WTKIKLSKFNSVQHNKLDSQVS 
PKLGLFTNQFFTTSFRNASSSDS 
KYIFRDKAT 


8768 


39136 


A 


8826 


1 


394 


A1SRALGRYVLFPCL1QDGIFVA 
HTAHAILTSLED\SL*MFQPKTC 
WCL\AN*HDTLSVNMETPHPSF 
QEELSGLLLLKMLRSPIEASKD 
KDKVKSNAVRALGNLLHFLQP 
SH1E*PTFAQINEEAIQALIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8769 


39137 


A 


8827 


52 


730 


KSACDALSSILPEAFRNLPNDR 
QMLC1TVLLGLNDSKNRLVKA 
ATSRVALGVYVLFPCLRQDVIFV 
ADAANAMVMSLEDKSLNVRA 
KAAWSLGNLTDTLIVNMETPD 
PSFQGRVLWSPALENGYDQAL 
E A SKDKDK VKRH\A V\RA LGNL 
LHFLQPSHI/GKTPHLQKFI*GSL 
SRALNFLLF*QKLAMKVRWNA 
CYAMGNVFKNPALPLGTAPWT 
SQAYNALTSVVTS 


8770 — 


39T38 


— 


8828 


47 


1576 




8771 


39139 


A 


8829 


2 


2753 




8772 


39140 


A 


8830 




273 




8773 


39141 


B 


8831 


104 


206 




8774 


39142 


A 


8832 




987 




8775 


39143 


A 


8833 




2187 


DERRVGAADMFGRSRSWVGG 

GHGK.TSRN1HSLDHLKYLYHVL 

TKNTTVTEQNRNLLVETIRSITE 

ILIWGDQNDSSVFDFFLEKNMF 

VFFLN1LRQKSGRYVCVQLLQT 

LNILFENISHETSLYYLLSNNYV 

NSIIVHKFDFSDEE1MAYYISFL 

KTLSLKLNNHTVHFFYNEHTN 

DFALYTEAIKFFNHPESMVRIA 

VRT1TLNVYKVDNQAMLHYIR 

DKTAVPYFSNLVWFIGSHVIEL 

DDCVQTDEEHRNRGKLSDLVA 

EHLDHLHYLND1LIINCEFLNDV 

LTDHLLNRLFLPLYVYSLENQD 

KVFL1IHHAPLVNSLAEVILNGD 

LSEMYAKTEQD1QRSSVLPTLSS 

LWQGSHLSLNQLQSGLHKCSS 

HLCG AQAAADS VTGEI PAIRSL 

EWLISAGSKARTFFFLKMLIGF 

WEKVDCEYQRRQVLSTRLQEA 

LPSNRLTDVAAVHSSCMLGFGS 

TAPRGSW1GDPAAVHLPLPGEL 

AEHLGSKGTTTVTKHQPQAKPS 

I RCFIKPTETLERSLEMN KHKGK 

RRVQKRPNYK.NVGEEEDEEKG 

PTEDAQEDAEKAKGTEGGSKGI 

KTSGESEEIEMVIMERSKLSELA 

ASTSVQEQNTTDEEKSAAATCS 

ESTQWSRPFLDMVYHALDSPD 

DDYHALFVLCLLYAMSHNK/G 

KSPEKEEGLSGTQSHPGKAGTF 

GKEGAEERKRAQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


8776 


39144 


A 


8834 


1 


3050 


RNLLVETIRSITEILIWGDQNDS 
SVFDFFLEKNMFVFFLNILRQKS 
GRYVCVQLLQTLNILFENISHET 
SLYYLLSNNYVNSIIVHK.FDFSD 
EE1MAYYISFLKTLSLKLNNHT 
VHFFYNEHTNDFALYTEAIKFF 
NHPESMVRIAVRTITLNVYKVS 
LDNQAMLHYIRDKTAVPYFSN 
LVWFIGSHV1ELDDCVQTDEEH 
RNRGKLSDLVAEHLDHLHYLN 
D1LIINCEFLNDVLTDHLLNRLF 
LPLYVYSLEN 


8777 


39145 


A 


8835 


1 1 1 


270 




8778 


39146 


A 


8836 


240 


406 




8779 


39147 


C 


8837 


86 


286 




8780 


39148 


A 


8839 


172 


243 


DPS* EARSMLLLLFLPPDHSGLP 
H 


8781 


39149 


A 


8840 


280 


526 


GRNAVVQS*AHCRSQTPGPK*S 
SL/LVFPSS\WTYRHMPPHLAN* 
KKFFLHRDGGLDMLPRLVWNS 
WPQV1LPPQPPKALGLLL 


8782 


39150 


A 


8841 


3 


1785 


VLDARNAGAGGLAGPAGVLRG 

RASRCDPGAAVGAGQGGARVR 

PGRAAAPSPGPPGGA*CVPTDA 

GAGPGSAGARQPLPFAAGALS 

HSGHC*RGLRGPGSLASPAQAK 

AAWSGLLLSPAAAGRDGGRGH 

NPRDPPPLREHGPGIPGFHGDR 

G*ELYQCHLGGEGG\GPDKPGS 

PCASCGLDGHWYRALLLETFRP 

QRCAQVLHVDYGRKELVSCSS 

LRYLLPEYFRMPVVTYPCALYG 

LWDGGRGWSRSQVGDLKTLIL 

GKAVNAK1EFYCSFEHVYYVSL 

YGEDGFNLNRVFGVQSCCLAD 

RVLQSQATEEEEPETSQSQSPAE 

EVDEEISLPALRSIRLKMNAFYD 

AQWKENGYYRAIVTKLDDKSV 

D VFLVDRGNSEN VDWIINM LL 

RFLTNQEQGEET1SKVIAQAGY 

AKYQEFETKEN1LVNAHSPGHV 

SNHFTTESNK1PFAKTGEGEQK 

AKRENKTTSVSKALSDTTVVTN 

GSTELVVQEKVKRASVYFPLM 

QNCLEIKPGSSSKGELEVGSTVE 

VRVSYVENPGYFWCQLTRN1Q 

GLKTLMSD1QYYCKNTAAPHQ 

RNTLACLAKRTVNRQWSRALIS 
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SEQ ID 

NO: 


SEQIDNO: 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8783 


39151 


A 


8842 


2090 


2901 


THLLVPGMQPLTWQMPFSPFLS 
ISPTRSNLPSAATPVIAQWA/HE 
QSGHGGRDGGYTWAQQHGLA 
FTNTDLATVNAKIGFAYPVCDA 
SAKTTIRGLLECLIRCDG1PHSIA 
SDQARIHRSRNQEVEVEVAPLT 
ITPSDPLA KFLLS V PVTLRSAGL 
EVLVPGEGMLPPGN TRTI PLN W 
KLRLPPGHFGLLLTLSQEAKNG 
VTVLAGVIDLDYQDEISLLLHN 
GGKKEYARNTGDPLGRLLVLP 
CPV1KINGKLQQPNPGGTTNGS 
DPSGMKV 


8784 


39152 


A 


8843 




585 




8785 


39153 


A 


8844 


1 


1697 


MDKYFMIKTPKAMATNTTIDK 

WDL I KLKNFCT AKETMIRVNR 

QP1ECKKMFA1YPSDK.VILLFKM 

APKRNAEGLSTVSTCKKAAMC 

LIEKGCELVGPVGPQTHPVVTS 

PVSECIIGIDILSGWQNPHIGSLT 

GRVKA 1 M V AKDKLKPLELPLPG 

KIVNQKQHCIPGW1VEISATIKD 

LKDAVIGIPTLPPFNSP1WPVQK 

TNGSWRMTVDYHKLNQVVTP1 

AAAVPDVVSWLEQrNTSPGTCL 

HWWPHGEFPRLVDREERTRTW 

FTDG SAQYAGTTQK. WTPA ALQ 

PLSRTSLKESECFI HHHGI PHSIA 

SDQGTHFMAKKVRQWAHAHEI 

HWSYHVPHYPEAAGLIEK.WNG 

1LKPQLQCQLGDNTLQGWDKV 

LQKALYA\LNQHSVYGTISPIAR 

1HRSRNNQEVEVEVTPLIITPTD 

PLAKFLLPVPSTLHSLDLEVLVP 

EGGMLPPGHTAMIPLNWKLRL 

PPG H FGLLLPLSQQ AKKG VI VL 

AGV1DLDYQNEISLLLHNGGKE 

EYALN1GDPLGHLLVLPCPVIN 

VNGKLQQPNPGRITNGEDPSG 

MKVCVTPPGTTTTTKKP 


8786 


39154 


c 


8845 


1 


720 




8787 


39T55 




8846 


57 


261 


WNF/CDPGGPMMKL\FISFKLKT 
ISSTFLSPTCLVL*RRPSRSASSL 
TVLCTTTRSSSPLLGALV*TWP 


8788 


39156 


B 


8847 


. 


1158 












^ 






8790 


39158 


A 


8849 




375 




8791 


39159 


A 


8850 




169 


DFQPFTRVTVHWGKGNDQTFR 
GLLDTGSELTLIPGDPKHHYGP 
PVrCVGXAYGAQLL 


8792 


39160 


A 


8851 


3 


376 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8793 


39161 


B 


8852 




592 




8794 


39162 


A 


8853 




319 




8795 


39163 


A 


8854 




1071 




8796 


39164 


C 


8855 




862 




8797 


39165 


A 


8856 




1488 


MGRARRLTPVI PA L WETEADG S 

RALTVETTVTQLQHLNTVGI1G 

FRGGRGQVAAVNCQKRDIQPF 

TRVTVHWGKRNDQTFQALVDT 

GLELTLIPGDPKHHCDPPVKVG 

AYGHQVINGVLAQIQITVGPVG 

PWTHPVVIFTVPKCIIDIDILRW 

QNSHTGSLTGRMKAIMVGRAK 

WKPLELPLPRKTVNQKPYHTPV 

GTAEISATMKDLKDAGVVIPTT 

TLFNSPIWSVQKTGGSWRMTV 

DYCMLNQVVSAVEAIVLDVVS 

LLEQINTS/P/WP* SGSCTA AFHH 

QMEVVHT*SGSSRS*RHN\CTN 

GLMGSFL*SVDRGREDYGLVH 

RRFFT1C*HHPKLDSCSTTVPF* 

DIPEGQL*REIFPPPVSWRQGWR 

LCMGSATWTFTHQG*PGYGHC 

*VPNLPAAETNTEPSIWHHSSG* 

SASYLVAG*LYGTSS1MERAEV 

CPHWNRHLF*1WVVCLSCTLCF 

C*DYHPWTLEMPYPPSPYSTKL 

CCCPRHLLYG*RSAAV 


8798 


39166 


A 


8857 




1056 


MSSVLLRLIYQLTQKTASFEGG 

PEQKALQQ1QAAVQAALPLGPY 

DPANPMVLEVSVADRDTVWSL 

WQVPIGESQQRSLGFWSKVLPY 

SADNYFPFERQLLACYWALLET 

DRLTVGHQVTLQPELP1MNWV 

LSDPSSHKVGHVHQHSIIKWK 

WYIRDQTRAGPEGTTTPVITQ/ 

WDAHEQSGLSGRDG\KGQRFV 

LTGVDTYSGYWFAYPAHNASA 

KTSIYGFTECLIHCHGIPHSIASD 

QGTLFTAKEVWQWAHAHGIH 

WSYH1PHHP1AAGLIEWWNGLL 

KSQ LQCQLGDNTLQG WG KDL 

QKAMYSLNQRLIYSTVSPISRIH 

GSRNQRVEVEVAPLTITLSDPL 

AKFFFLLP 


8799 


39167 


B 


8858 


603 


1785 
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SEQ1D 

NO: 


SEQIDNO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codun, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8800 


39168 


A 


8859 




467 


RI H VRPE1TLTA/ANTARPY* IDP 
HDTLLSHSNFGSSDCPSSSKMR 
QALELVRERAPELMIDGEMHG 
DAALVEAIRNDRMPDSSLKGSA 
NILVMPNMEAARISYNLLRVSS 
SEGVTVGPVLMGVAKPVHVLT 
PIASVRRTVNMVALAVVEAQTQ 
PL 


8801 


39169 


A 


8860 




1878 




8802 


39170 


A 


8861 




684 


MPNYLRFVRGL1DSSDL PLN V S 

REILQDSTVTXRYLRNALTKRVL 

QLLEKLAKDDAEKYQTFWQQF 

GLVLKEGPAEDFANQEA1AKLL 

RPASTHTDSSAQTVSLEDYVSR 

MKEGQEKIYYITADSYAAAKSS 

PHLELLRKKGI EVLLLSDRIDE 

WM MN YLTEFDGPPFQS VSKVD 

ESLENLADEVDESAKDAEKALT 

PF1 DRVKALLGERVKDVRLTH A 

GSGLVGENV 


8803 


39171 


A 


8862 


2 


393 


LEFGKKLGNAAADYF1ANKIDQ 
PKIAVINCEAFEVCVQRRKGFE 
EVLKSRVPGAQ1VANQEGTVLD 
KAISVGEKLI1STPDLNA1MGES 
GGATLGAVKAVRNQMRPEKL 
LFSVRFQPKLLRSWKTIRC 


8804 


39172 


A 


8863 


414 


805 


TPSRVEGNQEYPSLVY1P\SQAP\ 
WNM*TRDHKHGLNLYVQRVFI 
MTDAEQFMPNYLRFVGGLIDSS 
DLPLNVSRE1LQDSTVTRNLRN 
ALTKRVLQMLEKLAKDDAEKY 
QTFWHQFGRG11IFTDSQFNR 


8805 


39173 


A 


8864 


3 


684 


MPNYLRFVRGLIDSSDLPLNVS 

REILQDSTVT\RYLRNALTK.RVL 

QLLEKLAKDDAEKYQTFWQQF 

G L VLKEGPAEDFANQEAI AKLL 

RFASTHTDSSAQTVSLEDYVSR 

MKEGQEKIYYITADSYAAAKSS 

PHLELLRKKGI EVLLLSDRIDE 

WMMNYLTEFDGPPFQSVSKVD 

ESLENLADEVDESAKDAEKALT 

PFIDRVKALLGERVKDVRLTHA 

GSGLVGENV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8806 


39174 


A 


8865 


1 

— 


624 


AKLLRFASTHTDSSAQTVSLED 

YVSRMKEGQEK1YYITADSYAA 

AKS\SPHLELLRKKG1EVLLLSD 

R1DEWMMNYLTEFDGKPFQPG 

AKVDESLEKLADEVDESAKEA 

EKALTPFIDRVKALLGERVKDV 

RLTHRLTDTPA1VSTDAD*M\TP 

RMAUCCFGGAGQKVPEVKYIFE 

LNPDHVLVKRAVADTXEEEAKF 

CVWGKNCVLGPF 


88b! — 


39T75 


— 


8866 




659 




8808 


39176 


A 


8867 


638 


834 


SSNTMMHFQ1HMKQESTEQQT 
MTARR*Q*SEVDE*REDTTLAA 
RGRTEA*SARYQLT*QSVPSPH 


8809 


39177 


B 


8868 


1 


1383 




8810 


39178 


A 


8869 


4452 


4896 


SQHSEVFVCHMLSQPRAPGAG 
RYL/LQRKA/SEALEVEV/VDTW 
QADAVRDTRTLS\GGESFLVSL 
ALALALSDLVSHKTRIDSLFLD 
EGFGTLDSETLDTALDALDALN 
ASGKTIGVISHVEAMKERIPVQI 
KVKKINGLGYSKLESTFAVK 


8811 


39179 


A 


8870 


31 


185 


GHRRRPFKRGRKSR*RGGSQRR 
VNEDARRSAWMRKKQRRLISK 
ISDRTARK 


8812 


39180 


A 


8871 


1744 


2670 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8813 


39181 


A 


8872 




1680 


MGFWVENGEIQYPVSEITIAVSS 

LVFSSASFAADLEDNMETLNDN 

LKVVEKADNAAQVKDALTKM 

RAAALDAQKATPPKLEDKSPDS 

PEMKDFRHGFDILVGQIDDALK 

LANEDVFTRTLGADALYQFQNI 

RHVLRMQRIAAGEGNTLAFDT 

SVIQIVNDLVFHCFGKWLTG1Y 

PPCAFVIATGAFMNTPGDKQGA 

TSAGAVDDVDRISNEITIGIPML 

TGYILLHVKGVRAKSSADHRR 

RPLASLATPPHKSWTCTLLFFR 

LPNVVCYANRIQQLTPILETLPQ 

SDELPHCEETVVLENWRQVHE 

QCL A LH SQQQTLQQQDVL A AQ 

SLQKAQAQFDTALQASVFDDQ 

QAFLAALM DEQTLTQLEQLKQ 

NLENQRRQAQTLVTQTAETLA 

QHQQHRPDDGLALTVTVEQIQ 

QELAQTHQKLRENTTSQGE1RQ 

QLKQDADNRQQQQTLMQQIAQ 

MTQQVEDWGYLNSLIGSKEGD 

KFRK.FAQGLTLDNLVHLANQQ 

LTRLHGRYLLQRKASEALEVD 

VVDTWQADAVRD/TRTLSGGE/ 

SFLLRLR*V 1 RRHQLWLHPLRH 


8814 


39182 


A 


8873 


3 


823 




8815 


39183 


A 


8874 


287 


426 


YSGLSAVNPVNDAYGVRFQLP 
SVNRIPVS***VKLAPPAHQIKR1 
SGKCRFIPLC*YAPPGFSSASTM 
RATG1LSTASQPPGKLPCMEEST 
AERRVGLPPLAKW 


8816 


39184 


C 


8875 


1 


2058 




8817 


39185 


A 


8876 


1 


1989 




8818 


39186 


B 


8877 


1 


3132 




8819 


39187 


A 


8878 


194 


789 


LTKLPSLFTFTRLSSSDNDLRGG 
DKRGGANGARLAL*PQTRTGD 
VTRRQPIRVCT V IEM FELLE/PI A 
DGFRNYRARLDVST/TESLLIDK 
AQQLTLTAP/EMTALVGGMRV 
LGANFD/GSKNGVFTDRVGVLS 
N/DFFVNLLDMRYEWKATD/ES 
KELFEGRDRETGEVK7FTASRA 
DLVFGSNSVLFVRILGGFFCEYS 
LTIRILH 


8820 


39188 


A 


8879 


1120 


1395 





1126 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8821 


39189 


A 


8880 




629 


TH RPPKSG PPC A KITRTTH VTA 
K.PLFPQTNPKQTVRRMQGELY 
LVDESGQEFVSALNYRRRKTR 
NNATAYPIRLFYLSVRPRAGSK 
SSRT1WILLAD/AKITPYERRQL 
VARJEA/LSTEIPAQVRPLYQLW 
RDGQALQLQLAEERQR/YTGG 
ADTKQDGATTTKDKQQR*TKG 
TRSQPSTREVQQQSTQKHSTSR 
PPNHSAQPSNSALVTRQ 


8822 


39190 


A 


8881 




307 




8823 


39191 


C 


8882 


[61 


337 




8824 


39192 


C 


8883 


34 


168 




8825 


39193 


C 


8884 


172 


456 




8826 


39194 


A 


8885 


174 


516 


VSGVRCW1HSSAFPPVFPGFFLP 
VAFFDRPPARLYRMHTWSHME 
SQEPARLPSHYAD*GQGSQKR\ 
DSCSSGWAGLLFISPQFVLWSA 
EIEGSLNHITLGFRLSHGTTSAD 
GMTF 


8827 


39195 


A 


8886 


1 


2964 




8828 


39196 


A 


8887 


1 


2724 




8829 


39197 


A 


8888 


3708 


7098 




8830 


39198 


A 


8889 


115 


339 




8831 


39199 


A 


8890 


445 


634 


VINTFSLHTMGSTS*HQGNGWR 
HLTLH PRN SKHPLEQPTPGVLQ 
LRPPTASLRQLLSNAGCSG 


8832 


39200 


A 


8891 


1663 


2234 


GEGLRRGLFPGAEAQGRAETA 
GCLRRGRGALALALPGSPGLSP 
WVEDAGGHRVLHGRAVLRCA 
RA PPVPQPAGLA KVEPYSG VSS 
LTAFPQAPILLSSGGQSRAGERT 
TM *G* PEMEKL* SCIGEG HQPC 
HR\KSRPAAPCPPPSAMLFLTPR 
SSATLLSSSSK.GASGGWEPSAA 
PLGGSGQPFREMVSQH 


8833 


39201 


A 


8892 


202 


542 




8834 


39202 


A 


8893 


564 


1179 


QHRLTYRTALWIHYRPDPKPL 

MSFRPGHQRLSVTSLLVCHGLL 

MVGTSLGVLVALPVPRLSSPSL 

PPVELL*HSVCVSVCRGISCL*W 

RLWDQISDW\SRTLIQPPRPPSC 

CPVVASPGPGKGPQCNGDPKW 

KSCEAASVKGTSPATGKSRPAA 

PCPPPSAMLFLTPRYSATLLSSS 

SKAASGAREPSAAPLGGSGQPF 

REMVSQH 


8835 


39203 


C 


8894 


321 


539 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8836 


39204 


A 


8895 


630 


983 


NLETNGKIPFENPWSKVP1RFGR 
QNLRRVCLTTGGQIPTGRWVT 
ATDSRGAGDYRLCLHHLR*PD 
GARLSAGSADCAAMRRDVDGS 
GRGLPGRLSVQQPRRVRRGQP 
DVQPVSWPGC 


8837 


39205 


A 


8896 


31 


144 




8838 


39206 


A 


8897 




1775 


MEISFTRVALLAAALFFVGCDQ 
KPQPAKTHATEVTVLEGKTMG 
TFWRASIPGIDAKRSAELKEKIQ 
TQLDADDQLLSTYKKDSALMR 
FNDSQSLSPWPVSEAMADIVTT 
SLRIGAKTDGAMDITVGPLVNL 
WGFGPEQQPVQIPSQEQIDAMK 
AKTGLQHLTVINQSHQQYLQK 
DLPDLYVDLSTVGEGYAADHL 
ARLMEQEG1SRYLVSVGGALNS 
RGMNGEGLPWRVAIQKPTDKE 
NAVQAVVD1NGHGISTSG\SSRG 
D*DG YGQGLSRV 1 DPQTGRSIE 
HNLVSVTVIAPTALEADAWDT 
GLMVLGPEKAKTCSPGGLRGT 
ESLNTLRDR1TQING1DEVRMD 
DSWFARLAALTGLVGRVSAMI 
GVLMVAAVFLVIGNSVRLSIFA 
RRDS1NVQKLIGATDGFILRPFL 
YGGALLGFSGALLSLILSEILVL 
RLSSAVAEVAQVFGTKFDINGL 
SFDECLLLLLSSMVTFWCRNLF 
TSLLELWFNHADKQDDNSCLSS 
ASVYLKAKMMKVMLPMQLLS 
SGTGFYRDRLENSGGRYESRRS 
LTRQFREEPTAP1PRECSQR1DFL 
LFETPSVSASSSAGFWLRFGSTA 


8839 


39207 


A 


8898 


10 


300 


PTSIPRESSSGTWFQVASTTVLF 
SAILAGLGSASAFCLGPGIPQAR 
PNNSAVNSKNSRFGTPRPQAE*P 
EQGGVYHHTAGVLKKLIPPSAR 
QHPDRC 


8840 


39208 


A 


8899 


1657 


2061 


QMPGNN PAFSALL V AFKHQF AI 
AGGIFIKEVTFAIKTSQLLWFGQ 
PIFNNETTHQTACFLSVEADDL 
KFAVLLIEEHRLDNLGIQFLRLH 
RFKILPRQINHHIIALCCERLVQ 
LVGDDISPEFDELELRFSEVH 


8841 


39209 


B 


8900 


26 


1540 




8842 


39210 


A 


8901 


1 


3396 




8843 


39211 


A 


8902 


1 


3522 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












105 


SPQPDRHYRHHRQGPLVCIVIIF 
YFCAKRWMAAIL*TQHRHRFL 
TTDDGKFAVANGSFS*RGLHH/ 
ATGLLRRFPPIC*GPLVCIVIIFY 
FCAKRWMAAIL 


8845 


39213 


B 


8904 


1 


960 




8846 


39214 


B 


8905 


1 


2618 




8847 


39215 


B 


8906 


1 


490 




8848 


39216 


A 


8907 


2820 


3332 


ATEGYRQQCRQFHPAAYDESP 
HRNRRRKWRPTYRCHPAPDHR 
TACLRSAFYGNAPGCVQTGPV 
RRSGAASASSPAVFLSGTSPWS 
FARTIALVRGRS/LKIDTNSPWA 
YFSALLM/F/DLLSHVHEWCGR 
YISPPRFAQTGETLPCRRHQGSR 
YSAYLSASRYPARRKWYFSPR 


8849 


39217 


A 


8908 




716 


EVDDTAKHRRRDSFPQ*DP/LM 
N1RYAPSP/HLPATVALTGAVIIT 
VLYALAGKRLFCSWVCPLNPIT 
DLANWLRRRFDLNQSATIPRHl 
RYVLLVVILVGSALTGTLIWEW 
1NPVSLMGRSLVMGFGSGALL1 
LALFLFDLLVVEHGWCGH1CPV 
GALYGVLGSKGVITVAATDRQ 
KCNRCM DCFH VCPEPHVLRAP 
VLDEQSPVQVTSRDCMTCGRC 
VDVCSEDVFP1TTRWSSGAKS 


fsTf — 






Irro" — 




2^01 






59TT? 






9l 






8852 


39220 


A 


8911 


504 


694 


FNQLGRDWRTYYRKSDPPR/Q 
WLRHSPVR*VLKMVPMAIRGL 
LWMLSAQPAPAICSSRQTKMV 


8853 


39221 


B 


8912 


1 


203! 




8854 


39222 


A 


8913 


3 


190 


FIATPGYTGEAGYEIALPNEKA 

ADFWRALVEAGVNPCGLGARD 

TLRLDGDESYG/QEM/DETVSP* 

AMKLRCPMKKRPISGVRWWK 

RVLTHVAWARVTRCVWTGMN 

LMARDGETVSP 


8855 


39223 


A 


8914 


1 


621 


MWPSVSHLTQMNIPSRFSEPSG 
AIEVPPDKVHELRLRLAQQGLP 
KGGAVGFELLDQEKFGISQFSE 
QVNYQRALEGELSRTIETIGPV 
KGARVHLAMPKPSLFVREQKS 
PS AS VTVNLLPGRA LDEGQISA I 
VHLVSSAVAGLPPGNVTLVDQ 
GGHLLTQSNTSGRDLNDAQLK 
YASDVEGRIQRRIEAILSPIVGN 
G\TAQLDFAS 


8856 


39224 


A 


8915 


1 


2274 




8857 


39225 


A 


8916 


957 


1067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8858 


39226 


A 


8917 


1 


1242 


MDGLNTDKGSSVFHTPTDRLVI 

CCPVDADERMTTPPRLWDHEP 

SK.PLFFTNYPVSAPFVGL/PPGK 

RPQGGFRAGNL*TSSKTIGRDL 

N D AQL K Y A SD VE\G Rl H RRIE AF 

LSPIVGSGNIPAQVRAQLDFASK 

DQPEEQYRPNGDESHAALRSR 

QLNESEQSGSGYPGGVPGALSN 

QPAPAN1MAP1STPPANQNNRQQ 

QASTPSNSGPRSTQRNETSNYE 

VDRTIRHTKMNVGDVQRKLGII 

GQG KNEKPLKQL ERVEEKPNG 

EG WEKK WQGKE V WKKEDGTI 

YLQKNKLRAPTDSTLWFAKNG 

R V AK 1 AKAL VEPANNFNPG VD 

EDDTEKLLEVVPEELTNEKLDL 

EQKCIHIYDDKRKQTKQTPQDV 

FLKRVTSPQEPQPGPSGG1PEEG 

IVIIGEDSSVQVLAPEDLPVEKL 


8859 


39227 


A 


8918 


256 


1510 


RRFVGFRTGVTK.EDAIGKRGV 

DQFFRQSQYRLVGVTVAGMPE 

LTRLFVQRFTQFRMRMAQRVH 

RN ATRE VDILFPLLI PQARTFAT 

YRYKGCRSVNRYHPFIK.VFTRN 

WREADLSLK.RVTLLNDTGYQ 

EVITYSFVDPKVQQM1HPGVEA 

LLLPSPISVEMSAMRLSLWTGL 

LATV VYNQNRQQNRVRI FESG L 

RFVPDTQAPLGIRQDLMLAGVI 

CGNRYEEHWNLAKETVDFYDL 

KGDLESVLDLTGKLNEVEFRAE 

ANPALHPGQSAAIYLKGERIGF 

VGVVHPELERKLDLNGRTLVFE 

LEWNKLADRVVPQARE1SRFPA 

NRRD1AVVVAENVPAADILSEC 

KKVGVNQVVGWNLFDMYRGK 

GVAEGYKSLAISLILQ\DTSRT\L 

EEEEIA\AT\VAKCVEALKERSQ 


8860 


39228 


B 


8919 


47 


156 




8861 


39229 


B 


8920 


139 


993 










8921 




284 


MRRKRLIRPTVQAQVCRPDKTR 
KRRJRQWC/YGCRMRRKRLIRPI 
KYANRQAETA*GLDALHLSCSS 
HG*KGPT*SSGHGFRGCKPQAL 
EASMWC 


8863 


39231 


A 


8922 


1 


813 




8864 


39232 


A 


8923 


1 


1176 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8865 


39233 


A 


8924 


3 


618 


AGGPPLNPIEMA*KS\WDEIIVK 
LEKDPQLKTQFLEVYPQGFSGE 
NITDAIAEFEKTLITPDSPFDKW 
LRGDENALTAQQKKGYQLFKD 
NKCATCHGG1ILGGRSFEPLGL 
KKDFNFGEITAADIGRMNVTKE 
ERDKLRQKVPGLRNVALTAPY 
FH RG D VPTLDG A VELMLRYQV 
GKELPQEDVDDIVAFLHSLNGV 
YTPYMRDK.Q 


8866 


39234 


A 


8925 


2 


212 


QYPGLDLHGAKGLGDGLAGKR 
YRQLL VSC\RHV LYRH PAGPGT 
RK.*RRSGIRWLHRLCGNEPRGK 
LLVDQ 


8867 


39235 


A 


8926 




640 




8868 


39236 


A 


8927 


1 


704 


MSSFQFEQIGV1RSPYKEKFAVP 

RQPGLVKSANGELHL1APYNQA 

DAVRGLEAFSHLWILFVFHQT 

MEGGWRPTVRPPRLGGNARM 

G V F ATRSTFRPN PI GMSLVELK 

EVVCHKDSVILKLGSLDLVDGT 

PVVDIK.PYLPFAESLPDASASYA 

QSAPAAEMAVSFTAEVEKQLL 

TLEKRYPQLTLF1REVLAQDPRP 

AYRK.GEETGKTYAVWLHDFN 

VRWR/VSP*ACSTFQLEP 


8869 


39237 


A 


8928 


3 


313 


AQRGG1 * RGSLATAGLRSFGGL 
HPIRTSQQFCL\PVRGKPPTQAS 
VMVDAPHSTKLKHLRSISDCCT 
GSKNFKPVDLSLLGSMGVGSTE 
LDHLAPWLQAPFPGE 


8870 


39238 


A 


8929 


13 


453 




8871 


39239 


A 


8930 


380 


966 


LRHAVLLTEGF/SYKPHAFALG 
FVEAPRGEDVHWSMLGDNQKL 
FRWRCRAATYANWPVLRYML 
RGNTVSDAPLHGSLDPCYSCTD 
RVTLVDVRKRQSKTVPYKEIER 
YGIDRNRSPLNRSLYPREVPSTT 
LQPLRTPRCPGKNLALAVNVST 
GTNGQKPESCGPGRCRMKKGE 
YKRTISGGRTIIRVH1ARLLRTF 
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SEQID 

NO: 


SEQ ID NO: 
nf peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8872 


39240 


A 


8931 


1415 


2085 


SQVPICQRSTSCRVKRLFSWKM 
AYRSALVTPWRVFRRNPAVPR 
TSP V V FTG GDVFSRVMVRVK.E 
T/FDSLAMLEFALDNMPDTPLL 
TEGFSYKPHAFALGFVEAPRGE 
DVHWSMLGDNQKLFRWRCRA 
ATYANWPVLRYMLRGNTVSD 
APLIIGSLDPCYSCTDRVTLMPS 
QCI ACG AC AC ACP AN ALTI QTD 
DQQNSRTWQLYLGRCIYCPSST 
NNNGPV1SFN 


8873 


39241 


A 


8932 


1 


1127 


MKKRKTVKKRYVTALVIVIAG 
LMTLWRJRNAPVPTYQTLIVRP 
GDLQHSVLAPGKLARTSKNFA 
Q\FIRVRYSAFSLAGEKKKR**P 
RVHGVQNASSGRYRGTGCRLG 
SDSRKKLVE1L\LATVPNMEQRT 
QGIGILDPQIARDLRFDHPYAEY 
DN1PK\TLFTFTAADVFSRVMVR 
VKETFDSLAMLEFALDNMPDT 
PLLTEGFSYKP1 1AFALGFVEAP 
RGEDVHWSMLGDNQKLFRWR 
CRAATYANWPVLRYMLRGNT 
VSDAPL1IGSLDPCYSCTDRVTL 
VDVRKRQSKTVPYKEIERYGID 
RNRSPLNRRCTGEGWTRAWITL 
PLLIKPLTPLMIASFAFNFNNFV 
L1QLLTNGGPDRLGTTTPAGYT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8874 


39242 


A 


8933 


1 


2466 


MLRGVNVLADAVKVTLGPKG 

RNVVLDKSFGAPTITKDGVSVA 

REIELEDKFENMGAQMVKEVA 

SKANDAAGDGTTTATVLAQAII 

TEGLKAVAAGMNPMDLKRAS 

RSRKGYGPARIRQELNQKGISR 

EATEKAMRECDIDWCALARDQ 

ATRKYGEPLPTVFSEKSRKLIA 

GVKRAFTHQAVNAGFCTQPAV 

SVIAGDFDRHGFNTRHFTFRLF 

DDFSFETTRFCPAQIHTLK.HARP 

VLCFRTARPRLNIE V A VG A V I F 

A RE H TA ELKLRQFFQG APQKA 

VISIPVVPQVTGVVIEVTDKKNT 

LIKKGEVLFRLDPTRYQARVDR 

LMADIVTAEHKQRALGAELDE 

MAANTQQAKATRDKFAKEYQ 

R Y ARG SQ AK VN PFSERDID V A R 

QNYLAQEASVKSSAAEQKQIQS 

QLDSLVLGEHSQIASLKAQLAE 

AKYNLEQTIVRAPSDGYVTQVL 

IRPGTY A ASLPLRPVM VF1 RSET 

SLRTHCPGHADYVK.NMITGAA 

QMDGAILVVAATDGPMPQTRE 

HILLGRQVGVPYIIVFLNKCDM 

VDDEELLELVEMEVRELLSQY 

DFPGDDTP1VRGSALKALEGDA 

EWEAKILEL/RWLPGFLYSGTR 

ACD*QAVPAADRRR/SSPSPVV 

VPLLPVV*NAVSSKLVKKLK\R 

WYPRDSEVYLYWR*NVPPTAG 

RRPCW*ERRCSAAWYQT*RNR 
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SEQ 11) 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8875 


39243 


A 


8934 


1475 


2904 


FWRAAAPIPDCWRSGAVKKQH 

VEVTQLDWTPPGRQYAGPIPCS 

RRGYCPLPRSGSVRWADL/FPP 

A/LD/L AG HPG/A KV AN L VPKTT 

FIDGVDQTSFFLGTNGQSNRKA 

EHYFLNGKLAAVRMDEFKYHV 

LIQQPYAYTQSGYQGGFTGTV 

MQTAGSSVFNLYTDPQESDS1G 

VRHIPMGVPLQTEMHAPGLPLA 

SSMKRWIRRATGFIFGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

SLG 1 SQ1RCRCAIFLTVVFFPVLH 

K.QAFDLI SLLLQQPGRNGGIDT 

AGHADDYFFCGFRHWITHDIEL 

QGGARQKDAADHYLAGDIESL 

PLATATFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

AN RFLPPDE1EQSLNG VH YQH H 

IQP1TLWFDDALSAMRSLKGIG 

ATHLHEGRDPRJLTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGV1 


8876 


39244 


A 

- — ' 


8935 




920 


MARADTVSVPMFMGLAAKPC 
WRDTEPNTGYRGPHVRNIQLT 
HDPRLDYRS1/LID1NDIGQTFHE 
RLHPDAC\LSNAILVHNKKGGP 
LADG1V1TPSHNPPEDGGIKYNP 
PNGGPADTNVTKVVEDRANAL 
LADGLKGVKR1SLDESDG1RSK 
NDVIDTSDDDM**QCLSRRSN\ 
GHPGAKVANLVPKTTFIDGVD 
QTSFFLGTNGQSNRKAEHYFLN 
GKLAAVRMDEFK.YHVLIQQPY 
AYTQSGYQGGFTGTVMQTAGS 
SVFNLYTDPQESDSIGVRHIPM 
GVPLQTEMHAYMEILKK.YPPR 


8877 — 


39241 




8936 


471 


668 




8878 


39246 


A 


8937 




1233 




8879 


39247 


C 


8938 




1548 




8880 


39248 


A 


8939 




1260 




8881 


39249 


A 


8940 




1468 




8882 


39250 


A 


8941 


261 


596 


RSESCCCGH EPDGPETRQP*PQR 

LWTCAYSPGTESERYFPRSDRK 

SDA*M*HRLVRTGARSGDAKI 

WRTFANCLFRKIKKTYRRSQTG 

FYAPGGERRFLYAASRKRNRRR 

F 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


8883 


39251 


A 


8942 


2 


1356 


CLPGLKLVRLLYRLEERNARRT 

S A A VDAT* RAG A W L AQCG LT V 

EQLAR\QVD\PDMTTRAHLYHC 

DHRGLPLALISEDGNTAWSAEY 

DEWGNQLNEENPHHVYQPYRL 

PGQQHDEESGLYYNRHRYYDP 

LQGRY1TQDPMGLKGGWNLYQ 

YPLNPLQQIDPMGLLQTWDDA 

RSGALTWYGWDGDRLTTIQND 

RSRIQT1 YQPG S FTPL1 RVET ATG 

ELAKTQRRSLADALQQSGGED 

GGSVVFPPVLVQMLDRLESEIL 

ADRKRA ATTWSHN H YANKKE 

G 1 KATG YRLAQTLGFKCEESS V 

FRVTRK.SHSSFVWLDKAVTPHP 

TSNVRAGCLMRRWRVLSGLHR 

CEVLHPHTPHPAYHAGCGVSL 

QRN1RHFFLNGLRFQLRFRRTIC 

CLRLVVVQPQHFAGVLQLAFC 

CRYITVQLAS1RRNDRFQRSLPL 

RAGNTIAKYFFQQ1QHNRRGG 


8884 


39252 


B 


8943 


1 


1159 




888S 


39253 


A 


8944 


1 


1304 


MAETQQQFKK.RMAASGLETRF 

DEVGNLYGRLNGTEYPQEVVL 

SGSH1DTVVNGGNLDGQFGAL 

AAWLAIDWLKTQYGAPLRTVE 

VVAMAEEEGSRFPYVFWGSKN 

IFGLANPDDVRN1CDAKGNS/IC 

RCDEGLRIYSSERPTNS/VVRJL 

KPLLNCILNRA/DVLERITAWD 

KPDCHMLHHHADLSGHFPEEIG 

PLLFAGFSSAWQNGPSAFSWQK 

HGSAQTSSIAVLHRTPRHAGCL 

AQCDFTRAFFQ1MLKNYLRKK 

RWKKKIHFPNASGKSS/RAIPEG 

YVTTYGDVAKLGGIAPGRAPG 

GPWQRQALLAEGAGTAEDGFT 

*VGEVEDAARDGP*TDAERTG* 

TYADAGRQDPQSAEDRQRANL 

HGNADR***RFASGGFHRGYHP 

RAAAGFCDHRKPACGNARRAG 

WPDRA*SKSSAYAFRYRYEHRL 

HAGRSG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


8886 


39254 


A 


8945 


1 


1695 


MRSDPDTSVNEIETKLSALLGS 

ETTGEILFDLLCANGPEWNRFV 

TLEMKYGRIMLDTAKllDEQDV 

PTH I LSKLTFTL RN HP EG V V M K 

NFEVLQPLQNSLSGLPLWVSER 

ILQQINQLTHYEPVIGIMGKTGA 

GKSSLCNALFAGEVSPVSDVAA 

CTRDPLRFRLQIGEHFMTIVDLP 

GVGESGVRDTEYAALYREQLP 

RLDL I L WL I KADDRA L ATDE H F 

YRQVIGEAYRHK.MLFVISQSDK 

AEPTSGGNILSTEQKQNISRKIC 

LLHELFQPVHPVCAVSVRLHPV 

V ALLQQFRTDD E RTH RY H Y DS 

QHRLVDYTRTQYEEPLVESRYL 

YDPLGRRVAKRVWRRERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRSR1QTIYQPGSFTPLIR 

VETATGELAKTQRRSLADALQ 

QSGGEDGGSVVFPPVLVQMLD 

RLESEILADRVSEESRRWLASC 

GLTVEQMQNQMDP\TEGTTAW 

Y/AEYDEWGNLLNEENPHQLQ 

QLIRLPGQQYDEESGLYYNRHR 

YYDPLQGRYITQDPIGLKGGW 

NFYQYPLNP1SDIDPLGLSMWE 


8887 


39255 


A 


8946 


605 


1395 


SMSLLKN1RLSSASKQCAACSG 

WPAAAGIRGVSGGQG*ARVSSS 

ANTATALSSRLLPGQNSVTVPH 

A*RMNCVLRVTPL\SKNRGGKP 

APSGTEGKGLPEVQPGQL\RAH 

GLPVSENLLEQDFYASGPNQK 

WAGDITYLRTDEGWLYLAVVI 

DLWSRAVIGWSMSPRMTAQLA 

AGCPKPLWGTPSFPGPACGLAP 

SSAGVLPRGFVPAVWLDSEDPE 

EYVGSSDFLTKMQSMKKVDLK 

KNRAATDADGQFSPRCCMPEK 

YAGSHN 


8888 


39256 


A 


8947 


1 


1914 




8889 


39257 


A 


8948 


1 


4767 




8890 


39258 


B 


8949 


1 


2294 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8891 


39259 


A 


8950 


115 


3551 


NPALTR1VPAQQNLYTNTLLAA 
RIKQRLTEQFELMLRQAQIDFA 
GKAHSLTEAQANTTQVSAERD 
RLFKNYQRYLKGSQAAVNPFS 
ERDIDDARQNFLAQDALAQIQS 
QLDSLVNGEQSQIVSLKAQLAE 
AKYNLEQTIVRAPSNGYVTQVL 
IRPGTYAASLPLRPVMVFIPDQK 
RQIVAQFRQNSLLRLAPGDDAE 
VVFNALPGKVFSGKLAAISPAV 
PGGAYQSTGTLQTLNTAPGSDG 
VIATIELDEHTDLS 


8892 


39260 


A 


8951 


845 


1213 


DKGEIGGWAAQTHRGSHEQGA 
RRVPEDRDARARRKNEEPVAAR 
PRTTNTRNGSRKGPERK/WADG 
RGHKAEAGRRKRRKRQ*KEEM 
RK1RQQESGGEKKRGLCGRPPG 
GGNNCMEGRERRGRKR 


8893 


39261 


A 


8952 


843 


1061 


NRPPPVCACHRQVVLPVPVNR 
APAEKWQVPRVTLPGRQSTSW 
FAAVVYRN*YQYCALTAQRGR 
RSPRQLPHR 


8894 


39262 


A 


8953 


1 


682 


MIRJPGCEDKLGADQQPAFVLY 
LEIDPHQVDVNVHPAKHEVRF 
HQSRLVHDF1YQGVLSVLQQQL 
ETPLPLDDEPQPAPRSIPENRVA 
AGRNHFAEPAAREPVAPRYTPA 
PASGSRPAAPWPNAQPGYQKQ 
QGEVYRQLLQTPAPMQKLKAP 
EPQEPALAANSQSFGRVLTIVH 
SDCALLERDGNISLLSLP\ITGIW 
CSD*H**PMIPRLLIPASVRSSSM 
VESAK 


8895 


39263 


A 


8954 


1 


1887 




8896 


39264 


A 


8955 


189 


552 


LFRGEKGARNEVLATRYYRQT 
VSGDFRHLHCLADQYALGGAY 
QF*AGLY*LHQAWEMNRGLQL 
LSDALGEQYAQHGNWRFLRNN 
DRFVFQILRSFEHDNSEDKPGP 
GMPPHGWRTQFWGG 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8897 


39265 


A 


8956 


263 


3549 


TGGPSSPSSHWKTPVVIYWDGT 
ALRCVFVPVLGETGAQRKRISA 
RKGSLTTSCPQGALSEHCPTTP 
APLPSQRRNHWMENISPFRSVG 
VSASRCSES*MRPWNSRMPRLG 
RSQGDSSSAL/MSTGVAFRGRF 
LKGGLPQAPAVAAATPWLCTQ 
GVAGETTPAVNVKYNVRVRVS 
EY1SMHVHREVTARNVYVTQT 
RRPMTTFPTLAWETPHYHRRY 
GVSLLSSAWVQVGPPRYCRQT 
NALSNLPNFNLKSGADTQ 


8898 


39266 


A 


8957 




1799 


MMRDRLINH\A1RPACE*QLGA 

DQQPAFVLYLEIDPHQVDVNV 

HPAKHEVRFHQSRLVHDFIYQG 

VLSVLQQQLETPLPLDDEPQPA 

PRS I PENRVAA GRNH FAEPAAR 

EPVAPRYTPAPASGSRPAAPWP 

NAQPGYQK.QQGEVYRQLLQTP 

APMQKLKAPEPQEPALAANSQ 

SFGRVLT1VHSDCALLERDGNIS 

LLSLPVA ERWLRQAQLTPGEAP 

VCAQPLLIPLRLKVSAEEKSALE 

KAQSALAELGMVNSTRFSLHE 

HPDAERSPGQSGEQRQQPAVD 

DYA1VDEYGRHYRRAVAGTLL 

HVSVDSGTTQTVFMYTWLSMA 

L11ALPAFIFARVPNDTHQNVAIS 

RRKTESRNEVLATRYHRQTVS 

GDFRHLHCLADQYALGAP1PPD 

GTRRP1LVNGAEVGAVIASPVE 

RLTRNTDINFDKQQRQTSWLIV 

ALATLLAALATFLLARGLLAPV 

KRLVDGTHKLAAGDFTTRVTP 

TSEDELGKLAQDFNQRASTLEK 

NQTPITSRGHPRIFLARHPAPAP 

TTLTSLALKIIRSPAFLPDTASEC 

AMAIDCY1LAASTQAYKAASSL 

SLSVVLATSARFKTSSTSIWVKS 

SSTNSCE 


8899" — 


39267 


— 


8958 


1348 


2190 




8900 


39268 


B 


8959 


1 


105 




8901 


39269 


A 


8960 


1 


781 




8902 


39270 


B 


8961 


1 


1716 




8903 


39271 


A 


8962 


754 


807 




8904 


39272 


A 


8963 


821 


875 


FFSLFFFISLASGLSIL*W*FVFL 
WDRW* Y PL YHFLLHLFDSSLFS 
SLLVLLVVYQFC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8905 


39273 




8964 


1 


315 


SGSVMPPALFFWLRIDLAMQAL 
FWFHMNFKVVFSNSVKKVIGS 
LMGTALNL*ITLGSMA1FTIL1LP 
YP*AWNVLPFVCVLFYFLEQW 
FVVLLEEVLH1PCKLDS 


8906 


39274 


A 


8965 


42 


403 


GLCSVPLVY1SVLVAVPKLFW* 
L*PCSIV*SQVA/SIPPALFFWLRI 
DLAMWALFWFHANFKEVFSNS 
VEKVIGSLMGMALNL*MTLGN 
MAVFTIL1LPTHEHGMFFHLFVS 
SFISLSSGL 


8907 


39275 


B 


8966 


179 


1225 




8908 


39276 


A 


8967 


342 


407 




8909 


39277 


B 


8968 


143 


3122 




8910 


39278 


A 


8969 


692 


1360 


MCG11SEGS1LFHCS1TLFWYQS 

HAVLVTVAL*YFLKSGGLMPP 

ALFFWLRIDLGMLALLWFHMN 

LKVVFSNSLNKVIGSLMVMAL 

NL*1TLGSMA1FT1L1LP1HEHGM 

FFHSFVSSFISLSSGL*FSLKRTF 

TSLVSWIPGYFIFFVA1VNGSSL 

M1WLSVCLLLVYKNACDFCTLI 

LYPETLLKLL1CIRRFWAETMGF 

SRDT1MSSANRDNLTSSFPN 


8911 


39279 


A 


8970 


21 16 


2418 


FFSLFFF1SLASGLSIL*W*FVFL 
WDQW*YPLYHFLLHLFDSSLFS 
SLLVLLVVY/PILLIFSKIKNKKP 
APGFIDFFEGFFVSLSPSVLL*S* 
LFLAFC* LLN VFALASLVLLI VM 
LGCQF*IFPAFSCGHLVL*ISLYT 


8912 


39280 


A 


8971 


1 


558 


LYKNSVKYFHN*PVGNIMSNIPI 
VGALFSGPAFGIGILAAGVILAI 
MIIPYIAAVMRDVFEQTPVMM 
KESAYGIGCTTWEVIWRIVLPF 
TKNGVIGGIMLGLGRALGETM 
AVTF11GNTYQLDSASLYMPGN 
S1TSALANEFAEAESGLHVAAL 
MELGLILFVITFIVLAASKFMIM 
RLAKNEGAR 


8913 


39281 


A 


8972 


1879 


3735 




8914 


39282 


A 


8973 


16 


452 


VGQLFWKGYPLAGFPDPCAQS 
WKVAHVLLLRLGHIKSVSANG 
KEVTSKFHRKENLARGLHSRPR 
RGQRVRGGVAQHCEPR*TPPPA 
CRVRLPGCPVDPASPGRGRRTS 
AGTPEPALRHPHTPRGPVAART 
LPAEPGPARPSGLPP 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflsst 
codnn for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8915 


39283 


A 


8974 


158 


531 


CSLRRGPPDP/PGAYCKRRATG 
AASTRSLSGAVAGSPAHRCESR 
PLQAMGA\GGLPHPEGGRGGSG 
GRKRTDGPVCGCGERAPREYP 
DPSRSWRGPQRKPAPSQHPCLP 
RLSRGPGRHPEGPHQVR 


8916 


39284 


B 


8975 


22 


387 




8917 


39285 


A 


8976 


241 


389 


VASQAPGVRALQVGPAHSC*G 
RGHVSWPPPWPWGPPCCPLCL 
LNGLPNI 




39286 




8977 


1620 


1936 


TLFFFESESHSVTQDRVQWYDL 
\NSLQPPPPGLK*FSCLSLPSSWD 
YRRPPPCPANFFVFLVELEFHHV 
GQDGLELLTSGDPPALASQSAR 
ITGMSHCAQQNKHIL 


8919 


39287 


A 


8978 


3 


105 




8920 


39288 


A 


8979 


1 


1821 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK 

HIPRPPRVDKRGGEASGETPPL 

A ARLRPKTG 1 QMPLREQ RYTG I 

DEDGHMAERRVFVCQPFTSAD 

LLN WKNNTPSCTEKPQALI DLL 

QTI1QTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRMI 

NM A L VSQS AEDIRRKLQKQAG 

FAGMNTSQLLE1ANQVFVNRD 

A VSHTG A EHSV VTGPVAPLSK 

KTIDIIGAMGVSAK.QAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPT1FGEALARDLQK 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

KVSKKKVAQICQQQVRYLGFTI 

RRGV\RLGSERKQVICNLPEPKT 


8921 


39289 


B 


8980 


209 


2272 




8922 


39290 


B 


8981 




228 




8923 


39291 


C 


8982 


375 


472 




8924 


39292 


C 


8983 


266 


408 




8925 


39293 


A 


8984 


1 


1105 
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SEQ ID 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


8926 


39294 


A 


8985 


108 


708 


LTNQKKSRTRRJHSRILPEVQGG 
AAADRHCPIDRLGSLQDHHRRS 
RLLSQWSP*KSTHD*HGFS\YQS 
AE DI RRKLQQQ A E F AGMNTSEL 
LQIANQAFVNRDAVSRK.ENHR 
DNERQAQRNTDLLAAAIRGVPP 
KRQGKGGPGKETQPGCQSLQR 
NQCAYCKEIGHWKNKCPQLKR 
KPGDSEQEAPDKDEGALLNLA 
EGLLD 




39295 




8986 


125 


444 


DCLAVKRASWVQPTGYSCKPL 
L/QGVLTYQRRQAAFPPLRRER 
LASSSRDKPKCAGKHTSSLVRA 
GDMQGTIVTGTEVLRLDMEPK 
FEDDQLRPVLLEHKVPRREMA 


8928 


39296 


C 


8987 


80 


325 




8929 


39297 


A 


8988 


566 


1857 




8930 


39298 


A 


8989 


1 


1037 


M EEG W1RLPDGRV AAPQLLGA 
AVVLAVQETTHRGQESLEKLL 
GRYFYISPLSALAKTVRQRDFA 
DFGTTIKQDFRLLGQTSVDRLL 
QLSQGQAVKGNQLLPVSLTSQ 
CQVYKCVWNWWVLGLTDFKN 
EAKELRLYKQEKREKAKRWKE 
TEKGFNGDYGVTMTPGKWRT 
YFEIDWSKLEVGWPSEGNLERS 
LVSKVWHKVTGKSGHSDQFPY 
IATWLQLVLDPPQWLRGQAAA 
VLVAKGQ1VPRKDPTPPAEGNQ 
LLK/SLFDPTSEDPLQEME/PSDP 
SGALPLPGKDAPHS*AHSPCAS 
TRQTYP*ATRSRQERR*SLERNP 
Y1GSSFK.TQNWDTNAPERAVV 


8931 


39299 


B 


8990 


1 


2082 




8932 


39300 


A 


8991 


6 


367 


ENLNIKAPHAVVTLMTTTGPD 

WISNAILTKDFCLLCENTHISRW 

GCNTLNATTLLLVSESPVKHNC 

LEVLDSVYSSRPNLRDHP*TSV 

DWELYVDGSGFANPCKVTLKK 

ETSPAPVTPRS 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8933 


39301 


A 


8992 


1 


2991 


MLKNFKKGFNGDYGVTMTPG 
KLRTLCEIDWPTLEVGWPSEGS 
LDRSLVSKVWHKVTGKSGHSD 
QFPYIDTWLPQWVRGQAAAVL 
V AKGQI V KEGSRSTHRGKSTPE 
VLFDPTSDDPLQEMAKVIPVVP 
SPYQGERLPTFESTVLVPPQDK 
HIPRPPRVDKRGGEASGETPPL 
AARLRPKTG1QMSLREQRYTGI 
DEDGHMAERRVFVCQPFTSAD 
LLNWKNNTPSCTEKPQALIDLL 
QTI I QTHNPTW ADCHQLL 


8934 


39302 


A 


8993 


1 


444 


SSASTPETRAKFT*DNLCCASW 
QRLASANFRVLVDCILSDTFED 
LRLQCD A VN LA FGRRCEELED 
ARYKLHHHLHKAVE*GGGAEH 
VPH\RLREKLLEAEQSLRNLEDI 
HMSLEKD1AAMTNSLF1DRQKC 
MAHRTRYPTILQLAGYQ 


8935 


39303 


A 


8994 


1 


1576 


MVQTDVLLPEPAPQTVSPCELP 

CKEYDVARNMGPGHRQLEVW 

FQNCYARYHQAFADCNQSERE 

LQGRESQQLAAETQALAQPTQ 

QDSTCRVGERLQDTHSWKSEL 

QH EVEVL A AETDLLLAQKQRL 

ERALDAMEVPFSIATDNMQCS 

QRHQHANLVRDYVETELLKAY 

PPAPSQCLKNCCSSRKPSACNK 

GACEVMETLTVQEEANPGTEG 

CRTRALAHKEEAEPIRNIQELLK 

RAIVQAVSQIQLNREHTEICEM 

DWLDKVEAYNLDETCGRHHSQ 

STERP/WTK.FTQDNLCRAQRKR 

L\SSANLWVLVDCILRDTSEDL 

GLQCDA VNLA FGRRCEELEDA 

RHKLQHHLHKMLREITDQEHN 

VVALKEA1KDKKEPLHIAQTRL 

YLPSH\RPNMQLCREAAQFRAA 

FPG*ESFQWRLPRTSLPAPNWE 

FWVPFHPSRCILLPSPAPAHTPP 

TPPSW*VRWRSLYKSITALREK 

LLQAEQSLRNLKDIHMSLEKDV 

TAMTNSVFIDRQKCMAHRTCY 

PTILQLAGYQ 


8936 


39304 


C 


8995 


99 


442 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( ,\=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8937 


39305 


A 


8996 


177 


622 


TESSASEKTTGEDGTRVFVSLL 
RSLLSLLPSAPLRHHPPSA*LSL 
CSCVSD*AVALIPQSAHHFPNIS 
♦PFPLHCFAHAKPPVWIFHSH/S 
LWLP*AFLAPMTSFTDQVAVD 
DFLS1VYLFTFTPFLAFCGEPST 
ALATREQVWVESAS 








8997 




329 


AAARPGRGSETGDWVLLCYPG 
WSAVV*S*LTTA/SELLGSRG*G 
SLLSLPSSWDYRLSAPCLANSK 
KPSER*GLSMLP*LVSNSWPQVI 
LLLGPPKALGLQAPGTMGLRP 


8939 — 


39307 


— 


8998 





814 




8940 


39308 


— 


8999 


57 


274 


TASSSLTLVYGHRLCWLGPSHP 
*PSLWLP 


8941 


39309 


A 


9000 


1 


1236 




8942 


39310 


A 


9001 


1 


1095 




8943 


39311 


A 


9002 


] 


2313 










9003 


166 


494 


FSQQLCGENHPHLRTENTQAQR 
AGVPLGVR1LSRPGFP*LSTHSC 
FSCPLV*PPSQGQPGPLSLWTLC 
SAIQAPAELESCRSSCDRDGRSH 
WPRVSGGLWLSQVPRPRR 


8945 


39313 


A 


9004 




974 


MGESPAV*GYFVLAGMNSAGL 

SFGGGAGKYLAEWMVHGYPSE 

N V WELDLK.RFGA LQSSRTFLR 

HRVMEVMPLMYDLK.VPRWAF 

KTVSQLRTSLLYDRLDAQEAR 

WMEKHGFERPKYFVPPDKDLL\ 

ALEQSKTFYKPDWFDIVNESEV 

KCCK\EAVCVIDMSSF\TKFEITS 

TGD\Q ALE V LQ YLFSYNDL DVPV 

GH1V\HTGMLNEGGGYENDCSI 

ARLNKRSFFMISPTDQQVH\CW 

AWLKKH\MPKDSNLLLEDVTW 

KYTGTGVRALYGDVEHESWLS 

CVRHAHHPDPIC1AHTYLHLRS 

FSQADGREWRKVLDKHKIFLF 

ARSLC 


8946 


39314 


— 


9005 




1872 




8947 


39315 


A 


9006 




2250 




8948 


39316 


A 


9007 




1257 




8949 


39317 


A 


9008 




1596 




8950 


39318 


A 


9009 




1584 




8951 


39319 


A 


9010 




1461 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8952 


39320 


A 


9011 


1 10 


993 


TSTELSTPSQQNIHSSQHH1ALV 
PKLTT*LERIKYLGIQLTRDVKD 
LFKQNYKPLL/NKIKEDTNKWK 
NIPCSWTGR1NIVKMAILPKV1Y 
RSSAIPIKLPMTVFTELEKSTLK 
FIWNQKRAHIAKTILSQKNKTG 
GIMLLDFKLYYKATVTKTAWY 
WYQNRDIDQWNRTEPSEIIPH1C 
NHLIFDKPDKNRKWGKDSLFN 
KWCRENWLAICRKLKLDPFLTP 
YTKIN S R Wl KDLN VRSKTIKTI E 
ENLGNTIQDIVMGKDFMAKTP 
KTMATEAKIDKWDLIKLRASA 
QQKKLPSE 


8953 


39321 


— 


9012 

— — 







— 

— 




— — 





- — 











8955 


39323 


- — 


9014" 




T32l 




8956 


39324 


A 


9015 


2 


1757 




8957 


39325 


A 


9016 


1 


1008 




8958 


39326 


A 


9017 




1311 




8959 


39327 


A 


9018 


1 


1152 




8960 


39328 


A 


9019 




526 


MPSLTTPIQHSVGSSGRAIRQEK 
E1KGIQLGREEVKLSLFADDMIV 
YLENP1ISAQNLLKLISNFSKVSR 
YKINVQKSQAFLYTNNRQTESQ 
IMSELPFTIAVKRI KYLG IQLTRD 
VKDLFKENYKPLLNKIKEDTNK 
WKN1PCSWVGR1N1 VKMATLPK 
MTW1ANWLRNSLQAQ 








- — 


9— 




T626 




8962 


39330 


— 


9021 




2361 




8963 


39331 


A 


9022 




1140 




8964 


39332 


A 


9023 




2112 




8965 




B 


9024 




1065 




8966 


39334 


A 


9025 




1416 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8967 


39335 


A 


9026 




1690 


MPMVEELYGNYGIMADTTERV 

GQHKDAYQVILDGVKGGTKEK 

RLAAQFILKFFKHFTELADSAIN 

AHLQTVSGRQQLVKLVAEQAD 

LEQTFNPSDPECVGRLLQCTQQ 

AVPFFSKTVHSTRSVTYFCEQV 

LPNLGILTTAVEGLDIQLEVLKL 

LVEMSSFCGDMEKLETNLGKL 

FDKLLEYMPLPPEEAENGGNA 

GDEEPKLQFSYVECLLYSFHQL 

GQKLPDFLTAKLNAEKLKDFKI 

RLQY FARGLQ V Y1RQLHLALQ 

VKQCFAQYMEKENGIDAKILN 

KILANR1QQHIKKLIHHDQVGFI 

PGMQGWFNIRKS1NVIQHINRA 

KDKNHMIIS1DAEKAFDKIQQPF 

MLKTLNKLGIDGTYFKIIRAIYD 

K.PTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENP1VSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMGKLPFTIA/S/KRJKYL 

G1QLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNIPCSWVGRINIV 

K.MA1LPKNWKKLL 


— — 


— — 


— — 


— — 




— 




8969 — 


39337 


— 


9028 




2682 




8970 


39338 


B 


9029 




2088 




8971 


39339 


A 


9030 




2406 




8972 


39340 


A 


9031 


1049 


1500 




8973 


39341 


A 


9032 




4341 












103 


366 


NHPQLKVAGLK.NGCCVCMCV 
CVC\CVCVRVWIWVCVCVCVC 
VCVCVC\CVCVC\CVCICVCI*V 
WVCVCVCLCLSLPKCWDYRHE 
PQRPA 


8975 


39343 


A 


9034 


232 


735 


YLSGNGGEKGFCHALPDHRLR 
VLHQHPPHACVETDTVDLGITS 
I SL ADVRVCVCMC VCVC\C VCV 

RVWI w veveve vc vc vc vc\c 

VCVC\CVCICVCI*VWVCVCVC\ 
CVCVCVC1C\CVCVCVCVCVC\ 
CICVCI*VCVCVYVCVCVCLCT 
VLGIHSFLTARNAHQPIGH 


8976 


39344 


A 


9035 


163 


795 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8977 


39345 


A 


9036 


34 


758 


RVPHRHGMKRVRQRHGMKRV 

PHRHEMKRVPHRHGMKRVPHR 

HGRKRVPHRHGRKRVPHRHGR 

KRVPAQVQDEEGHCQKPGRCV 

CMCVCVC\CVCVRVW1WVCVC 

VCVCVCVCVC\CVCVC\CVC1C 

VCI*VWVCVCVC\CVCVCVCIC\ 

CVCVCVCVCVC\CICVCI*VCVC 

VYVCVCVCLCLFYLVLQCFICS/ 

CI1SGGQRWC*RKTMCSLPFAH 

SHHSFPGHFFL1FQSRSFQVSFHP 


8978 


39346 


B 


9037 


34 


156 




8979 


39347 


A 


9038 


3 


419 


GGENVKAINQQTGAFVE1SRQL/ 

PPN/G DPN FKLFI IRG\S PE\Q 1 DH 

AKQLI EEK.1EVGWGGLWGFGL 

TARJPAH LPWLLSFLLGVPLCTV 

G\PGPGGPGPAGPMGPFNPGPF 

NQGPPGAPPQ*VSSASWVLRP/E 

GLLSWQEE*QTPFPFP*KCRAG 

ALIQAHFCGYHQQALSCL/PGR 

ACAFQHPSVHVQVSRLLSCPQA 

DAARPSSCFLSRPFPGAPLSLVV 

WVSGASPLKNIPTPGGPAA\PPP 

HHCSS1PFFSPAVPGGPLLTSTH 

PRAGAIPTPSGS/QPAPHDPSK* 

WALQPGATRGSPTVSILCLLGF 

EAGGLLSWQEE 


8980 


39348 


A 


9039 


1 


445 


ATADPNAAWADDY\SHYYQQP 
PG\PVPCPAPAPAAPPAQGEPPQ 
PPPTGQSDYTEWAWEEYYKKI 
GQQPQQPGAPPQQDYTKAWEX 
EYYKKQAQVA\TGGG\PGAPPG 
SQPD YS\A A WAEYY RQQAAYY 
G QTPG P\G GPQPPPTQQ\GQQQA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8981 


39349 


A 


9040 




1297 


TCVSALSVLASDDGTGPEKIAH1 

MGPPDRCEHAAR1INDLLQSLR 

VGGPGC*RGWQGLQGSARPDR 

LPGFIILLLLLSCRVVPQGPP\GG 

PGMPPGGRRPKEEGQGN\WGSP 

WAGKMTFSIPTHKCGLV1GRGG 

ENVKA1NQ\QRGAFVEICRQLPP 

N\G TANFK L F I I\RG S P\QQ 1 DH A 

KQLNE\EKMK.GPLCPVGPGPGG 

PGP\AGPMGPFNPG\PF\NQGPPG 

APPHAK.K.YPPPHQYPPQGCGNT 

YPQWQQHAPHDPSISAGKAAA 

AAADPNAAW/AAYYSHYYQQP 

PGPVP/GPAPAPAAPPAQGQQP 

Q/QPGAPPQQDYTKAWEEY/YK 

KQAQV/ATG/GGPGAPPGSQPD 

YS/AAWAEYYRQQAAYYGQ/T 

PGPGGPQPPPTQQGQQQQWVA 

PETPSPRGVPLMPAAGAVWPE 

VPGVPTHRQGSIRWVQR 


8982 


39350 


A 


9041 


1 


1777 


MPVLPVTATE1RQYLRGHGIPF 

QDGHSCLRALSPFAESSQLKGQ 

TGVTTSFSLFIDKTTGHFLCMTS 

LAEGSWEDFQASVEGRGDGAR 

EGFLLSKAPEFEDSEEVRRJWN 

RA1PLWELPDQEEVQLADTMFG 

LTK.VTDDTLK.RFSVRYLRPARS 

LVFPWFSPGGSGLRGLKLLEAK 

CQGDGVSYEETTIPRPSAYHNL 

FGLPLISRRDAEVVLTSRELDSL 

ALNQ STGLPTLTLPRG TTC L PP A 

LLPYLEQFRR1VFWLGDDLRSW 

EAAKLFARKLNPKRCFLVRPGD 

QQPRPLEALNGGFNLSRILRTA 

LPAWHKS1VSFRQLREEVLGEL 

SNVEQAAGLRWSRFPDLNRILK 

GHRKGELTVFTGPTGSGKTTF1S 

EYALDLCSQGVNTLWGSFEISN 

VRLARVMLTQFAEGRLEDQLD 

KYDHWADRFEDLPLYFMTFHG 

QQ\NIRTVIGTM\NHAVYVYDIC 

HVIIDNLQFMMGHEQLSTDRIA 

AQDYIIGVFRKFATDNNCHVTL 

VIHPRKEDDDKELQTAS1FGSA 

KGGEWSAPHSTSSRPSAQPKSD 

STVAEAAPLASDFTAYWIWFLT 

WGRGRASRDREFGYLAALN 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


.Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8983 


39351 


A 


9042 


3 


679 


SPLIVSSARMHAGRDLPLYFMT 

FHGQQSIRTVIDTMQHAWYGW 

DICHVIIDNLQFMMGHEQLSTD 

RIAAQDY1IGVFRKFATDNNCH 

VTLVIHPRKEDDDKELQTASIF 

GLSQRQAR\EADNVLDPAGTGK 

LGNRGQGKRYFAGVPKEPF*W 

EM*GVFPLEFNKNSLTFSIPPKN 

KARLKKIKDDTG P V AKKPSSG K 

KGATTQNSEICSGQAPTPDQPD 

TSK.RSK. 


8984 


39352 


A 


9043 


90 


317 


GTLRKRYRAFHCRITIFKALTEV 
CKNFSALHCEFSWGFFFFCSFFF 
LASS*G*NCLPSQPQPCWFLQPP 
CPWQIL 


8985 


39353 


A 


9044 


2 


2136 


PRLSSVLSEF1TTHIYFLLSETTY 

NYEWNLISLYVVDPSRLAC*TV 

QLFFMLQLSVGLYVFNVGNDIC 

LHKMGSVTVLFFVTARRVNLPP 

VAVIKLMSSSSCISFLSLFLNLV 

ESTDDTEIVSYHWEEINGPFIEE 

KTYLCFFTFLFCFVFIFVFA1T*G 

VQTPYLHLSAMQEGDYTFQLT 

GLQT*CKE1ILFHTVSVIPENNRP 

PVAVAGPDKELIFPVESATCLS 

YSKPHAPSLMLTTSMFYRGPSA 

VEMEN IDKA I ATVTGLQ VGTY 

HFRFYSITGVLNQSLCFHFAIFD 

LENNSPPRARAGGRHVLVLPN 

NSITLDGSRSKKPRNWDPRJDSC 

PV1RVLSQDVIDGSDHSVALQL 

TNLVEG VYTFHFLML* SLCKCP 

SANPVSSLSPDPRKSGLVELTLQ 

VGVGQLTEQRKDTLVRQLAVG 

VSW* SPSDHVA VLSHCLLHSTV 

IVFYVQSRPPFKVLKAAEVARN 

LH1S*\SRDSLFCMLPSALHTS/S 

AGCLLK.CSGHGHCDPLTKRCI* 

K*SWSTNSL*LCPLWFSCVSEW 

SIFYVTVLKS*LSVTFLKI*VELF 

IVPFRQKRTKIRKKTLNMY*VH 

LKYFTH*ILILPIAVRGMCNDYP 

HD*QLEVNHGVPPQMLLCFSLG 

IKHRSTEHNSSLMVSESVRSFD 

RDCLQSLNYLLSGLLQKEKNLQ 

KA.G LTSPAPSL WEDKC SG RTEH 

AQSARLPLKEDTEKTLMQF 


8986 


39354 


A 


9045 


47 


157 


FDKICIFKRQVTKSEVILNLTN* 
VL*YLEYHIRN1N 


8987 


39355 


A 


9046 




393 




8988 


39356 


C 


9047 


274 


357 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8989 


39357 


A 


9048 


727 


1089 




8990 


39358 


A 


9049 


175 


608 


CGWEYGN*A\DTMDEQYCKVC 

QAYKAPRSHHCTKCNTCVMK. 

MDHHCPWINNCCGYQNHASFT 

LILLLAPLGCIHAAFIFVMTMYT 

OLYSFGMENNFFRKQNFYLSS 

WDWK.EEGLKDPDFSIIQLGWK 

SFVFFHMDMGEVDGEGTF 


8991 


39359 


B 


9050 


780 


1166 




8992 


39360 


A 


9051 




681 


HIRGPRYSGHHSAFGCPYSDMN 
LKKEATLHDRLREQTQAN\LES 
DSSHSKSKSLCSLNFNGKHEKV 
N SQPRLVQQAKCLKIKGKEDID 
LDNLFREYSVEQAQQVLHQSV 
SMSTVSAHPFRDLPLGREQHCK 
LLPGVAD1RASQVARWTVDEV 
AEFVQSLLGCEEHAKCFKKEQI 
DG KAFLLLTQTD1 VK VMK1KLG 
PALKIYNS1LMFRHSQELPEEDI 
ASGQEVRG 


8993 


39361 


A 


9052 


30 


981 


TQDPWPSLPVLWSRASSDPAAG 
HRAEHI*TYWPWKLEGT\DIWL 
VLYMPLVQPDNFIKKHSHLPTY 
CLFK.EDVKFPFRTCRLTYCWLN 
YTEEITYLHTKKVSVGQSAVRE 
EFAAACTWSIRIGEKLAILLSLY 
LCRQQALLNMRMSVPIHESGV 
AQRSPVMDKLAQYSVEQAQQV 
LHQSVSMSTVSAHPFRDLPLGR 
EQHCKLLPGVADIRARQVARW 
TVDENLHGLIQTKQTPHLDESIS 
KG ESPALVVTELRMCMTATEP 
LVPTKNPYQERGHIGDSFLHYT 
DQEPQPWDQSSVHPTPAPIYSV 
SSGFRVTRGSDI 


8994 


39362 


A 


9053 




864 


MVSALPEVGRAQILRLIAYIRSP 

APPVVGVERAARRPAQAFGLV 

ALPSTDATVFANQPLARAC1GA 

ARHREPDAPGQSAWVGEECLK 

DALRSPETPKLGSLSPPCQDTRP 

GRASNDFSLEMGYSSLSAARLK 

IHGQVFQCCGPGPLRTL\HWTQ 

S*TYLNILALET*GAQNQP*EW 

QA VD*G APG LFSHTLG VFPR/RL 

PQHPKQ1ICFQNYEYSVEQAQQ 

VLHQSVSMSTVSAHPFRDLPLG 

REQHCKLLPGVADIRASQVAR 

WTVDEPYSSAPRGPELSAGANS 

SRGA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8995 


39363 


A 


9054 


1 


1737 


MKEKPAVEVRLDKWLWAARF 

YKTRALAREMIEGGKVHYNGQ 

RSKPSKIVELNATLTLRQGNDE 

RTVIVKAITEQRRPASEAALLYE 

ETAESVEKREKMALAQMIMPQ 

HDQLHRYLFENFAVRGELVTV 

SETLQQILENHDYPQPVKNVLA 

ELLVATSLLTATLKFDGDITVQ 

LQGDGPMNLAVINEINERAQNP 

LLCAFRCVNTYGSYECKCPVG 

YVLREDRRMCKAVFPYCQNES 

SDVLWQFDSTSQIFLKGTPKTT 

VRRGGErfNLKNPDECEDNPNIC 

DGGQCAGIPGRNRCLCYDGFM 

ASEDMKTCVDIDECSLPNICVF 

GTCHNLPGLFRCECEIGYELDR 

SGGNCTEDPDHSKSRSGRSQND 

WGRRRKT/S*KRSAVYR*RQLY 

IRRQPYAERPSLR*RQRP*IPCIR 

SQHGNRK RM RRRRIFI/STKRTT 

AAARTSSVKKARSFSRALKNA 

MLS*RTAPSVS*S*IMITH*KK** 

SR*SLQTR*LMKSSARVFSK*TA 

NGTWSL/HSRGSKVTIDG1NSND 

IYMLGYVSN SLTG PY RPVDKTG 

LGLEMGLDPNDVTLTYSHFRVP 

EAEAAMWVSHAT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8996 


39364 


A 


9055 




1743 


MTTSTMTHMMTMHFP11VCAD 

SRJDDVDVTNDVNDHDDSAKR 

KSHRERPIAAKRTETK/KRRRRA 

RPKR/RTICARS*SAK*QTAQHT 

RTTAAIIMRDTQARRV*RPTKH 

AAEQRQNTTGKQRR*TKRVKA 

AKKEGE*RRRKMARRTTPQTR 

R*TRAKRRINRPRHGAKKRA*N 

/RRLKS APKRH R VN RRDEN A RT 

TTRHKKRRNRRVKRAERSGAE 

RTPYKQRHQQTREKRTCKRRQ 

TK/RRTK.AK*T*RDHENDGTRA 

YNKTPKKAAKRTRNNLRIHNA 

TKGGDNRGQTRRA*TKPRKYR 

PDENRYNTSSPERTPRKRRGKS 

E/RRDKTAQRAQ*ADRYNSRKT 

QQRL*KGHTHTER*RQARMHT 

RH AQN LDTQHSTRLCN A * ST/C 

HDRRSSSTMCHRYDQLYSRSH 

ALTMIIVNKPLRQCIRMLSFHD 

RHRSLA1DGDSASTGSPAFRCV 

NTYGSYECKCPVGYVLREDRR 

MCKDTCTEKAFPAGGCEVDKT 

HTVPQERA Y I H RTRLGRA RTKK 

RDLYRRAHNDRRRQKSAAYYE 

STSVRRAHKYNSGK.SDTQNGS 

HHRQKLRQYGDAGKSHYLQY 

NIHFMYPLFNT 


8997 


39365 


A 


9056 


3 


451 


FFEMKSHSVAQAGVQCSGV1LA 
HCNLHLLESSDSPASAFRVAG11 
DARPHAWL1FVFLVETGFHHVG 
QAGLELLS\*VIHPPWPPKVLRL 
QHETPCPAVSLYLNQSPENNLE 
EDSLAMSNNRRSKGPGIWQNP 
GFEILALSTFLVESDLK 


8998 


39366 


A 


9057 


53 


343 




8999 


39367 


A 


9058 


14 


234 


CLFIRIFNVICYSKTCKNSICMGV 
IEIVIDGCMCGGEDGGGGGGSV 
TAGG A PSPIETG SHG PPQP A VYF 
WRF 
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SEQIO 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9000 


39368 


A 


9059 




865 


INFSVCVLARFFLGVVVLCVSC 

CWFRCVCACVCALAFPFCSCC 

VVVLCPVGCR\CTLFAV/CCCL/ 

CVCALFCGFLLRFLFCLCV/CPC 

S/CSARCRC/VCLALGAVVCFPP 

CSVVASCGCCDWVWLCCGAV 

VALVGLLCCVLVCAWSFRCG/C 

V/CLC/VCVVVVLVVRCC/VCW 

CGSCVVDCAGVVLVCCVLLVVL 

MMSL/CGCRVYSWYGVCWVCS 

VV CR V IDL/CPCCLC W/C VT* RG 

CWSVWCM/CTCCG/CVCGLAV 

M\CWCRCVVRLVCLCAV*FI\C 

AC VCFEC A VGGFVGGCFLG SCL 


9001 


39369 


A 


9060 


1606 


1849 


QGVSASLCREAGLTKISPGAPL 
WLPCSPGVTAECSGERTVRHN 
VTDRVCGVLGAVTSPGRN*RG 
HVTHKFCILCTDTV RDC 


9002 


39370 


A 


9061 


2 


682 


ALEAVFGKYGQIVEVHLMKDC 
ETNKSRGFAFITFERPADAKDA 
ARDMNGKSLDGKAIKVEQATK 
PSFESGRRGPPPPPRSRGPPRVL 
RGGRGGSGGTREPPSRGGHMD 
D/SGRDSYRGPPRRESLPSCR/D 
APPTRG/PPPSYGGSSRYDDYSS 
SRDGYGGSRDSYSSSRSDLYSS 
GRDQVGRQERGLPPSMERGYP 
PPRDSYSSSSRGTPRGGGRGGS 
RSDRGGGRSRY 


9003 


39371 


A 


9062 


90 


443 


NVVYIQFIVLPYYLT1DPAGNSR 
SAPPTRGPPPSYGGSSRYDDYSS 
SRDGYG*SRDSYSSSRSDLYSSY 
DRIVSTLFFVSLNWDFGPKFCLF 
LVSASASPSIRSASSRASTSWCS 
AA 


9004 


39372 


B 


9063 


12 


1373 




9005 


39373 


A 


9064 


2 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9006 


39374 


A 


9065 


2 


1423 


IHFREMASKSWLNFLTFLCGSAI 

GFLLCSQLFS1LLGEKVDTQPNV 

LHNDPHARHSDDNGQNHLEGQ 

MNFNADSSQHKDENTDIAEKAL 

EEKVRILCWVMTGPQ\NLEKKA 

KHVKATWAQRCNKVLFMSSEE 

NKDFPAVGLKTKEGRDQLYWK 

TIKAFQ YVHEH YL* DADWFLK 

ADDDTYVILDNLRWLLSKYDP 

EEPIYFGRRf KPYVKQGYMSGG 

AGYVLSKEALKRFVDAFKTDK 

CTHSSSIEDLALGRCME1MNVE 

AGDSRDTIGKGNFFHPFV\PE\H 

HFNLKGYLPRTFWYWNYNYYP 

PVEGGELRFLFSTVTIRHSKALS 

LGVAQCSWLLKQQV1SDDRTK 

RPDFPDRSR1MKERVQIVLYES 

GQAPVESSPPLPGYCSALFATCF 

QVTKGNFSQDPTQA1LYTQADK 

IEGWMRASGERVAEQQSGQTA 

MDGGKKEAEWKRTRKAKYRD 

DVCSKHHPPYPTPVPPSLED 


9007 


39375 


A 


9066 


1 


311 




9008 


39376 


A 


9067 


1 


493 


ITRQHMRKAVPFQVPRKEILKL 
LKGKVVVGHALKNDFQALK\*S 
TLGARPGDTTYVPNFLSEPGLH 
TRA R VSLKDLALQLLH KK1Q VG 
QHGHSSVEDATTAMELYRLVE 
VQWEQQEARSLWTCPEDREPD 
SSTDMEQYMEDQYWPDDLAH 
GSRGGAREAQDRRN 


9009 


39377 


A 


9068 


45 


365 


NQAAASRPHCAARTMAGEEQA 
ACVHEDRTQCRGDKAAPQAAH 
LCGPPRGSGSVSTAPRAR*CPV 
CSSCPGPGAPEDTPEEVDVGAA 
SAH RSPRLCCSHLTHRWPKH 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9010 


39378 


A 


9069 




1687 


1CVPKSVPSFLWAGRGPHCLLP 

CGSSSP*SGGLARA*GVFQGRA 

GVARAPSHLSFHNSPCVWSLST 

CCRAGSQDGPCPHAAGQGPGK 

QTSSGTGASSSPWTSCL*KSLPK 

\VCS*GLETTIGRGRVKPIKVTD 

TAQ*CAASVTAPLLSS*LQDGG 

STAKVTRCT/TAGGRAVYGTAE 

GKAFPEAPELTCRS/ALAALGT 

WPLPPLQVSCGLRNPSPDLPSV 

VGSRAS V* TKSG SSPAKV WPLA 

EWFKSGSA\PVTGQEAWLLWA 

SDSSSELSLCPRK.HAAPPHSAEH 

RQISQGLASSCWGAGGDKVVS 

ASMVGSAPGQCPMSALMTGSA 

SGQCPGHPCWSGTNADS*GRDP 

HRASRLLALPTASYEQ*PQPHW 

GSWTAHGQNGLGIFFQRVSWF 

V*GQTMVSRPR1SGLGQPVCLS 

AASPQAAPLGSHDPTPAGR*GL 

EPGGRQPSSS*IYVWEAPPGLW 

VPPGPFLSH*SWRFGRTKAAPL 

KEPRPGGRCPGDRPSPRAEAGL 

PQTRKPALPAIGR/PKKACSLRR 

PRVILEQSSQHLAAALSSWMQP 

A LLETG GKA VFFTPG G L 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9011 


39379 


A 


9070 


66 


1956 


PLLAIPAHSTFPARKPEEPPRPD* 

LCPHIHCAAV*GEIRTVP/SKTV 

RGVATRTRPRSASSLGTTTGLR 

VSSVRRVQLSIKPGCSRVNENSS 

NSPCSSSQPGTASVLPCPTVCRE 

AGP/AGP*PPG*ALSLPAAGFTT 

ATEWKQSQLSSGG*THSGEDM 

GRATAAATEKAQEQCMLREKL 

GTRQK AESG SRG AVAGLQHFCS 

APRTAWQPRASRA/RAGVRAW 

PCADPM*PPSHSPSFPKPFIPAA/ 

PGAQTLGAAGVEHVAGSARJPC 

C RTGLE/PH PH SPRRTLERQ ARJ 

SGAGRRSSPNAATGARPRPAAG 

SPVSARRAPRRRPA*SSPCSGPW 

TAVSAPRSPGPRGGGRPPSPGR 

RRPCCSVFSGGASPSSARVSSPS 

GSCSASPPAAPA\PGASGAVVA 

GPVVGSPREHGG*LRPPLPRLG 

VPGLLAARTSGAEV1HEQAAAQ 

GTAADTPG A PG LLL APA A AG A 

V/TRPGPPGASGCPRPAPRPPTP 

ASRSGRPWPGGGRGRRGGRGA 

GGEALQGAVVGGQVGGSGAL 

A/ATARGSPAAGVSRWTAPRCR 

HRRSDASASGTPARFPGAGRKG 

RTLWQ*SWRSAPPPGLSELL*G 

LPRPLPESGRSKAPLPSGSTPLPS 

GRTPLPSGRSPSTRRSPS 


9012 


39380 


A 


9071 


95 


1423 


GLENKRAKGTEAHTRACP*GK 
STEQDTT WTNTG RN EQQG PRP 
KGEQTQRKTERKPG RERQVQV 
LSSPPGRWC*DVGPLGGLPSRA 
K A E A A LTA AQKAQG RRG S PG S 
LPKSSPLPSAPGKR/TPPRGHLL 
VPLPSPYYPALLSQHPPQGPPCG 
ASAPPSALLQRAPPPGTRTL\QR 
PPGPRVTCGTTP/MAAKAKSQS 
NAPRGSLLKKSNSFYN1PLKQV 
SCLITISKHSRNEVSVYQTSRPR 
AAATDVPRT\PSLSVGCSWSCT 
RGHWPSSCCPTAPRGQGL*EHS 
QGPGSRSKLPWPTGPCGGLTPS 
CWSLAGSAGERVDLNQAAASR 
PHC A ARTM AGKTLSGGCGCVD 
VG AA S AHRS PRLRCTTSPTDGP 
NTERGSRKTGWTPGPPGFWPCP 
RPPTSNTTTPLGLMDSARPGKA 
PAPFTDFRTPSGLLLPGWAVRA 
RREEDGCG 
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SEQID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9013 


39381 


A 


9072 


42 


380 


LGAPCTPPRSAPRTGRPEYA*A 
RG*PVGDLCRGPEAWSTQVLL 
PRGLQ*NFAVLLLQMSCATPPP 
NCALKGCV*VPLEQSPFFHQAV 
ACREWK.RGKGMVCGGNASPQ 
RTEA 


9014 


39382 


B 


9073 


116 


341 




9015 


39383 


B 


9074 


52 


190 




9016 


39384 


B 


9075 


70 


310 




9017 


39385 


A 


9076 


1349 


2456 


HCSVPGAEWPRKPPAQICPQLT 
SRPHLSSPRSLSPGCGHSPGPG* 
SPQPPVMSLHEGPPRGPQV/PSP 
VANPQPKPWLLRSVDLPVPWH 
LPTVDRTTSL/APSLQSDV/PAPS 
GAL*PSGRACSGV/PPID*APEA 
ALSAAAPRPSLGSGQNASGLPA 
ASLPPQDSSQPHKTVPSPARSVP 
PLGAQARAAPPRLWCPHALVS 
G*EASPEAVSVAAGPPVPGPTPS 
TSGSTASHSRRGC*SPR*TPAPP 
RRDHGRSAAFEVLAAAASAQP 
CA SQGGPRPTG AGRTPSPLG LP 
FSRGPPAASARPFCRHPSL*FSW 
* SSPSGLSLSDTPHSPRRPLGPV 
CGLRAPCPPQ1 PACRVPAAHSQ 
RWPGSSSRSCRCQCC 










462 


739 


ACEPMVLFCLLALLLQDLFLGS 
YPRVLAAFD1QVFFLGTSDRM* 
NTG\LEYFMLNSWLWLLNRL*S 
WGELCHFIPLHSPVKRGLNFYL 
QEFFI 


9019 


39387 


A 


9078 




678 


GTRVNM I LMKMGFSGI V VHQE 
SVCATYG SGLSSTCI VDVGDQK 
TSVCC VEDGVSH RNTRLCLAY 
GGSDVSRCFYWLMQRAGFPYR 
ECQLTNKMDWLLLQHL/KRNF 
LSFRSRTSLGFRTMSFRFRHPDS 
PALLYQFRLGDEKLQAPMALF 
YPATFWICWTGK*RPLHTDLRA 
1LK1LTMNITCWPHKAHENSLQ 
KLLLTESLHPNLLDLKGIFVASP 
LIFQKDSIPR 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9020 


39388 


A 


9079 


227 


1980 


GERLRYGVTENGKEKGGEKEK 

EQRGVKRPIVPALVPESLQEQIQ 

SNFIIVIHPGSTTLRIGRATDTLP 

ASIPHVIARRHKQQGQPLYKDR 

WLLREGLNKPESNEQRLNGLIM 

VDQAIWSNKMSNGTRRNPVSP 

EQ ARSYNKQM RPAI LDHCSGN 

KWTNTSHHPEYLVGEEALYVN 

PLDCYNIHWPIRRGQLN1HPGP 

GGSLTAVLADIEVIWSHAIQKY 

LEIPLKDLKYYRW1LVIPDIYNK 

QHVKELVNMILMKMGFSGIVV 

HQESVCATYGSGLSSTCIVDVG 

DQKTSVCCVEDGVSHRNTRIFS 

WRSGHLWWQDHEFQIRHPDSP 

ALLYQFRLEDEK.LQAPMALFYP 

ATFGIVGQKMTTLQHRVLRAILR 

1 LTMN1TC WPHRANKNSLQKLL 

LTESLHPNLFEFERGFLWASPL1 

FQKDSIPRR*IWGLHREMA*WP 

ATI PRRPLTALMSRKTAI SL FEG 

KALGLG*SPSS1AIDCCSSDDTK 

KKMYSSILVVGGGFDVFIKASR 

1FCSTEFSTKCPPSLQADYLKM 

WM * SQGLKDM DPRLI A WKGG 

AVLACLDTTQELW1YQREWQR 

FGVRMLRERAAFVW 


9021 


39389 


A 


9080 


1 


756 


MRR1 VALVETG EQPFGAATVGS 

RFGCLEDLGTDQRERHDHEMA 

AAHTYFIGDGDTLTEDEDEDT 

WGMAKGHHAINIEGFKLARVE 

DEMQFQEREPEKVKIRGRTRGY 

TFIMLAALAAAEAEDMQVGEE 

L\C*KVSLKASQLGQMALMLQS 

VTVQIGMVYGLPACGAQVNLQ 

DDKGSMVL/MCASKHGHMEIIK 

LLLAQLGCNVHLQDNDGSTML 

SIALEVGHKG1TVLLYAHISFAK 

AQSPGTPRLGM KPQSFI 


9022 


39390 


B 


9081 


5 


5440 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


9023 


39391 


A 


9082 


1 


4294 


WAVFDGNYYYYLPWAHTKPV 

VTLTSYWEDISH R.LDA VNALLA 

MAERLQTNIEALKSGIQGK.IPA 

NQLAELWLKLIDEVIEDTRYTL 

PLTEGKANVTVLDTQ1RKLRSR 

SLSQIHEAAVRMRSEATDVKST 

LAE1EDWLDKLMQLTEEPQNS 

MPDIIIWMIRGEKRJLAYARJPAH 

QVLYSTSGENASGKYCGKTQTI 

FLKYPQEKNNGPKVPVELRVNI 

WLGLSAVEKKFNSFAEGTFTVF 

AEMYENQALMFGKWG 


9024 


39392 


B 


9083 


1 


339 




9025 


39393 


A 


9084 


2 


1767 


KLYRGKSDENEDPSVVGEFKGS 

FRIYPLPDDPSVPAPPRQFRELP 

DSVPQECTVR I Y I VRGLELQPQ 

DNNGLCDPYIKITLGKKVIE\DR 

DHY1PNTLNPVFGRMYELSCYL 

PQEKDLK1SVYDYDTFTRDEKV 

GET11DLENRFLSRFGSHCG1PEE 

YCVSGVNTWRDSLR\PTQ\LLQ 

NVARFKGFPQP1LSEDGSRIRYG 

GRDYSLDEFEANKILHQHLGAP 

EERLALH1LRTQGLVPE\HV\ET 

RTLHSTFQPN1SQGKT/LQMWG 

GMFFPKSLG\PPGPPF\NITPRKA 

KKYYLRVIIWNTKDVILDEKSIT 

GEEMSDIYVKG\W1PGNEENKQ 

KTDVHYRSLDGEGNFNWRFVF 

PFDYLPAEQLCIVAKKEHFWSI 

DQTEFR1PPR\L1IQIW\DNDKFS\ 

LDDYLG FPRTLTCRHTIHFLQK 

SPGGNCRVWT*FPGPSKAMNPL 

KAKTASLFEQKSMKGWWPCY 

AEKDGARVMAGKVEMTLEILN 

EKEADERPAGKGRDEPNMNPK 

LDLPNRPETSFLWFTNP\CKTM 

K\FIVWRRFKWVIIG\LLFLLILL 

LFVGRAPLTLLPNYFVQWKIVK 

PNVLTKGKGFISRV1QQ 


9026 


39394 


A 


9085 


2 


407 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon For peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9027 


39395 


A 


9086 


15 


759 


SARPSHDYSHYYGTIEYLCYKI 
LGD1IENSRIVLQINNACLAADD 
F*TKYEREQT/LA/RTDLEMQTE 
GLKEELAYLKKNHEGEINALRG 
QVGGQISVEVDSALGADATNIL 
SDMQSQYENRKDAERWFTSCT 
EELNWEVVGHMEQLQMNRSQ 
VTDLRCNLQGLEIELQWQLSM 
KAALEARPGPQLAQIQALISSIE 
AQLGDVRADSERQNQEYQLLM 
D1KLWLEQEL AT Y LSLLEGQEE 
HYNSLSTSKIL 


9028 


39396 


A 


9087 


3 


2026 


AGPWDRMGAMGSLVGGDLGL 

VWGCAGEGFAG1PFSPCALTQC 

EGNQGTRAK WVQTSTRI LK.GQ 

VKQARGAQVTPYSPLWHGKLG 

RAAPTFNAPGRWLLPLLLPPPL 

L*1TTCLLGKRTLQEALSLKLQE 

LRKVCLQEAVRAWP*GYQAGR 

LGGGEELGPLGRPPTARAYPPP 

HPNQAHHSLCPAEV/MQMGVE 

SKRVGRGDRYRGVARR\MALA 

PDLSTEQRRRRRQVQADALRRL 

HELEEQLRDVRARLGLPVLPLP 

QPLPLSTGSVITTQGVCLGMRL 

AQLSQGEHPLVRVGEWTLANG 

RGRAGMGDSYPPNLPPTPTSL* 

PIPFIHPVSGGSPERRTPWKPPPS 

DLYGDLKSRRNSVASPTR*E*A 

PPPLRRSWEWDSKPGLAEGPAS 

DRASLFVARTRRSNSSEALLVD 

RAAGGGAGSPPAPLAPSASGPP 

VCKSSEVLYERPQPTPAFSSRTA 

GPPDPPRAARPSSAAPASRGAP 

RLPPVCGDFLLDYSLDRGLPRS 

GGGTGWGELPPAAEVPGPLSR 

RDGLLTMLPGPPPVYAADSNSP 

LLRTKDPHTRATRTKPCGLPPE 

AAEGPEVHPNPLLWMPPPTRIP 

SAGERSGHKNLALEGLRDWYI 

RNSGLAAGPQRRPVLPSVGPPH 

PPFLHARCYEVGQALYGAPSQ 

APLPHSRSFTAPPVSGRYGGCF 


9029 


39397 


A 


9088 


1 


136 














310 


TFLFIYFFFTETESHSWPRLECS 
GVISAHCNLHLLGSNNSATSAS 
*VAVITGACHHAWLIFVFLVEA 
GFCHVG/RRLVSNS*PQVIRLPW 
PPKVLGLQA 


9031 


39399 


A 


9090 




436 




9032 


39400 


C 


9091 


75 


410 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9033 


39401 


A 


9092 




6691 


MVNTYREVKEGPVILEDVLIEV 
FRTLYSQCKAELDLQTEPPFSK 
DHAQLSSKLRENKKTAEL1KTA 
NLLFNSFEPYYMWDYVARWFE 
ECCRRTLHVRLQIGPGDSNDSS 
ELQLTNFCLLVDFLLDIVSLETY 
IEIQTEHLPQLLLRMISALTSHL 
QTLHLSE LTDSLRLC SKI LSKVQ 
PPLLSASTGGVLQFPSGQNNSV 
KEWEDKKVSSVSHENPTEVFE 
DGENPPSSRSSESGFTEF1QYQA 
DRTDDIDRELS 


9034 


39402 


A 


9093 


293 


687 


PTAKVY1FSIFLTYH1VCCINTSS 
LFGFLQK.NPEEDNSGRTLGWVE 
PGHLL\LTICTVRSMEQLLPFFN 
VLSQVFNSKVTSRCGGHSGSPI 
LYSNAFPNKDMKLENHKPCSS 
KARQK1EEMVEKDFLEGMIKT 


9035 


39403 


A 


9094 




4173 


1PMVVSDFDLPDQQIE1LQSSDS 

GCSQSSAGDNLSYEVDPETVNA 

QEDSQMPKESSPDDDVQQVVF 

DLICKVVSGLEVESASVTSQLEI 

EAMPPKCSDIDPDEETIKIEDDSI 

QQSQNALLSNESSQFLSVSAEG 

GHECVANG1SRNSSSPCISGTTH 

TLHDSSVAS1E I'KSRQRSHSSIQ 

FSFKEKLSEKVSEKETIVKESGK 

QPGAKPKVKLARKKDDDKKKS 

SNEKLKQTSVFFSDGLDLENW 

YSCGEGDIS 


9036 


39404 


A 


9095 


5 


1055 


FDLERVRNLTYMVTRREKIKRS 

VCKVQEQIFNLYTKLLEQERVS 

GVPSSCSSSSLENMLLFNSPSVG 

PDAPKIEDLKW/PFCISSENKWV 

LPWVSFG*KRPIKSRILLQN*PW 

K*RQNPAEAARPVW*KGGDGG 

PRELFGFRKDLCRSTSHISTTEK 

WCGDARPWEKKRQSFSL*SH*R 

RLKGR1F*TESQAS/PGPQMCPR 

GIWTTQELPPPLEWGSQHLGTR 

KE1VPKCNGSLIKVNYNQTAVK 

VPTTPASPVKNWGGFRIPKKGE 

RQQ/PGRGPRWGLPPALRLP1FG 

LRPSSVTKERAKSKLKSDNEND 

GYVPDVEMSDSESEASEKKCIH 

TSSTISRRTDIIRRSILAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9037 


39405 


A 


9096 


3 


1136 


FDIPFPKIGKLIKSNVPELRGHFP 
LS1TLVLRLMLLASKGDDPEDA 
KAK.VLSVLK.HSLLSFKQPRVM 
DMLKLYFLFSLQFLGGKRAI*IQ 
EG*SYGVCWDLVFTFGIYPWNL 
SNLVFVSFLVNGLFHDLCQPTR 
KGSKHFSQDVMEKLVLVLAHL 
FGRRYFPPKFQDAHFEFYQSKV 
FLDDLPEDFSDALDEYNMKIME 
DFTTFLRJVSKLADMNQEYQLP 
LSKIKFTGKECEDSQLVSHLMS 
CKEGRVAISPFVCLSGNFDDDL 
LRLETPNHVTLGTIGVNRSQAP 
VLLSQKFDMRGRKMSLNAYAL 
DFYKHGSLIGLVQDNRMNEGD 
AYYLLKDFALTIKSISVSL/HVT 
YCENEDDNVVLAFEQLSTTFW 


9038 


39406 


A 


9097 


2 


522 




9039 


39407 


A 


9098 


3 


1080 


FLLPFSHQSKKENSDQLMTLFT 

SFNSLHSAMESFFQATGNSTNL 

ADDGKRRTVVTPVILTKIDGVN 

VDTHH I PVN VTLRRI AHG ADAV 

AARWDFDLLNGQGGWKSDGC 

HILYSDENITT1QCYSLSNYAVL 

MDLTGSELYTQAASLLHPVVY 

TTAIILVLCLLAV1VSYIYHHSLI 

RISLKSWHMLVNLCFHIFLTCV 

V F VG G ITQTRN A SI CQ A VG1 ILH 

YSTLATVLWVGVTARN1YKQG 

H * K S* KMPRIPDEP/RTFNQDQ W 

LRFYPDLVGG YPPSLVLRA* LA 

AANIKELRQSAKPHPY/WLGW 

HGNPPWEAFYGPASFSTFVNC 

MYFLS1FIQLKRHPERKYELKEP 

TGQQQRLACQ 


9040 


39408 


A 


9099 


1 


307 




9041 


39409 


A 


9100 


2 


286 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9042 


39410 


A 


9101 


35 


1211 


EKDLLWEEK.FPDRTTVTELPQT 

SHVSFSEPDIPSSKSTELPVDWSI 

KTRLLFTSSQPFTWADHLKAQE 

EAQGLVQHCRATEVTLPKS1QD 

PKLSSELRCTFQQSL1YWLHPAL 

SWLPLFPRIGADRKMAGKTSP 

WSNDATLQHVLMSDWAVSFTS 

LYNLLKAKNFSPYFYVCTYQFT 

VLFRAAGLAGSDLITAL1SPTTR 

GLREAMRNEGIEFSLPLIKESGH 

KKETASGTSLGYGEYVIKITL/S 

SSTDLWTHEIDLHRNSL*NRDS 

NCSNF/LREQAISDEDEEESFSW 

LEEMGVQDKIKKPDILSIKLRKE 

KHEVQMDHRPESVVLVKGINT 

FTLLNFLINSKSLVATSGPQAGL 

PPTLLSPVAFRGATMQMLKARS 

VNVKTQALSG1QRP1 


9043 


39411 


C 


9102 


48 


464 




9044 


39412 


A 


9103 




140 


MNRLKKEWMLEH1VENNSGM 
ESQD1KGHFHAADKDLLEMGY 
LQKRGLIGLTVLHGWGGLTIM 
AEG*KRSGCLSTLWKITPAWNL 
KTLK.A1FMLL1KTYLKWA1YK.R 


9045 


39413 


B 


9104 


1289 


2767 




9046 


39414 


A 


9105 


3 


1278 


INNTNTFRVLPHPSFVYTAKFHP 

AVRELVVTGCYDSMIRIWKVE 

MRJEDS A I LVRQFDVHKSFINSL 

CFDTEGHHMYSGDCTGVIVVW 

NTYVKINDLEHSVHHWTINKE1 

KETEFKGIPISYLEIHPNGKRLLI 

HTKDSTLRJMDLRILVARKFVG 

AANYPGEDS*YFDAVH/GGTFLF 

AGSEDG1VYVWNPETGEQVAM 

YSDLPFKSP1RDISYHPFENMVA 

FCAFGQNEPILLYIYDFHVAQQ 

EAEMFKRYNGTFPLPGIHQSQD 

ALCTCPKLPHQGSFQIDEFVHT 

ESSSTKMQLVNQRLETVTEVIR 

SCAAKVNKNLSFTWPPAVSSQ 

QSKLKQSNMLTAQEILHQFGFT 

QTGI I SIERKPCNHQVDTAPTV V 

ALYDYTANRSDELTIHRGD1 1 RV 

FFKDNEDWWYGQHRERGQEG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9047 


39415 


A 


9106 




1249 


MAVLIFLGCLLGGIAIGLP1AWA 

LLLCGAALMFWLDMFDVQ1MA 

QTLVNGADSFSLLAIPFFVLAGE 

IMNAGGLSKR1VDLPMKLVGH 

KPGGLGYVGVLAAMIMASLSG 

SAVADTAAVAALLVPMMRSA 

NYPVNRAAGL1ASGG1IAPI1PPSI 

PF1IFGVSSGLSISKLFMAGIAPG 

MMMGATLTLGKRARFTEDDTR 

ERDA1SV1NHQRNAVLIRQRVK 

LQQLFVIRVLAMR1FVYGSLRH 

KQGNSHWMTNAQLLGDFSIDN 

YQLYSLGHYPGAVPGNGTVHG 

EVYRIDNATLAELDALRTRGGE 

YARQL1QTPYGSAWMYVYQRP 

VDGLKLIESGDWRVLRWLRVH 

SIDVPDPIFGLTVTGDRTDRAG 

KTSPAQAGCKLFLTNPLGIGVL 

TTAEKKSLLKPEHQGLATEVM 

CRMNIAGASFANIEGVKAMTD 

VTGFGLLGHLSEMCQGAGVQA 

RVDYEAIPKLPGVEEYIKLGAV 

PGGTERNFASYGHLWLR*LAL 

AP/LEVVEANGSL*CSGERGCL 

YGQTTTIQLNFRPAFCPEHAIAG 

QKVA1LRLNMQ1D1K.RVSSRTH 

GNHFTNFKFTVQHYRSCLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9048 


39416 


A 


9107 


162 


2106 


KMSKLKIAVSDSCPDCFTTQRE 

C1YINESRNIDVAAIVLSLNDVT 

CGKLDE1DATGYGIPVFIATENQ 

ERVPAEYLPR1SGVFENCESRRE 

FYGRQLETAASHYETQLRPPFF 

RALVDYVNQGNSAFDCPGHQG 

GEFFRRHPAGNQFVEYFGAVPC 

RL V 1 PAL K.K.QRKLSDLETA I V V 

VDRFSGEV RAM VGGSEPQF AG 

YNRAMQARRSIGSLAKPATYLT 

ALSQPKIYRLNTWIADAPIALR 

QPNGQ\ESVRVMLVDALTRSM 

NVPTVNLGMALGLPAVTETWI 

KLGVPVKDQLHPVPAMLLGALN 

LTPIEVAQAFQTIASGGNRA\PL 

SALR*TIAEHGKELYQSFPQAER 

AVPAQAAYLTLWTMQ\QVVQR 

GTGRKLGAKYPNLHLAGKTGT 

TNNNVDTWFAGIDGSTVTITW 

VGRDNNQPTKLYGASGAMSIY 

QRYLANQTPTPLNLVPPEDIAD 

MGVDYDGNFVCSGGMR1LPV 

WTSDPQSLCQQSEMQQQPSGN 

PFDQSSQPQQQPQQQPAQQEQ 

KDSDGVAGWITDMFGSNEHLS 

GYELDSYPLSSARRRARFTEDD 

TRERDAISV1NHQRNAVL1RQR 

VKLQQLFVSNHIACWIRRPGDA 

NHPGFFANMQMLK1DVVFKLA 

FRQQFNIRTRRDKQ1FFQSGVT 


9049 


39417 


A 


9108 


1 


66 




9050 


39418 


C 


9109 


79 


150 




9051 


39419 


A 


9110 


2 


475 


GRGRWGAPRLRGAL*DP*GHF 
LGQQPRPQLHSPAPDR\PAPTPT 
DAEGL/PPAAAA AAAG ATA RVP 
GSRGG*GQAAEELHEAGEAQA 
CRGGTEDEEHG**HLCHGRAS* 
CPGVSGSTGSPHPSPSMAPDDT 
SGLLEFVGVPLQTLFAWVSPAE 
AAEQQRL 


9052 




A 


91 1 1 


171 


462 


PTSMGHLYSFPGN* SHAH YHPI 
KT*SPLPHSTPISNPSA\PLKGLK 
PVITRLLQHGLLKPINSPYHSPIL 
PVLKPDKAYKLVQNLRLINQ1V 
LPIHSM 


9053 


39421 


A 


9112 


1 


573 




9054 


39422 


C 


9113 


100 


297 




9055 


39423 


A 


9114 


1 


1401 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9056 


39424 


A 


9115 


24 


482 


VGSGDLPWEGNPLSSCSLLHEK 
DPPTTSGPQT/GP/GPRN1 SPILNR 
AAPRQAQLGPNSSSASAPPPYN 
PF1TSPPHTWSALQFRFVTSPPPP 
AQQLTLK.K.VAGAKGTVKEHFC 
HDLPASSMQSNYPVHDSGHLT 
TGPSLFKPTLNIEYSTGHAP 


9057 


39425 


A 


9116 


1 


489 




9058 


39426 


A 


9117 


1 


642 




9059 


39427 


A 


9118 


237 


748 


ETNPLSSCSLLRDKDPPTTSSPQ 
THQPKKH\PPI SNPAAPHQAELG 
PNPSSASAPPPYNLFITSPPHTW 
SGLPFRSVTSPPPPAQQFTLKKV 
AGAKGTVKTITDIELQVTLTVE 
ARLRPGE1NSHVAHTKPVWWS 
LHTDTCD1 WCRRPGTGGLLQET 
SPLSSPSLCEEIHL 


9060 


39428 


A 


9119 


63 


255 


WVSGSVQVKVERGWDEGCKGI 
VKKACLTYTNR1MHCVGRY*A 
*ESIWVWHHGVNRQNNLVDKA 


9061 


39429 


A 


9120 


24 


389 


SDVKANLSTGGPVGCGGDTL/P 
VAEKPSDAVFAPGV*APSAGG 
AG PA\PSPGLEPSG APPPP/ALPP 
RAVLDSGLAPGRPLPLASSNP/P 
PAGRRLLLCTSPGRRGGAAGSG 
PRCPESKSIPLRCL 


9062 


39430 


A 


9121 


704 


867 


CVKECLDVRHLRPFAYFTTR1I* 
ILQDGKIQSA1F/CV1WNYCRVCI 
GVKRHSRRK 


9063 


39431 


A 


9122 


1 


7068 




9064 


39432 


A 


9123 


2 


165 


LLKRELNFDFYKISTTKERHLQ 
QS* PK.DSYVPSLLASQTPN APFL 
APQRRLCLA 


9065 


39433 


A 


9124 




148 


1RHSVNLLRAG/RIFVFEPPPGLK 
ANTQRTFESGMKHVRIIYMMEF 
HVFM 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9066 


39434 


A 


9125 


1 


2340 


QFGIWLDSSSPEQTVPYLWSEE 

TPATPIGQAIHRLLUQAFRPDR 

LLAMAHMFVSTNLGESXFMS1M 

EQPLDLTHIVGTEVKPNTPVLM 

CSVPGYDASGHVEDLAAEQNT 

QITSIA1GSAEGFNQADKAINTA 

VKSGRWVMLKNVHLAPGWLM 

QLE KKLH SLQPH ACFRLFLTME 

1NPK\VPV\NLLRAGRIFVFEP\PP 

GWKANMLRTFSSIPVSRICKSP 

NERARLYFLLAWFHAIIQERLR 

YAPLGWSKKYEFGESDLRSAC 

DTVDTWLDDTAKASGRQNISP 

DKIPWSALKTLMAQSIYGGRV 

DNEFDQRLLNTFLERLFTTRSF 

DSEFKLACKVDGHKDIQMPDGI 

RREEFVQWVELLPDTQTPSWL 

GLPNNAERVLLTTQGVDMISK 

MLKMQMLEDEDDLAYAETEK 

KTRTDSTSDGRPA WM RTLHTT 

ASNWLHLIPQTLSHLKRTVENI 

KDPLFRFFEREVKMGAKLLQD 

VRQDLADVVQVCEGKKKQTN 

YLRTLI\NELVKGILP\RSWSHYT 

VPAG\MTVIQWGVPISARRI\KQ 

LQNISLAAASGGAKELKNIHVC 

LGGLFVPEAY1TATRQYVAQAN 

SWSLEELCLEVNVTTSQGATLD 

ACSFGVTGLKLQGATCNNNKL 

SLSNAI STALSLTQLR W V KQTN 

TEKK.ASVVTLPVYLNFTRADLI 

FTVDFE1ATKEDPRSFYERGGG 


9067 


39435 


A 


9126 


3 


6375 


HKVAAPDVVVPTLDTVRHEAL 

LYTWLAEHKPLVLCGPPGSGK 

TMTLFSALRALPDMEVVGLNFS 

SATTPELLLKTFDHYCEYRRTP 

NGVVLAPVQLGKWLVLFCDEI 

NLPDMDKYGTQRVISFIRQMVE 

HGGFYRTSDQTWVKLERJQFV 

GACNPPTDPGRKPLSHRFLRHV 

PVVYVDYPGPASLTQIYGTFNR 

AMLRLIPSLRTYAEPLTAAMVE 

FYTMSQERFTQDTQPHYIYSPR 

EMTRWVRGIFEALRPLE 



1166 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9068 


39436 


A 


9127 




617 


SWFQPPSGPPWPGAVPPPPPLAR 
VNPGV\PSLTTSLMDVEP*AQV 
ELPSHPRVPSPAPGPAP*VLEPP 
RSLLTSVVGPQGPSWAGGGMA 
VRQALEEAACRDPCIAISSWAG 
GDRPLWWLDGLLLRRVYPDSC 
PPCPSRIPAIFGASLQGSINP1LQ 
MRKLFPHDMDLL*GQDPFSCR 
RPESWNRDVGWLALGVFCLVP 
FSLVGSLN 


9069 


39437 


A 


9128 


1 


702 




9070 


39438 


A 


9129 


1 


1317 




9071 


39439 


A 


9130 


1 


2641 


MGLKARRAAGAAGGGGDGGG 

GGGGAANPAGGDAAAAGDEE 

RKVGLAPGDVEQVTLALGAGA 

DKDGTLLLEGGGRDEGQRRTP 

QGIGLLAKTPLSRPVKRNNAKY 

RRJQTLIYDALERPRGWALLYH\ 

ALVFLIVLG\CLILAVL\TTFKEY 

ETVSGDWLLLLETFAIFIFGAEF 

ALRJWAAGCCCRYKGWRGRLK 

FARKPLCMLDIFVLIASVPVVA 

VGNQGNVLATSLRSLRFLQILR 

MLRDGPGEGGTWKLLG\SAICA 

HSKELITAWYIGFLTLILSSFLV 

YLVEKDVPEVDAQGEEMKEEF 

ETYADALWWGLITLATIGYGD 

KTPKTWEGRLJAATFSLIGVSFF 

ALPAG1LGSGLALKVQEQHRQK 

HFEKRRKPAAELIQAAWRYYA 

TNPNR1DLVATWRFYESVVSFP 

FFRKEQLEAASSQKLGLLDRVR 

LSNPRGSNTKGKLFTPLNVDAI 

EESPSKEPKPVGLNNKERFRTA 

FRMKAYAFWQSSEDAGTGDP 

MAEDRGYGNDFPIEDMIPTLKA 

AIRAVRILQFRLYKKKFKETLRP 

YDVKDV1EQYSAGHLDMLSRIK 

YLQTRIDM1FTPG\PPSTPKHKE 

VFRKGQHFTFPSQQSSRGLNHM 

*ARPST\SEI\EDQRH*WGKFVKS 

LKGQV\QGLGRKLDFLVDMHM 

QHMERLQVQVTEYYPTKGTSS 

PAEAEKKEDNRYSDLKTIICNY 


9072 


39440 


A 


9131 


353 


477 


QNEILPQISKSNNE1*SRSPH*ITR 
NLNNSNKMAHKMKFAN 


9073 


39441 


C 


9132 


170 


310 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9074 


39442 


A 


9133 


1 


859 


MSCGRPPPDVDGMITLKAADNL 
TYRTSPDSLRRVFEKYGRVGDV 
YIPREPHTKAPRGFAFVRFHDR 
RDAQDAEA\AMDGAE*EGRAL 
RJ\QVARYGRRDLPRSRQG/PTP 
RGRSRGGGYGRRSRSYGRRSRS 
PRRRVHRNRFFCPSCSRSRRRGR 
YRGSRYSRSPYSRSPYSRSRYSR 
SPYSRSRYRESRYGGSHYSSSG 
YSNSRYSRYHSSRSHSKPGSSTS 
SRSASTSKSSSARRSKSFSVSVRS 
RSR\SRSSSMTRSPP\GVSKRKSK 
SR\SRSKRPPKSPEEEGQMSS 


9075 


39443 


A 


9134 


161 


332 


SCLNQLN/YLEMWKLFRKAQE 
DHTLGRD1SYVAEVRPGEAGGR 
AHTGDSLLTMNPSFL 


9076 


39444 


A 


9135 


1 123 


1489 


LQT1LQGHSNQNSMVLVPKQR 
YRSMEQNRALRNNVTYLQLSD 
L*QA*EKQAMGK.GFPIS*MVLG 
KLASHM*KAESGSLPYTLYKN* 
FKM D * RLKH * T* N H KN PRRKPR 
HYHSGHRHGQGLHV 


9077 


39445 


A 


9136 


277 


367 




9078 


39446 


B 


9137 


1 


1136 




9079 


39447 


A 


9138 




1168 




9080 


39448 


A 


9139 


1 


1460 


ERGLETNSCSEEELSSPGRGGG 

GGGRLLLQPPGPELPPVPFPLQD 

LVPLGRLSRGEQQQQQQQQPPP 

PPPPPGPLRPLAGPSRKGSFKIRL 

SRLFRTKSCNGGSGGGDGTGK 

RPSGELAASAASLTDMGGSAG 

RELDAGRKPKLTRTQSAFSPVS 

FSPLFTGETVSLVDVDISQRGLT 

SPHPPTPPPPPRRSLSLLDDISGT 

LPTSVLVAPMGSSLQSFPLPPPP 

PPHAPDAFPRIAPIRAAESLHSQ 

PPQHLQCPLYRPDSSSFAASLRE 

LEKCG WY WG PNTN WE D AEMK 

LKGKPDGSFLVRDSSDPRY1LSL 

SFRSQGITHHTRMEHYRGTFSL 

WCHPKFEDRCQSVVEFIKRAIM 

HSKNGKFLYFLRSRVPELPPNS 

CQ\LIYPMSRFSIYESFQHLAICF 

RIRQLVRIDH1PDLPL\PKPLISYI 

RKFYYYDPQEEVYLSLKEA\QS 

VSKQK.QEVEPST*RGAPCWSPP 

RAFGCQAPALKNQIKLP 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hot) 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9081 


39449 


A 


9140 


2 


418 


KSPSKYLCYTFI1STAALVLLIM 
LPHESMPVYLGMACTLGFGAIV 
FTQRAV\FFAPIGEAKIAENKTG 
AAMALGSFIGYAPAMFCFSLYG 
YILDLNPGIIGYKIVFGIMACFA 
FSGAVVSVMLVKRISQRKKEM 
LAAEA 


9082 


39450 


A 


9141 


26 


180 


KPAHQCQVFFCPVVSAHQGEV 
LPYKSGVTSIESFVTIICKVIRR* 
LLSFLA 


9083 


39451 


A 


9142 


299 


921 


FGTAALVL*IVLPPEISPSH*GM 
ACTLGLGAIVLTQRAV/FFAPIG 
EAK1AENKTGAAMALGSFIGYA 
PAMFCFSLYGYILDLNPGIIGYK 
IVFG1MACFAFSGAVVSVMLVK 
RJSQRR1RRLRR1RQFHIRRNTSS 
RYGSGFARGGRKATRGISSQEL 
GQGLSGEEQDGASGGVTAGDI 
ATGDYFLLTPHLQICTGAKGGL 
GCVVEGR 


9084 


39452 


A 


9143 


1 


752 


MSELPFAIASKRKEYVG1QLPR 

YTIQKLEENLNVVLFDRSGHRT 

KFTNVGRMLLERGRVLLQAAD 

KLTTDAEALARGWETHLTIVTE 

ALVPTPAFFPL1DKLAAKANTQ 

LAIIT*VLAGAWERLEQGRADI 

VI APDMH FRSSSE1NSRKL YTL 

MNVYVAAPDHP1HQEPEPLSEV 

TRVKYRGIAVADTARERPVLTV 

QLLDKQPRLTVSTIEDKRQALL 

AGLGVATMPYPMVEKD1AEGR 

LRVVSPESTS 


9085 


39453 


A 


9144 


389 


760 


SWR1DVHPV*YTTRLFPFVLPY 

MQKGTSIRTSSRQLLDKQPRLT 

V/STIEDKRQALLAGLGVA/TMP 

YPMVEKDIAEGRLR/VVSPESTS 

EID1IMAWRVTKRTPKN*WTM 

MPENIGEYTKTTHILG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9086 


39454 


A 


9145 




941 


MTAMERSRILRRAVDILRERND 

ELAKLETLDTGK.AYSETSTVD1 

VTGADVLEYYAGLIPALEGSQI 

PLRETSFVYTRREPLGVVAGIG 

AWNYP1Q1ALWKSAPALAAGN 

AMIFKPSEVTPLTALKLAEIYSE 

AGLPDGVFNVLPGVGAETGQY 

LTEHPGIAKVSFTGGVASGKKV 

MANSAASSLKEVTMELGGKSP 

LIVFDDADLDLAADIAMMANF 

FSSGQAKR/NGARVLCGGDGVR 

ARDRPNLRRENLRGKYHS*QR 

HRRPDAC*YRPRL*RCGGRYAD 

D*VQAGAGSDGL*ATGHGGRR 

EC*PYVTGEAG 


9087 


39455 


A 


9146 




504 


DQQQNRQR\LIDCFPHAQWAKE 
VDVSDKEARCGVRCATRDHLP 
MVCNVPDYEATLVEYASSAEH 
KDDAVSAPVFDDLFIL\GSRGLC 
SGPLCAEI LAT*1 SNDEPMPM DA 
SMLVAALIPNRLWVRKLLKGKA 
VKAGA VHFRRSI I YFHPQQANA 
LDFPSTHIIKYCTMLL 


9088 


39456 


A 


9147 


197 


353 


YGFRWPD*AHPA1N*ASAASISF 
LRWLIRLTS1TETTAPLNAKQAI 
MPNT1L 


9089 


39457 


C 


9148 


1 


1263 




9090 


39458 


A 


9149 


3 


726 


GAKNAREAIYHIEGDPDHP\EN 

RLRYPEYRAPGSDKWQR1SWEE 

AFSR1AKLMKADRDANFIEKNE 

QGVTVNRWLSTVNKKKISLRT 

VGAALVLQVV1GGIMLWLPPG 

RWVAEKVAFGVHKVMAYSDA 

GSAF1FGSLVGPKMDTLFDGAG 

FIFGFRVLPAIIFVTALVSILYYI 

GVMGIL1RILGGIFQKALNISKIE 

SFVAVTTI FLGQNEIPAIVKPFI D 

RLNRNELFTAICSGMASIDG 


9091 


39459 


B 


9150 


1 


1662 










9151 


] 


2658 




9093 


i^i — 


c 


9152 


1 


2526 




9094 


39462 


A 


9153 


422 


585 


PYRLKQ1MIAGA*PIKLPNAIAAP 
VLFSA1FASTIGAKILLAVLRLSR 
PHPSVHA 


9095 


39463 


A 


9154 


1275 


1485 




9096 


39464 


A 


9155 


1 


439 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide . 
location or first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9097 


39465 


A 


9156 


1049 


2195 


NMPK.ASSCRFSTATTYLRDRSC 

K*PWAGS* KKNSWR*CRRRTTS 

SHRTRLNATWGVSVKRRTKAR 

CSMVCASRGS/SNARGLELVKE 

GRAQACVSAGNTGALMGLAK 

LLLKPLEGQNHRMLLRWEAKL 

AALVRLQENTAQPVPFAPNNA 

RPLTLEDDRLSCTVRGYNFA1TF 

SKMSGKPTSWQLVASALATKI 

AHEVNPQNQVGCMLAGGNFYP 

YSCKPEDVWAALEKDRENLFFI 

DVQARGTYPAYSARVFREKGV 

TFNKAPGDDEILKNTVDFVSFSY 

YASRCASAEMNANNSSAANVV 

KSLRNPYLQVSDWGWGIDPLG 

LR1TMNMMYDRYQKPLFLVEN 

GLGA KDEFAANGE1NDDYRISY 

LREHIRCNGRSDCRQAFR 


9098 


39466 


B 


9157 


482 


542 




9099 


39467 


A 


9158 


115 


1662 


TPYPDA 1TTHDI VDTYPVQGG A 

VRVLVFSAWSLRVVSSVLFSLV 

WGFVSFCRRFVPCRVCVLLCCL 

FWCFVFGVWLPRRHMSNHAAI 

GVGEQQCQRGN1NGAPETFAS 

MANTGT*QW/QRISWEEAFSRI 

AK.LMKADRDANF1EKNEQGVT 

VNRWLSTASLAPTFGRGAMTN 

HWVD1KNANVVMVMGGNAAE 

AHPVGFRWAMEAKNNNDATLI 

VVDPRFTRTASVADIYAPIRSGT 

DITFLSGVLRYL1ENNKINAEYV 

KHYTNASLLVRDDFAFEDGLFS 

GYDAEKRQYDKSSWNYQLDE 

NGYAKRDETLTHPRCVWNLLK 

EHVSRYTPDVV\ENICGTPKADF 

LK\APDRT\TTFLYALGWTQHT 

VGAQNIRTMAMIQLLLGNMGM 

AGGGVNALRGHSNIQGLTDLG 

LLSTSLPGYLTLPSEKQVDLQS 

YLEANTPKATLADQVNYWSNY 

PKFFVSLMKSFYGDAAQKENN 

WG Y D WL PK WDQT YD V I K YFN 

MMDEG KVTG Y FCQGFNPV ASF 

PDKNKVVSCLSKLKYMVVIDP 

LVTETSTFWQNHEAAVSGGKR 

PGRKRLNLLPMARLTTTIASAT 

YAN1SAQWAKRLQTAFR 


9100 


39468 


A 


9159 


1 


2235 




9101 


39469 


A 


9160 


1 


1821 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9102 


39470 


A 


9161 


14 


1785 


FDQVEERVSVIEDQMNEMKRE 
EKFREKRVIRNEQSLQEIWDYV 
KRLNLHLIGVPESDWENGTKLE 
NTLQDIIQENFPNLARQAN1QIQ 
EIQRMPQRYS SRRTTPRH 1 1 LN A 
HKRK*ERYKIDTLTSQLKELEK 
QEQTYSKASRRREITKIRAELKE 
IETQKTLQKINESRSCFEKINKID 
RLLARLIKKKREKNQTDVIKND 
KGDITTDPTEIQTTIREYYKHLY 
TNKLENLEEMDKFLDTYTLPRJL 
NQEEVESLNRP1TGSEIEA1INSL 
PTKKSTGPDRFTAEFYQRYKEE 
LVPFLLKLFQSIEKEGILLNSFYE 
A STILI PK A G RDTTKK ENFRP1 S L 
MN1DAKILNKILANRIQQHIKKL 
IHYNQVSF1PGIQGWFNICKSIN 
VIQHINRTKDKNHT1ISIDAEKA 
FDKIQQPFMLKTLNKLGIDGTY 
LKIMTA1YDKPTASTILNGQKLE 
AFPLKTGTRQCCPLSPLLFNIVL 
EVLARA1RQEKEIKGIQLGKEEV 
KLSLFADDMIVYLENPIVSAQT 
LLKLISNFSK1SGYKINVQKSQV 
FPYTNNRQTESQIMSELLFT1AS 
KRIKYVGIQL 1 RDVKDLFKEN 


9103 


39471 


B 


9162 


1 


2025 




9104 


39472 


B 


9163 


67 


3156 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9105 


39473 


A 


9164 


1 


2019 


MDTIKNDKGDITTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPVRG 

SEIEAIINSLPT/KKSPGPDEFTAE 

FYQRK\AFDKIQQAFTLKTLNK 

LVIDGTYRKIIRAICDKPT ANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFN1VLEVLDRAIRQEKEITCIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKLISNFSKVSGYKIN 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKKIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWEN 

IPCSWVGRINIMKMAILPKVIYR 

FNAIPIKLPVAFFTELEKTTLKF1 

WDQKRAYIAKSILSQKNKAGVI 

MLPDFKLYYKATVTKTAWYW 

YQNRDI DQWNRTEPSEIM LHIY 

NYLIFDKPDKDEQWGKDSLFN 

KWCWENWLDIWRKLKLDPFLT 

PYTKINSRWIKDLNVRPKTIKTL 

EENLGNTILD1GMGKDFMSKTP 

KAMATKAK1DNWDLIKLKSFC 

TAKETTIRVNRQPTKWEKIFTT 

YSSDKGLISR1YKELKQIYKKKT 

NNPMNKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQIK 

TTMRYHLTPVRMVIIKKSGNNR 

PPLSKEQPPIFRLSIILATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


9106 


39474 


A 


9165 


1 


3477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9107 


39475 


A 


9166 


1 


2460 


MGDFNIPLSTSDRSTRQKVNKD 

TQELNSALHQADL1D1YRTLHP 

K.STEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTE11TNCLSDHSA 

IKLEIRIKKLTQNCSTTWK.LNNL 

LLNDYWVNNEMKAEIKMFFEI 

NEDKDTTYQNRWDTFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TEIRAELKE1ETQKTLQKMNES 

RSWFFEKINNIDRLLARLIKKKR 

EKNQIDA1KNHKGDITTNPTEIQ 

TTIREYDKHLYANKLENLEETD 

KFLDTYILPRLNQEQVESLNRPI 

TGAEIEAI1NSLRTKKSPG\PGGF 

TAEFYQRYKEE/HVLEVLARAI 

RQEKEIKG1QLGKEEVKLSLFA 

DDMTVYLENPTVSAQNLLKLIS 

NFSKVSGYK1NVQNPQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LGIQLTRDMKELFKENYKPLLS 

EJKEDINKWKNIPCSWVGRIWV 

KMAILPKVIYRFNAIPIKLPMTF 

FTELEKTTFKFIWNQKRARIAK 

S1LSQKNKAGGITLADFKLYYK 

ATVTKTAWYWYQDRHIDQWN 

RTESSE1MPHIYNYLIFDKPDKN 

KKWGKDSLFNKWCWENWLAI 

CRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQDT 

GMGKDFMSETPKAMATKDKID 

KWDLIKLKSFCTAKETT1RVNR 


9108 


39476 


A 


9167 


1 


1389 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9109 


39477 


A 


9168 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADL1DIYRSLH 
AKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTE11TNYLSDHS 
AIKLELRIKNLTQNRSTTWKLN 
NLLLNDYWIHDEMKAEIKMFF 
ETNENKDTTYQNLWDAFKATA 
SKTNKEKEKNQIDTIKNDKGD1 
TTDPTEIQTTIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESLNRPITGAEIVAI1NSLPTK. 
KSPGPDGFTAEFYQRYKEELHI 
NRAKDKNHMIISIDAEKAFDKI 
QQPFMLKTLNKLGIDGTYFKIIR 
AIYDKPTANIILNGQKLEAFPLK 
TGTRQGCPLSPLLFNIVLEVLAR 
A1RQEKE1K.GIQLGKEEVKLSLF 
ADDMTVYLENPIVSAQNLLKLI 
SNFSKVSGYKINVQKSQAFLYT 
NNRQTESQ1MSELPFTIASKRIK 
YLG1QLTRDVKDLFKENYKPLL 
KEIKEDTNKWKNIPCSWVGRIN 
I MKJvl AI LPKVI YRFN A IPI K.LPM 
TFFTELEKTTLKF1WNQK\RARI 
AK.AILSQKNEAGGITLP 


9110 


39478 


B 


9169 


1 


1716 




9111 


39479 


B 


9170 


1 


3171 




9112 


39480 


A 


9171 


1 


2952 


MLLNQGRKLPRVFAEETLKFK 
GTSNKPQTLEQ1STSIIAQKEAT 
VMVPGSNQEIPSGAYAIRALGF 
KHKTGRLFEQTLNYLQEFLFTP 
QWHLECQQERTVHSPGKAAEA 
REPSV1DRHLIQESSNWHLVGA 
ALGQSFQRKEQAAIFAVLQPLL 
V1PRQTGSGVDLQKTPTDLQQR 
GLIVRRKTNKQKGIVHNSTTRE 
QNWTENEFDKLTEGGFKRWVI 
TNSSELKEHVLTQCKEDKNLEK 
SAIKLELRIKNLIQN 


9113 


39481 


B 


9172 


1 


2406 




9114 


39482 


A 


9173 




2307 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


9115 


39483 


A 


9174 


3 


2776 


QRDLDSHTL1MGDFNTPLSILDR 
STRQKVNKDTQELNSALHQAD 
LI DI YRTLHPKSTE YTFFSA PHH 
TYSK1DHILGSKALLSKCKRTEI1 
TNCLSDHSAIKLELRIKTLTQSH 
STTWKLN1MLLLNDYWVHNEM 
KAEIKMFFETNENKDTTYQNL 
WD A FKA VCRG KFIALN A H K.RK 
QERSKI DTLTSQL K.EL EKQ EQT 
HSKASRRQEITKIRAELKEIETQ 
KTLQKINESRSWFFERJNKI DRP 
LARLIKKKREK 


9116 


39484 


B 


9175 


133 


3213 




9117 


39485 


A 


9176 


284 


1689 


QNFGNFKDLL*RSLW*REKSWI 

CML*ARNTASRQQRNKAGQR 

MTLMS*EKKASDDQTSPS*R/Q 

E VRTH RKE AKNL VKRLDK. WLN 

RITSVEKSLNDLMELKTM/R TR 

TTT**MHKLQ*PI*SFGRKEIQTT 

IREVKHLYANKLENLEEMDKFL 

ETYTLPRLNQEEVESLNRPITGS 

E1EAIINSLPTKNSPGPDRFTAKF 

YQMYKEELVPFFLKLFQSIEQE 

GILPNSFYEASI1L1 PKPGRDPTK 

KENFRPISLMNIDAKIFNK1LAN 

Q1QQH1KKLIHHDQMGF1PGMQ 

DWFNIRKSINVIQHINRTKDKN 

HTIISIDAEKAFDK1QQCFMLKT 

LNKLG1DGTYVKIIRA1YDKPTA 

NI1LDGQKLEAFPLKTSTIQGCP 

LSPLLFN1VLEVLARAVRQEKE1 

KG1QSGKEEVKLSLFADDMTV 

YLENP1ISAQNLLKLKSNFSKVS 

GYK1NVQKSQAFLYTNNREPN 


9118 


39486 


A 


9177 


1 


1515 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


91 19 


39487 


A 


9178 




1601 


ESRS*FFEKINKIiT>/RLLARLIKK 
KREKNQIDAIKNDKGDITTDPT 
EIQTTIREYYKHLYTNKLENLEE 
MDKFLNTYTLPRLNQEEVESLN 
RLITGSEIEAIINSLPTKKSPGLD 
TFTAEFYQRYKEELVPFLLKLF 
QSIEKEG I LPNSF YE A II I LIQKPG 
RDTTKKENFRPISLMSINAKILN 
KILANRIQQHIKKLIHHDQVGSI 
PGMKGWFNICKSINVMQHINRT 
KYKNHMUSIDEEKAFQKIQKRF 
MLKTLNKLSIDGTYLKIIRAIYD 
KPTANIILNGQKLEAFPLK\NGT 
RQGCPLSPVLFNIVLEVLARAI/ 
RLISCFSKVSGYKINVQKSQAFL 
Y TNNRQTESQI M SELPFTIASKR 
1KYLG1QLTRDVKDLFKENYKP 
LFNEIKEDTNKWKSIPCSRVGRI 
N1VKTAILPKVIYRFNAIPIKLPM 
TFFTELEKTTLKFIWNQKRACIV 
KTILSKKNKAGGITLPDFKRYY 
KATVTKTA/WSFHELGKTQLA T 
RTTV STFQQI PG I * VQLRFDFSR 
DITLLSLLCR 


9120 


39488 


B 


9179 




2034 




9121 


39489 


B 


9180 




2088 




9122 


39490 


A 


9181 


1 


1870 


M KA El KM FFETN EN KDTT YQN 
LWDTFKAVCRGKFIALNAHKR 
KQERSKIDTLTSPLKELEKQEQT 
HSKASRRQEITKIRAELKEIETQ 
KTLQKINESRSWIFESINKIDRPL 
ARLIKKKREKNQIDAIKNDKGD 
I1TDPTEIQTT1REYYKHLYANK 
LENLEEMDKFLDTYTLPRLNKE 
EVESLNRPITGAEIVAIINSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQSIEKDGILPNSFYEASI 
ILIPKP 


9123 


39491 


A 


9182 


1 


1410 




9124 


39492 


A 


9183 


1 


3996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 
*=Stnp codon, /=possible nucleotide 


9125 


39493 


A 


9184 


281 


3030 


KPRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQAN1QIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

Y 1CHR Y ANKLEN L EEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSEI 

V A I IN SLPTKKSPGPDGFTA E Y Y 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEAS11 


9126 


39494 


A 


9185 


1 


2250 




9127 


39495 


A 


9186 


248 


2385 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQS1/EKEGILPNLFDEASHLI 

PKRGRDTTKKENFRPISLMNID 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFNlCKSTNVI 

QHINRTKDKNHMIISIDAEKAF 

DK1QQPFM LKTLNK.LGIDGTYL 

K.HRAIYDKPTANI1LNGQKLEAF 

PLKTGTRQGCPLSPLLFN1VLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENP1VSAQNLL 

KLISNFSKVSAYK1NVQKSQAF 

LYTNNRQTESQIMSVFPFTIASK 

RJKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

R1NIVKMAILPKVIYRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKS1LSQKNKAGGITLPDFKL 

HYKITVTKTAWYWYQNRDIDQ 

WNRTEPSE1TPHIYNYL1FDKPE 

KNKQWGK.DSLFNKWCWENWL 

AICRKLICLDPFLTPYTKIHPRWI 

KDLNVRPKTIKTLEENLGNTIQ 

DIGMGKDFMSKTPKAMAAKA 

Kl DKWDLIQLKSFCTAKETTI RV 

NRQPTKWEKIFATYSSDKGLIS 

RIYKELKQIYKKKVTNNPIKKW 

AKDMNRHFSKEDIYAANKHM 

KKCSPSL A I REMQIKTTM RYHL 



1178 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
.sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9128 


39496 


A 


9187 




2229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QE1QRTPQRYSSRRATPRH1IVR 

FTKV EMKEKMLRA AREKEIQT 

T1REYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPl 

TGSEIVAIINSLPTKKSPGPDGFT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRPl SLtvTN I D A 1C I LN KI L 

ANRIQQHIKKLIHHDQVGF1PG 

MQGWFNIRK.SFNV1QHINRAKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLNKLGIDGTYFKIIRAIYDKP 

TANI1LNGQKLEAFPLKTGTRQ 

GCPLSPLLFN1VLEVLARAIRQE 

KEIKGIQLGK.EEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMGELPFTIASKRJK.YLG1Q 

LJRDVKDLFKENYKPLLKEIKE 

DTNKWKNIPCSWVGRrNIVKM 

AILPKMGKTTLKF1WNKKSRIAK 

SILSQKN/KAGGITLLTQLYYKA 

TVTKTA W Y WYQNRDIDQWNR 


9129 


39497 


A 


9188 


1 


2667 




9130 


39498 


A 


9189 


1 


3033 


MADMLTWESCLEESLQEESPL 

VTHCGPSCCISGQSPPSSARPSS 

VSSAISVLMLPQNRKLPPAWTS 

PGIFPTDLVVYSMSLPHALARY 

NCDVCKSMLPPRLYAPEEKAR 

TSPLCGTWYSPSLPLCGAWCKK 

NEKKRERERERKRQREDILSGA 

SSYKDTIHIQLRPPPYDVLQQIQ 

TTIREYFKHLYANKLENLEEMD 

KLLDTYTLPRLNQEEVESLNRLI 

TGSEIVAIINSLPTKKSPRPDGFT 

AEFYQRYKEE 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9131 


39499 


A 


9190 




950 


MQAICTGQARALICMGGNFAL 
AMPDREASAVPLTQLDLAVHV 
ATKLNRSHLLTARHSYILPVLG 
RSEIDMQKNGAQAVTVEDSMS 
MIHASRGVLKPAGVMLKSECA 
VVAGIAQAALPQSVVAWEYLV 
ED YDR1 RN DIEAVLPEFA D YNQ 
R] RHPGGFH L IN A A AERR WMTP 
SEIQTTIREY\YKHLYTNKL\ENL 
EEMDKFLDTYSLPRLNQEEVES 
L I RP1TG SEIEAV VN S PPTKN SPG 
PDRFTAKFYQRY/K/EELVPFFL 
KLFLAAVPAPSSHGPFCCSRKA 
LRGSKTGSAYPSSSALRRVTVS 
EVVCLFAEAQLF 


9132 


39500 


A 


9191 




3470 


MASVSSATFSGHGARSLLQFLR 
LVGQLKRVPRTGWVYRNVQRP 
ESVSDHMYRMAVMAMVIKDD 
RLNKDRCVRLALVHDMAECIV 
GDIAPADNIPKEEKHRREEGNK 
CHKQKAMGKHLKEPHVLGQET 
KGLESTDVLLPLPAAGQDLGRE 
KKIREEAMK.QITQLLPEDLRKE 
LYELWEDLEFESPSCLDSLSLCC 
SLKPQSESSPVLPEGCETLIQRL 
CA VGTG VTAALATRLCRA SGL 
PAPHQWASELQRSRKKE 


9133 


39501 


A 


9192 


1 


3907 


MAAWNLLLKSYAYWGGLRKE 

DFHCLDRKTLRTVSFLAALLSY 

ESIGGKGKLTTRKDIYTENPSV 

HHHHQRPKVDKTTKMGKKQN 

RKTGNSKMQSASPPPKERSSSP 

ATEQSWMENDFEELREEGFRRS 

NYSELRED1QTKGKEVENFEKN 

LEECITRITNTEKCLK.ELMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFRDK 

RIKRNEQSLQEIWDYVKRPNLR 

L1GVPESDVENGTKLENT 


9134 


39502 


A 


9193 


3 


3197 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9135 


39503 


A 


9194 




3158 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQLLSDLQRDLDSHTLIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADLIDIYRTLHPK 

STEYTLFSAPHHTYSKIDHILGS 

KALLSKCKRTEIITNYLSDHSA1 

KLELRIKNLTQSRSTTWKLNNL 

L LND Y WRKQERSKTDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRPLARLIKKKEKNQ1D 

TIKNDKGD 


9136 


39504 


A 


9195 


1 


3285 




9137 


39505 


B 


9196 


1 


1366 




9138 


39506 


A 


9197 


735 


3541 


RSFPRSRPSPFLLLSRYLRIHMV 
FS V LPFGLQNPK YL LSG SLQEK 
FRTPGINSHKTLDPNRVIIKVRR 
RLEK.EKALRAYVGKSEVRNMH 
LRERCKL*KKREKNQIDTIKND 
KGDITTDATEIQTTIREYYKHLY 
ANKLEN LEEM DKFLDT Y I LPRL 
NQEEVESLNRPITGSEIEAIINSL 
PTKRSPGPDGFTAEFYQTYKEE 
LVPFPLKLFQSTEKEGILPNSFY 
EASIILIPKPGRDTTKKENFRPIS 


9139 


39507 


A 


9198 




5356 


MGKKQNRKTGNSKMQSASPPP 
KERSSSPATDQSWM ENDFDEL 
REEGFRRSNYSELRED1QTKGK 
EVENFEKNLEECITRITNTEK.CL 
KELMELKTKARELREECRSLRS 
RCDQL EERVS AMEDEMNEMK 
QEGKIKRDK.EGHY1MVKGSIQQ 
EELTILNIYAPNTGAPRFIKQVL 
SDLQRDLDSHTLIMGDFNTSLL 
TLDRSMRQKVNKDTQELNSSL 
HQADLIDIYRTLHPKSIEYTFFS 
APHHTYSKIDHIVGS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9140 


39508 


A 


9199 




2491 


MGDFNTPLSTLDRSTRQEVNK 

DTQELNSALHQVDLIDIYRTLH 

PKSTEYTFFSAPHYTYSKIDHIV 

GSKALLSKCKRTEIITNCLSDHS 

AIKLELR1KKLTQNHSTTWKLN 

NLLLNDYWVNNEVKAEIKMFF 

ETNENKDTTYQNLWDTFKAIN 

KIDRPLARLIKKKREKNQIDAIK 

NDK\WDITTD PTE IQTTIRE Y YK 

HLYANKLENLEEMDKFLDTYT 

L PRLN QEE VESLN RP1TG SE1E AI 

TNSLTATKKSPGPDGFTAKFYQR 

YKEELVP\FLLKLFQLIEKEGILP 

N SF YE AS 1 1 LIPKPGRDTTXKQKK 

NFRPISLMNIDAKILNK1LANRI 

QQ\HIKKLIHHDQVGFIPG\MQG 

LFN1CKSINVIHH1NRTKDKNYM 

1 IS/1 * DAEKAFDKIQQPFMLKTL 

NKLG1DGTYLKI1RA1YDK.PTAD 

1 1 LNGQKLEAFSLKTGTRQGCPL 

SPLLFNIVLEVLARAVRQEKEIK 

GIRLGKEEVKLSLLADDMIVYL 

ENP1VSAPNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQ1 

MSELPFTIASKR1KYLGIQLTRD 

MKDLFKENYKPLLNE1KEDTNK 

WKNIPCSWVGR1NIMKMAILPK 

V 1 Y RFN A1PIKL PMTFFTELEKTT 

LKFIWNQKRARIAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPEKMSI1DTGGW 


9141 


39509 


A 


9200 


1 


3083 


MGKKQN RKTGNSKTQS ASPPP 

KERSSSPA TEQS WMEN DFDEL R 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

T1REYYK.HLYANKL 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9142 


39510 


A 


9201 




4201 


MRKKQSRKTGNSKKQSTSPPPK 

ERSSSPAMEQSWTENDFDELRE 

EGFRRSNYSKLQEEIETKGQEV 

ENLEK.NLDKC1TR1TN1EKCLKE 

LMELKAKARELHEECRSLRSRC 

DQLEERVSVMEDEMNEMKQE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLPPIDVPESDRENGTKLE 

NTLQDVIQENFPNLARQANIQ1 

QEIQRMPQRYSSRRATPRH 1 1 VR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


9143 


39511 


A 


9202 


715 


6193 


GQHHPDTK.AWQRHNKKKENF 
RPISLMNiDAKILNKMLANQIQ 
QHIKKLIYHDQVG FIPGMQGWF 
NICKSINVIHHINRTKDKNHMII 
S1DAAKAFDKIQQPFMLKTLNK 
LG1DGTYLKIIRA1YDKPTASI1L 
NGQKLEAFTLKTGTRQGCPLSP 
LLFN1VLEVLARAIRQEKEIKG1 
QLGKEEVKLSLFADDM1VYLEN 
PIISAQNLLKL1GNFSKVSGYT1N 
VQKSQAFLYTNNRQTESQIMSE 
LPFTIASKR 


9144 


39512 


A 


9203 




3682 


KEGHYIMVKGSIQQEELTILNIY 
APNTGAPRFIKQVLSDLQRDLE 
SHTLIMGDFNTPLSTLDRSTRQ 
KVNKDTQELNSALHQADL1DIY 
RTLHPKSTEYTFFSAP\HHTYSK 
IDHILGSKALLSKCKRTEIITNCL 
SDH SAIKLELR1RKL\TQN\RS AT 
WKVNN LPPGMTY WY\FTNGNE 
GQKLKMFFETQWE/HKDTAYQ 
NLWADTFKAGCRGKFIALNAHK 
RKAGKDPKLTPLTSQLKK\LEK 
QEQTAHSKAS 


9145 


39513 


A 


9204 


1187 


1680 


DSPCTIASTRSYSFICNRPLSVDI 
QLRCSCRNVRRLSTYC/LYLRQ 
LRJEGGNFVFTTKADNGPQQIIT 
♦TNSFPVGNNAQTVKVRHHILT 
FFINLFGKEIGGPDHFNNGFTQP 
LPSGGTQPQHLSCVTIDGGNVT 
MRIHRNQPFINRTKQRLLLTDH 
ACDLLWLH 














ERSWSQLLFSTEQFWQQLPGTG 
SG RA RQN I S RKTPRE H AG G Y RR 
DNGNN WA VPHIQCNL VPR* * K. 
RPPVRAHRAPETLCASKALQEQ 
RYWVFELLR 


9147 


39515 


A 


9206 


1 


4509 




9148 


39516 


A 


9207 


1 


507 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9149 


39517 


B 


9208 




3448 




9150 


39518 


A 


9209 




2652 




9151 


39519 


A 


9210 


75 


784 




9152 


39520 


B 


9211 




1968 




9153 


39521 


A 








LQGHLVGDYVSLSCLPFGIMGH 
GNWPLWVLTACLVLLLC*/WSL 
RRQ*IQQ*APSDQKRDFLVPHG 
A/VFDR*ISATCWSSINWPANCS 
RPSIAGWPKQAS 


9154 


39522 


B 


9213 


167 


362 




9155 


39523 


A 


9214 


959 


1267 


YHWHQLLSMVRQLMVLSWKK 
ISSWFMGPPIIRKSILAENSI*KN 
LV*VIILKLTEGISTLK*MAPQN 
TQY*MTVIKLFKWVARQTRLR 
SIMVCYSSTTTLLT 


9156 


39524 


A 


9215 


370 


555 




9157 


39525 


A 


9216 


1 

— 


1016 

— 


MSHQLTFADSEFSSK.RRQTRKE 

IFLSRMEQ1LPWQNMVEVIEPFY 

PKAGNGRRPYPLETMLRIHCM 

QHWYNLSDGAMEDALYEIASM 

RLFARLSLDSALPDRTTIlvrNFR 

HLLEQHQLARQLFKTTNRWLAE 

AGVMMTQGTLVDATIIEAPSST 

KNKEQQRDPEMHQTKKGNQW 

HFGMKAHIGVDAKSGLTHSLV 

TTAANEHDLNQLVQNELETAE 

RFRRQEDTQSKCLLSSIMLY1KN 

LSGPDVSEL1SPLSEGFNLCSSV 

VVAVIAAVLRRAP1HMPSGWW 

RSWNAESGAYNVTRSGDSYI/H 

G*LLYRSRKLPDPADEGALQK 

WWSVLPFFKRRLWF 


o — a 





- — 


9217 






PGCGSGHSWHRHQCGPSCQSA 
TDCLSWSDASPDRVAALCSWS 
SWVPQ*WWHR/HKVP*VIMTP 
A SA SQRLM VLNN WR AS 


9159 


39527 


A 


9218 


626 


760 


















9161 


39529 


A 


9220 


1 


756 




9162 


39530 


A 


9221 


1738 


1913 


PTAWSPPRPTSMTSISWVICFME 
RSNLSQPMPATKERHSARSWPR 
WMWTG*SPSVPAR 


9163 


39531 


A 


9222 


2403 


2760 


FRGDGILVSCPLVFSSAFSWRA 
ADGGKNRNVHPSV/VR*AGAL 
RPRTQSRIQ/SQRLNKVEKGGV 
KQFEHNQSCRQQVGVTIIKVVK 
QLAD1LPHGHFQFYAEVIGKLF 
RQRSARDAIRGSS 


9164 


39532 


B 


9223 


1 


3663 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


9165 


39533 


A 


9224 


1 


1584 


MEL1EKHVSFGGWQNMYRHYS 
QSLKCEMNVGVYLPPKAANEK 
LPVLYWLSGLTCNEQNFITKSG 
MQRYAAEHN1IVVAPDTSPRGS 
HVADADRYDLGQGAGFYLNA 
TQAPWNEHYKMYDYIRNELPD 
LVMHHFPATAKKSISGHSMGG 
LGALVLALRNPDEYVSVSAFSP 
IVSPSQVPWGQQAFAAYLAEN 
KDAWLDYDPVSLISQGQRVAE1 
MVDQGLSDDFYAEQLRTPNLE 
KICQEMNIKTLIRYQRGAICSAD 
AATRGAKRESCRSGCGLLIAER 
P A K V EPGTASRQDNTA IN1EYM 
ICASIRARVEHPFRIIKRQFGFVK 
ARYKGLLKMETNWRCYSRWP/ 
HLFRADQM1RNPHDLYAPEVV 
HQKAKVTTSG Y RFLPCCG FAN 
TFWGKTTADGTL1EHFGRRCQG 
WFEDDDGHREQCDFRFRFKNC 
PQCN A EN DI A A RRCREC DT V L V 
DPDDMLKAALRLKDALVLRCS 
GMSLQHGHDEKGEWLKITYYD 
EDGADVSERFRLQTPAQRTAFE 
QLF1RPHTRTPG I 


9166 


39534 


C 


9225 


1 


2127 




9167 


39535 


B 


9226 


1 


1917 




9168 


39536 


A 


9227 


1671 


2198 


RAGAWASDPRQRGVVRNAALL 
PPDDRSDGRDA KTQSH RDG/VI 
SY/RAFDET1LASGIVPRTPPIDGI 
DHPKNEADDMLRMGFIEDVETI 
/1GADPGRSSDRSVLCNHAGSDS 
gl-IYPPLYERAAGSAHSVQRDYP 
SGHQPELLDCLGYARTRSTDTG 
TPERWSSGHPDCDRRCSPWPGR 


9169 


39537 




9228 


642 


746 




9170 


39538 


A 


9229 




2031 












909 


1058 




9172 


39540 


A 


9231 


2 


268 


WRCLLRQLKFIIKTVTSWICTG 
KLMLSTTSPLMMQMMVILLMP 
VLASKVKPKSTIN*LVSVSGNM 
NSKATALNLKVPPKIKPVLPSL 


9173 


39541 


A 


9232 


63 


463 


FPATCWSSINWPANCSRPSIAG 
WPK/PGVMMTQGTLVDATIIEA 
PSSTKNKEQQRDPEMHQTK.KG 
NQWHFGMKAHIGVDAKS\A*P 
TAWSPPRPTSMTSISWVICCME 
RSNLSQPMPATKGRHSARSWP 
RWMWTG 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9174 


39542 


A 


9233 


74 


247 


RN VM IKRRVLSSTS AS* LPP AS A 
FCRLFSTPARWRSTACFTSGNR 
YRFLTVRLSGYW 


9175 


39543 




9234 


3 


271 


ASYWNRSFSPWGTYNRHPR*N 
RQC ASRHCRGLH KQYQ WPRJ R 
S/WLNCTPAPHARDVLLWRPSS 
LPAGNADGPIRWRPCCVFTACS 
IGTT 


9176 


39544 


A 


9235 


1 


1048 


MCSFRSQTFCSSSRFTFARVSVI 

HSANHRVLNDRSTIMRTRGQD 

PTLPEMRRVRLLEMADAMDMF 

CQGLRYGPLPAPVRQQAAI1IPC 

HRVVRGDGTLSGYRWGVSRKA 

QLVRREAENEERPINRGWPKQP 

SDDPKHFVMPTIIEAPSSTKNKE 

QQRDPEM HQTK.KGNQWHFGM 

KAHIGVDAKSGLTHSLVTTAA 

NEHDLNQLGNLLHGEKQFVSA 

DAGYQGAPQREELAEVDVDW 

LIAERPGKVKTLKQNPRKNKTA 

INIEYMKASIRARVEHPFRIIKR 

QFGFVKARYKGLLKN\ETNWR 

C Y SPWPTCFG WTK* YPSIPTCLL 

TTRTASLLKPPGVRTSVCWQQL 
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SEQ1D 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9177 


39545 


A 


9236 


1 


2493 


mtq1ftgtlveadpfhavtlva 
nhdtqplqaleapvepwfk.pl 
ayalillrengvpsvfypdlyg 
ahyedvggagqtypidmpi1eq 

LDELILARQRFAHGVQTLFFDH 

PNCIAFSRSGTDEFPGCVVVMS 

NGDDGEKTIHLGENYGNKTWR 

DFLGNRQERVVTDENG E ATFFC 

NGGSVSVWVIEEAANNRQYDY 

GAGHKIPVINYTDVHLR1ERSCR 

FRADPRQQHELQLSSKLAVHD 

VLTNIYNRRYFFNSVESLLSRPV 

VKDFCVMLVDINQFKRINAQW 

GHRVGDKVLVSIVD1IQQSIRPD 

DILARLEGEVFGLLFTELNSAQ 

AK11AERMRKNVELLTGFSNRY 

DVPEQMTISIGTVFSTGDTRNIS 

LVMTEADKALREAKSEGGNKH 

WYNLSDGAMEDALYEIASMRL 

FARLSLDSALPDRTTIMNFRHL 

LEQHQLARQLFKT1NRWLAEA 

GVMMTQGTLVDATIIEAPSSTK 

NKEQQRDPEMHQTK.K.GNQWH 

FGMKAHIGVDAKSGLTHSLVT 

TAANEHDLNQLGNLLHGEEQF 

VSADAGYQGAPQREELAEVDV 

DWLIAERPGKVRTLKQHPRKN 

KTAINIEYMKASIRARVEHPFRI1 

KRQFGFVKARYKGLLKMETN 

WRCYSRWP/HLFRADQMILCPV 

FVHH1PRFFGTFFGATDTQTFTL 

TESVIHQPLVLTNFIAIDGNDFA 


9178 


39546 


B 


9237 


1 


3148 




9179 


39547 


B 


9238 




1680 




9180 


39548 


A 


9239 


191 


470 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9181 


39549 


A 


9240 


1 


1675 


MFARVSTTPVTRYEMYRKTRS 

TRLEDNNALSQSCKPLPFSEVT 

GSKGKADK.EKVGDYVFCLKAQ 

GRYNGEPLTGTGKIGGMLALR 

G EGTPFPVQADFRSGNTRVAFD 

G VVNDPMKMGG VDLRLK FSG 

DSLGDLYELTGVLLPDTPPFET 

DGRLVAKIDTEKSSVFDYRGFN 

GRIGDSDIHGSLVYTTGKPRPK 

LEGDVESRQLRLADLGPLIGVD 

SGKGAEKSKRSEQKKGEKSVQ 

PAGKVLPYDRFETDKWDVMD 

ADVRFKGRRIEHGSSLPISDLST 

HIILKNADLRLQPLKFGMAGGS 

IAANIHLEGDKKPMQGRAD1QA 

RRLKLKELMPDVELMQK.TLGE 

MNGDAELRGSGNSVAALLGNS 

NGNLKLLMNDGLVSRNLMEIV 

GLNVGNYIVGAIFGDDEVRVN 

CAAANLNIANGVARPQIFAFDT 

ENALINVTGTASFASEQLDLTID 

PESKG 1RI ITLRSPL YVRGTFKNP 

QSG*WS/GTLLLSTKAKTIVAISI 

TTLKVTVMASVSLLPMNTKDS 

VSVQLMRNLIVPTLK.LMQGKFF 

LKYLLPVKMQKFGPQV 


9182 


39550 


A 


9241 


72 


506 


GHVAHLQPRAGGRQPARLHHP 
QGTDRVLHGQRGQQPGP/LLPS 
LSA WRPSTSTLKPA SCGLRGPT 
SKRMSM\QDGGLPHHRAGAQP 
PVHPGQEAVG*C/EYWSASSRP 
VTQPGALMWRLWS\AGRPRPY 
LLSHSQHDPHSGQGGGEHP 


9183 


39551 


A 


9242 


1 


447 




9184 


39552 


A 


9243 


70 


490 


CGCDAETIILRINALAF1WKCGT 
EW1CCFCRLALRELQQAVHAG 
LPQQAKILFDGGSEIGKIH* LRC 
AHCPLSS\GKPVVPAALMNRPT 
RGERRF A Y WAPG WFFFSPVRR 
ATADCPSPPGPERVAASGPRWF 
APAGENPV 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9185 


39553 


A 


9244 


1097 


1841 


ANDGDLRSCVTLSCHMSHASE 
AADPPATTAFTDEHMSVKLRR 
TVGVACSVCPGWVTSGHPVNP 
AAS/GAKVLPGDTDIALPGPLPF 
ILSR\QLRDNTLILSDNGG\RILY 
FELLFPGEDGYRRCESLWLVRG 
GVAKLDQGHRLAALWQALSEE 
LRLTPHRYLATNSPQGPWWLL 
GWCERVPEADEVLPAPLPPYRV 
LTGLVDRIWRSEDVSAASGLHH 
DNRNAPSLSDQTRTDPPIRAHA 
SRYQRQKPDG 


9186 


39554 


A 


9245 


456 


928 


EAATEPKHLHQLRHAALAQHR 
QAPRPQGRPLARPHQGQDQPD 
RLHHLRGGGRHGARGHLHQA 
GAGESAPAPKG/VTCPASPLGD 
VTGKPTSAWNTEKGRWAQHR 
GYPSPGPAAPLVLRSWPIPLFRP 
PPLLPLSSPAWILPSPLCHSLKA 
QSLVQATI 


9187 


39555 


A 


9246 


1 


1572 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


9188 


39556 


A 


9247 


1 


2505 


MAWRNSVNWQCKQEPGFLHR 

RHGRRKLTNGTTRRSLQNKEE 

DFYTSQPGFPALALGCCLRVNL 

LLGHRGISAGSSYRPITSTPCHL 

CKLGQEVFAKPLNLQDQCQQN 

LVMQVLKLVLNCLNFDFIGSSA 

DESADDLCTVQIPTTWRTMGL 

VGCDGVCCRTRWCQCLATAV 

VSGVGGG P WLLPACSSGPSMIS 

KRKKFVHKWAKDLVEPRHGLE 

N V WDLPRA MAG S YLM YKQRK 

WK1MEFGKWALQHKMTVKDIE 

RLQLYNKVKEQPVQVEGSGRA 

STI FWVLKTFKGGKSPCGAPGE 

CVAWTQCR1LGWVQIHFKEHP 

ADRVVGL1KMPGLDFYFAADV 

CYAEKVAQEKGFLYRLTSRYR 

HYAAFERATFEQGKSTKLMML 

TDKQI ADFQKH YQTEPERFQ1LP 

PGIYPDRKY SEQIPNSREI YRQK 

NG1KEQQNLLLQVGSDFGRKG 

VDRSIEALASLPESLRHNTLLFV 

VGQDKPRKFEALAEKLGSERAS 

MEFKRYEYNAAGDLTAVITPD 

GN RSETQYDAWAGKA VSTTQG 

GLTRSMEYDAAGRVISLTNENG 

SHSVFSYDALDRL\EDEGLV1L 

WYYYDESDRITHRTVNGEPAEQ 

CQYDGHGWLTDISHLSEGHRV 

AVHDGYDDKG RLTGECQTVEN 

PETGELLWQHETKHAYNEQGL 

ANRVTPDSLPPVEWLTYGSGYL 


9189 


39557 


A 


9248 


481 


857 


PLAYLYRDPHVRRCVTASGPAP 
VYGIFQPGFSAPTG/IRKSVHGD 
HSYCKYAHSCSRQYRAPEPRLS 
RTSQCLFSHRSARCPLLDLMGR 
RYRRPECRLSPLLPAAPVPGLPP 
WTIYPRRLYRNSPR 


9190 


39558 


A 


9249 


777 


1229 


GAGYSSARCGKHHARTGGAGR 

NILWRQLRRRGCRSTVDRSHH 

NQPGTWHRHQPGPRGPAKPAR 

PWRAGTHLPTGTASVRHPCLG 

QPLRAEPRPAVPDAPRNQNLPF 

PAPQTDSALPGAVRG*RAR*YH 

*SRTTTPPPDEHDHSWARACSP 


9191 


39559 


B 


9250 


1 


2681 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9192 


39560 


A 


9251 


933 


1828 


VSRIHVLVWQPRMPAPPAVDW 
LTY/GSG I L/SGNKL VGTPLVE Y 
TRDSLH/RETLRSFASMAGSNA 
AY/*LTSTDTPAGQLQSQH/LNS 
LVYDRDYGWSDNGD/LVRISGP 
RQTREYGYSA/TGRLESVRTLA 
PDLDI/RIPYATDPAGNRLPDPE/ 
LHPDMRADGGATGQKVEPEYT 
PARKA HLYH WTTGDCRWRLSA 
KTAIRVERGI * * MGQPA Y * G EPH 
HVYQPR*TWHWRWRQKGRKS 
ASGRRYLRP1NPNNVGRENQRP 
TSPDGTHMAPISLMAWQPIQLR 
YRGHVRQRLSAVGERIYRYLPP 


9193 


39561 


A 


9252 




1409 


MECDASALLRYDSRQFIPLAID 

GLAKDVLGRRFALEGHPRLEAI 

ARAGDVVRFPADSELPDPYDG 

LIPGQESLKVHACVGLPLFAGQ 

NL1GALTLDGMQPDQFDVFSDE 

ELRLIAA\LAAGALSNALLIEQL 

ESQNMLPGDATPFEAVKQTQM 

IGLSPGMTQLKKEIEIVAASDLN 

VLISGETGTGKELVAKAIHEASP 

RAVNPLVYLNCAALPESVRKSE 

LFGHVKGAFTGA1SNRSGKFEM 

ADNGTLFLDEIGELSLVLQAKL 

LRVGQYGD1QRVGDDRCLRVD 

VRVLAATNRDLREEVLAGRFR 

ADLFHRLSVFPLSVPPLRERGD 

DVILLAGYFCEQCRLRQGLSRV 

VLSAGARNLLQHYSFPGNVREL 

EHAIHRAVVLARATRSGDEVIL 

EAQHFAFPEVTLPTPEVAAVPV 

VKQSLREAT*AFQRETIRQALA 

QNRRKWTACARMLETSVANV 

HRLGKRLVLKK 


9194 


39562 


A 


9253 


389 


799 


PQFLIPS VTPCMF1 H PLDAK/AR 
DLRRGDKVKVVSRRGEVISIVE 
TRGRNRPPQGLVYMPFFDAAQ 
LVNKLTLDATDPLSKETDFKKC 
AVKLEKACPYDTLKLATLASG 
LSAGTPYFVARDIPCEMCEDIPC 
AKVCPS 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9195 


39563 


A 


9254 


588 


1500 


RHPPIPAKIGLFIAVAQDRAYNN 

MQAGPNINEERMPGWRDPRNF 

IIVSDPYPTVSALAADL/TPEVSK. 

FPGSELAEDQLNDESRELGFYL 

QK.GLFEEYAWFGRGHGHDLAP 

FDDYHKARGLRWPVVNGKET 

QWRYSEGNDPYVKAGEGYKF 

YGKPDGKAVIFALPFEPAAEAP 

DEEYDLWLSTGRVLEHWHTGS 

MTLRVP*LHRAFPDAGLFI\YPL 

DAKARDLRRGDKVKVVSRRGE 

VIS1VETRGRNRPPQGLVYMPFF 

DAAQLVN KLTLDATDPLSKET 

DWPHFSSTYNGPLLQGANKGIL 

VQQH 


9196 


39564 


A 


9255 


1 


1698 


M EREQDS I IMDA ATRRNLE ITQ 
NLAGGAENTLASVLDCTVTPM 
GSRMLKRWLHMPVRDTRVLLE 
RQQTIGALQDFTAGLQPVLRQV 
GDLERILARLALRTARPRDLAR 
MRHAFQQLPELRAQLETVDSA 
PVQALREKMGEFAELRDLLER 
AIIDTPPVLSWMSGARWLTARP 
IICNYEVDRTIRHTKMNVGDVQ 
RLSVAVVVNYKTLPDGKPLPLS 
NEQMKQ1EDLTREAMGFSEKR 
GDSLNVVNSPFNSSDESG 














SCSIQLSPWILPRTVMCVPGFTC 
ELLST* WLAKEPLKTVSWITI RS 
FTAETSTFGPTMTASMTFLPTY 
CSIIASLLSSFKLAAAILNSLPQI 
GRY1TIGSGVRRNA 


9198 


39566 


A 


9257 


1 


854 


MANRM I LNETA WFGRGA VG A 
LTDEVKRRGYQKALIVTDKTL 
VQCGVVAKVTDKMDAAGLAF 
A1YDGVVANQHYCRQDSSEDF 
AEMSLIEGRRGLRRRPLWEFE1 
DTARQQLNLQFGTRDLVGFGV 
ENAPRGLCAAGCLLQYAKDTQ 
RTTLPHIRSITMEREQDSIIMDA 
ATRRNLEITQNLAGGAENTLAS 
VLDCT VTPMG SRM LKR WLH M 
PVRD/DPRVA*APANYWRIAGF 
HRRATAGTASGRRPGTYSGTSG 
FTNCSPTRSGPYAPRFPATAGA 
ACAVRNCR 


9199 


39567 


B 


9258 


122 


868 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 














PNLYLRFFFFFFLRQESHSVTQA 
GVQWCNLSSLQPLPPGFKQFSH 
LTG\LPKCWDYRSKRPRPANQT 
S1LDVKEDPY*LHWPRSNRDIK 
LNLVANP 


9201 


^9569 


— 


9260 


2166 


2426 


VQPGGCGL*RQHGSYRPESRTA 
GGRHRG* RRLRRAFIDGGANSS 
GTGICRDAFNRISHWTGRTGRP 
DVDSGEHRKTAEQRRDGAVR 


9202 


39570 


A 


9261 


846 


1022 




9203 


39571 


A 


9262 


1 


1339 


MNALSKARQYVEEFDGNIASFI 

FSGKPG TG KNHL A A AICNELLL 

RERNLGESE1HTTSDHMVTATL 

PGETQTWPEDFRDVEQRQQVVI 

FQHLVGCVKVDGKYIQVCTFT 

VGGNYGGTCLRGDESLVIKKES 

D1EPLI VVTVVQQFH IGNGYVV1 

T1TPSEGERYQGVVGLEGRIRRT 

RR1 RHKQSARCYNLRFKPTCAIT 

QTTPTEVSPVLKKQLVLVPNPH 

YPGNKPNFKRVSVKIIGESASRR 

LQLSRGD1DIADALSDRFVSEAI 

TAKVEAAIFCN*LSQYGILPEEW 

GGESQFVHVSAKAGTGIDELL\ 

DAILLQAEVLELKAVRKGMAS 

GAVIEFPSLDKGVRGPWVTVLV 

REGTLHKGD1VLCGFEYGRVRA 

MRNELGQEVLEAGPSIPVEILGL 

SGVPAAGDEVTVVRDEKKARE 

VALYRQGKFREVKLARQQKSK 

LENMFANMTEGEVHEV1MIVLK 

ADVQGSVEAISDSLLKLSTDEV 

KVK11GSGVGG1TETDATLAAAS 

NA1LEGLFTLTSQDEFV1APGFS 

TDPLEEQHSVVSGLLHKYHNR 

ALLLVKGGCAVNCRYCFRRHF 

PYAENQGNKRNWQTALEYVA 

AHPELDEM1FSGGDPLMAKDH 

ELDWLLTQVVHQHDVGRRVQ 

RLPFIHDALFHQQFFNQHQTTF 

GQVHLARFFVHREVDSILFRRIS 

VLKKMMSPHRVKDRCYCAQFI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9204 


39572 


A 


9263 


922 




GKGNDEKKLVSDQ*MGTA*RQ 
RIHPIPSIIPLLW/YPEGPSVSRPE 
AGGYNSLLMVTHGKV1NGGRG 
ILIESD\EPGDAR*SSGSCARHGL 
VFWLCSCRRCMPQTIEAIQHPN 
A/VAVNKIDRPEADPDRVKYVL 
SQYGILPEEWVGESQFVHGSAK 
AGTG1DELLDAILLQAEVLELK 
AVRKGMASGAVIESFLDKGRG 
PV AT VL V REGTLH KGDI VLCGF 
EYGRVRA MRN ELGQEVLEAGP 
S1PVEILGLSGVPAAGDEVTVVR 
DEKKAREVALYRQGK.FREVKL 
ARQQKSKLENMFANMTEGEVH 
EVNIVLKADVQGSVEA1SDSLL 
KLSTDEVKVKIIGSGVGVIEAES 
LDLRYYSVIYNLIDEVKAAMSG 
MLSPELK.QQIIGLAEVRDVFKSP 
KFGAIAGCMVTEGVVKRHNPIR 
VLRDMVVIYEGELESLRRFKDD 
VNEVRNGMECGIGVKNYNDVR 
TGDVIEVFEI1E1QRTIA 


9205 


39573 


A 


9264 




748 




9206 


39574 


A 


9265 


923 


1387 


PPNLARCSPSAMARQSPIRSPRR 
PLAPSPALRAPSPAPPHAARLA 
VPRQA*GLLLLALIAVSTHIEMI 
SNTLAMG WN SPLTTVLALL AC 
GF AC Fl EMGKIPFD V AASWIIM1 
WSQSSTCTAPTLKPLRSVTLMR 
LTPVSARDLVGYFATAVRLP 


9207 


39575 


A 


9266 


352 


478 


CDPTQRKPLYWLQALRRGLPI 
WRNQRFRKAVR*MAMAPMFS 


9208 


39576 


A 


9267 


54 


811 


HTTGGNPLYGI/SRQIAR*QSRV/ 

G PGFCQDYRDIHKLFKRQEVAP 

TSSGLMFRLMPWVLISSMLVLA 

MALPLF1TVSPFAGGGDLITLIY 

LLALFRFFFALSGLDTGSPFAGV 

GASRELTLGILVEPML1LSLLVL 

ALIAGSTHIEMISNTLAMGWNS 

PLTTVLALLACGFACFIEMGKIP 

FDVAEAEQELQEGPLTEYSGAG 

LALAKWGLGLKQVVMASLFV 

DLFLPFGRAQELSLVACLLTSLV 

VTLLKRLL 
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SEQ1D 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 


9209 


39577 


A 


9268 


2 


627 


CGSIIAL/VA1FK.SFFGHYLGTLE 

GLNGLVLKFGYKGDKTKVSLG 

KLNTISMIFIMGSTWVVAYANF 

NILDLIEAMGAP1IASLLCLLPM 

YAIRKAPSLAKYRGRLDNVPH 

AITRVDLKEDGKGLKIVRQSLP 

YGTASGTHGLYFCAYCARLHNI 

EQQLLSMFGDTDAIKAYQSFLA 

RSAFAVSQCIPVNTVYRAYSVI 

QNWIA1T1RHV 


9210 


39578 


A 


9269 


2648 


3072 


LSRTGTKTTFAIT/LEYAASIIAL 
VA1FKSFFGHYLGTLEGLNGLV 
LKFGYKGDKTKVSLGKLNTIS 
MIF1MGSTWVVAYANPN1LDLI 
EAMGAPI1ASLLCLLPMYAIRK 
APSLAKYRGRLDNVFVTVIGLL 
T1LN1VYKLF 


9211 


39579 


A 


9270 


467 


614 


VPLAVPYGRLWRT1FSPLPSSFR 
STR\E*YESMLGRFFERTACLQQ 
KQF 


9212 


39580 


A 


9271 


1 


846 


MSYLVWPF1ASLVLISLSLIPYW 
NSAVIDQVDLGSLALTGHDGIL1 
TVWGGUSTKWFPLNFPPNVFSF 
G\VSK\RKK*KKDFGRDFTERKC 
SQI1SRASMLMVAVVMFFAFSC 
LFTLSPANMAEAKAQNIPVLSH 
LANHFASMTGTKTTFSITLEYA 
AS1IALVAIFKSFFGHYLGTLEG 
LNGLVLKFGYKGDKTKVSLGK 
LNT1 S M 1 F1MG STWV V A Y ANPN 
ILDL1EAMGAP1IASLLCLLPMY 
AIRKAPSLAK.YRGRLDNVFSTV 
IGLLTILNIVYQLF 


9213 


39581 


A 


9272 


95 


456 


RAISMSFRMERPCCLSLPSSLCIS 
STRVTASSPLSGCSSCTLLW1SW 
GRMVRNCSNT/MQLQDLLLRA 
HLRPKPPMAKLLEPAEGFPGTS 
CLLEAEPSTIRDVVLIASQPASQ 
PASQQGSQI 


9214 


39582 


A 


9273 


1 


1241 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9215 


39583 


A 


9274 


3 


1608 


SRGFPRREFSGPSIKKKVDAPTQ 
AQWPVHAV1TNSTYDGLLYNT 
DWIKQTLDVPS1HLDSAWVPYT 
HFHPIYQGKSGMSGERGAGKVI 
FEPQ*AHRMLAALSQGSLJLIKG 
EYDQEAFSEAFM RHSPSSPSYPI 
GG\SVETAAAMLRGNPGKRL1N 
RSVERALHFRKEVQRLREESDG 
WFFDIWQPPQVDEAECWPVAP 
GEQWHGFNDADADHMFLDPV 
KVTILTPGMDEQGNMSEEG1PA 
ALVAKFLDERGIVVEKTGPYNL 
LFLFSIGIDKTKAMGLLRGLTEF 
KRSYDLNLRIKNMLPDLYAEDP 
DFYRNMRIQDLAQGIHSRRVTA 
SVSSGSQANQQVNFIGDQSTAA 
LTLSVPSGD1TVTNTAPQYMTA 
TLQDKNGNPLK.DK.EITFSVPND 
VASKFSISNGGKGMTDSNGVA1 
ASLTGTLAGTHM1MARLANSN 
VSDAQPMTFVADKDRAVVVLQ 
TSKAEIIGNGVDETTLTATVKD 
PSNHPVAGITVNFTMPQEGVYA 
MSLEY 1 1 LTF1 ALNGSRM WIN SA 
REKRTQRND 


9216 


39584 


A 


9275 


106 


709 


LRSAEDNDTREKNKQTNRSDS 

KLRLVETSGSPPTSSSQTPDPAF 

RYPKKY\CVEDCS\YRPE*PRITP 

DNRLLYGGGVVYGARDPDVVE 

RLVVPKLLKTFPQLKGVK1DYR 

WTGNFLLTLSRMPQYGRLDTNI 

YYMQGYSGHGVTCNHLAGRLI 

AELLRGDAERFDAFANLPHYPF 

PGGRTLRV PFTTKS AA Y Y\S L R 

DRLGV 


9217 


39585 


A 


9276 


140 


558 


RKPHRQRGEKAGRNRSVDGCC 

EKAMSVIIVGGGMAGATLALAI 

SRLSHGALPVHLIEATAPESHA 

HPGFDGRAIALAAGTCQQLAR1 

GVWQSLADCATA ITT V H V S D R 

GHAGFGTLSRKITTWGL*QRSW 

ARWIWYPFAKNYHLGALTTVV 

ELQMGGKRLF 


9218 


39586 


A 


9277 


3799 


4086 




9219 


39587 


A 


9278 


3017 


3184 




9220 


39588 


B 


9279 


1 


1050 




9221 


39589 


B 


9280 


1 


1455 




9222 


39590 


A 


9281 


374 


506 


RCIALIAWLTLPVLRVTLK*RW 
RVARR*RAACW*S*WHHSALA 
P 


9223 


39591 


C 


9282 


47 


406 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9224 


39592 


A 


9283 


1 


4749 




9225 


39593 


B 


9284 


507 


3568 




9226 


39594 


A 


9285 


101 


638 


RQKYSDWSSALVPTAGEPTRH 
TQTTRAG I AHA\EADFAAD1 LFL 
LCGKD1STAGGFSFV*LADNKQ 
H LMPVCFANHLTV KM/PHQSPV 
PDH/QAL1SHRIRSSRGSCSRYSA 
DNSVSRTPLSPTPGRSTMVIK.CS 
PICRRKRKGSRVQAATSLTGDT 
SPANRALQRLLFPAPVLPMMPI 
TGS 


9227 


39595 


A 


9286 


271 


532 




9228 


39596 


A 


9287 


643 


768 




9229 


39597 


A 


9288 


1 


1948 


MCSHAAGCTIPDVEHWTRINR 

KVPRLVSVLPNGPDYHPTVRAF 

LAGGVPEVMLHLRDLGLLHLD 

AMTVTGQTVGENLEWRPEPGA 

FRQCLREQDGVEPDDVILPPEK 

AKAKGLTSTVCFPTGNIAPEGS 

VIKATAIDPSVVGEDGVYHHTG 

RVRVFVSEAQAIKAIKRVVIVA 

CGFSPTRTAHAASDID1TNTVDL 

RN R R SQLRRG EIVQF/1 P ANKYR 

TSA*GS*LAHPTGSLCD*VGRL 

DIPLAANFVQR*SPPGISPTPV 


9230 


39598 


A 


9289 


2166 


2426 


VQPGGCGL*RQHGSYRPESRTA 
GGRHRG*RRLRRAFIDGGANSS 
GTGICRDAFNRISHWTGRTGRP 
DVDSGEHRKTAEQRRDGAVR 


9231 


39599 


A 


9290 


846 


1022 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9232 


39600 


A 


9291 


1 


1336 


mnalskarqyveefdgniasfl 

fsgkpgtgknhlaaaicnelll 

rernlgeseihttsdhmvtatl 

pgetqtwpedfrdveqrqqvvi 

fqhlvgcvkvdgkyiqvctft 

vggnyggtclrgdeslvikk.es 

dieplivvtvvqqfhigngyvvi 

titpsegeryqgvvglegrirrt 

rrirhkqsarcynlrfkptcait 

qttptevspvlkkqlvlvpnph 

ypgnkpnfkrvsvk1igesasrr 

lqlsrgdidiadalsdrfvseai 

takveaa1kn*lsqygilpeew 

gg esqf vh vsak agtgidell\ 

da1llqaevlelkavrkgmas 

gaviesfldkgrgpvatvlvre 

gtlhkgd1vlcgfeygrvram 

rnelgqevleagpsipveilgls 

gvpaagdevtvvrdekkarev 

alyrqgkfrevklarqqkskl 

enmfanmtegevhevn1vlka 

dvqgsveaisdsllklstdevk 

vkiigsgvgg1tetdatlaaasn 

a i leglftltsqdefv 1 apgfst 

dpleeqhsvvsgllhkyhnra 

lllvkggcavncrycfrrhfp 

y a enqgn krn wqt ale y v a a 

HPELDEM1FSGGDPLMAKDHEL 
DWLLTQVVHQHDVGRRVQRL 
PFIHDALFHQQFFNQHQTTFGQ 
VHLARFFVHREVDSILFRRISVL 
KKMMSPHRVKDRCYCAQFICP 


9233 


39601 


B 


9292 


1 


2890 




9234 


39602 


A 


9293 


1 


822 


ITQYCDSFT1CLSKGLGTPVGSL 

LVGNRDYIKRAIRWRKMTGGG 

MRQSG I L AAAG I YALKNN V AR 

LQEDHDNAAWMAEQ\LRETG\ 

A\DVMRQDTNML\FVRVGEEN 

AAALGEIT*KP\RNVLI\NASPIV 

RLERDVPQR1LVLGASGYIGQH 

LVRTLSQQGHQILAAARHVDR 

LAKLQLANVSCHKVDLSWPDN 

LPALLQDIDTVYFLVHSMGEAA 

IYRSSAGVASVSSVFRYCLRPSY 

DPRVFPCFLCCRALLVLPCRL1Y 

SPLSFALVLSLAPIK 


9235 


39603 


A 


9294 


1565 


1825 


SRMCVAIRSRNQRSCE1T1AQPG 
NSSRAFSSARRVSISRSLVGSSSS 
SMLPPTCSSFARCRRPRSPPESS 
PTRLP*STPLKLKRPT 
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SEQ1D 

NO: 


SEQ ID NO: 

sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9236 


39604 


A 


9295 


236 


742 


VATRCSRSPSPSLSPSLSLRVMIP 

TTSAYSFM1TAKSSPAVLKLSN 

ASERVNVSGTISVLR1CTPLFSA 

RJLWLAS TRFSRSLEST*PMMWS 

ISSLQTRNLECGCSATLFFRLCS 

SSWRSN/TNDVFTAVTLITERDG 

IPAQRRFQSARVPVYVTRPPAH 

RLPLPRRCHQK 


9237 


39605 


B 


9296 


1 


951 




9238 


39606 


B 


9297 


1 


666 




9239 


39607 


A 


9298 


761 


1162 


1 1 LGSM AIFT1 L1LP1HEQGMFFHL 
FVTSFILLSSGL*FSLKRSFTSLV 
SCIPRYFILFVAIVNGSSLVIWLS 
VFLLFVYRNACDFCTLILYPETL 
LKLL1SLRRFWAETLGFSKYTIM 
SSANRDNLTSSFPN 


9240 


39608 


A 


9299 


82 


160 




9241 


39609 


B 


9300 


64 


477 




9242 


39610 


A 


9301 


408 


507 


LLPLFQNLLLVYSGI*LLPGLVW 
K.GCMHPGIYP 


9243 


39611 


A 


9302 




3141 


MLLGLHSLAAFLQRESFSGKQS 
WGCQLAALLQRRITK.MTEAMK 
ITLSTQPADARWGEK.ATYSINN 
DGITLHLNGADDLGL1QRAARK 
IDGLGIK.HVQLSGEGWDADRC 
WAFWQGYKAPKGTRKVVWPD 
LDDAQRQELDNRLMI1DWVRD 
T1NAPAEELGPSQLAQRAVDLIS 
NVAGDRVTYRITKGEDLREQG 
YMGLHTVGRGSERSPVLLALD 
YNPTGDKEA PV YACLLGD1ITY 
RNGKKVEVMNTDAEGRLVL 


9244 


39612 


A 


9303 


1 


983 


MVRASGYLQTLDDFNH1VLKA 
SENGVPVYLRDVAKVQIGPEM 
RRGIAELNGEGEVAGGVVILRS 
GKNAREVIAAVKDKLETLKSSL 
PEGVEIVTTYDRSQLIDRAIDNL 
SGKLLEEFIVVAVVCALFLWHV 
RSALVAIISLPLGLCIAFIVMHFQ 
GLNANIMSLGG1AIAVGAMVD 
AAIVMIENA/RTAGRVAAPAS* 
RHAG**NALAGQEGRLFGPLAL 
HQNVCDGGCGAAGDRSDPDPD 
GLLDPWQNSAGKQ*PAQSLFDS 
CLSSAVAESTALAENHAAGGG 
AFGADGSLAAQ*SSPGEFLPQ1N 
EGDLLYMPCDAAQGIPQQRRR 


9245 


39613 


A 


9304 


362 


436 




9246 


39614 


A 


9305 


101 


208 




9247 


39615 


C 


9306 


1 


882 




9248 


39616 


B 


9307 


1 


822 





1199 



